Supplementary Figure 4
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>k This cluster is merged by two smaller clusters because the number of cluster is less than 100.

%>k These two clusters were manually extracted from the clustering dendrigraph of the whole gene
in U95 genechip based on visual anti-correlation.

0.9 1
0.8 — O Fraction of P+D
0.7 _—
O Fraction of P+D
0.6 ] = overlap
c
02 05 e
©
® 04 e
m —
0.3 =
0.2 1 -
NI :
6 L N
G X w5 © A N
2 o5 K W K < h >
OF g7 O X 7 o7 o (&
&
IPCC]| cutoff &
?\\Q




