
Figure S1: Five starting configurations of oligonucleosomes used in this study (a 12-unit oligonucle-
osome is shown): (a) straight-linker square solenoid, (b) crossed-linker zigzag with perpendicular
nucleosomes, (c) crossed-linker zigzag with parallel nucleosomes, (d) bent-linker solenoid with par-
allel nucleosomes, and (e) bent-linker solenoid with perpendicular nucleosomes. Histone tails are
omitted for clarity.
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