Supplementary Material Table 2. AtbHLH proteins predicted to be Non-DNA-binders.

Amino acid sequences of the bHLH domains of the Arabidopsis proteins predicted to lack capacity to bind
DNA, based on the absence of amino acid E13 and/or R16, and the presence of few basic residues in the
first 17 positions (See Functional Categories Section). EN 129 has the pair E/R but only 3 basic residuesin
thefirst 17 positions, and for this reason was included as part of this category. Proteins are listed according
to the Entry Number assigned, and their AtbHLH number and PID number is also provided to identify
them. Positions within the bHLH domain are numbered at the top of the figure, below the schematic that

indicates the basic, helix and loop regions of the domain.

At bHLH PID | BASI C | HELI X | Loop HELI X |
EN  Number  Nunber DE R 20 30 40 50 60
58 12 | BAA11933 MFPSQNSGLNQDDPSDRRKENEKFSVLRTMVPTV. . . NEVDKESI LNNTI KYLQELEARVE
59 110 | AAF24944 PRVE. SRSSCPPFKVRKEKLIGDRI AALQQLVSPF. . . GKTDTASVLMEAI GYI KFLQSQI E
60 68 | CAB79668 PRLQPSPSSQSTLKVRKEKLGGRI AALHQLVSPF. . . GKTDTASVLSEAI (GYI RFLQSQ E
63 123 | BAB02240 RAKSEAASPSPAFK. RKEKMGDRI AALQQLVSPF. . . GKTDAASVLSEAI EYI KFLHQQVS
64 112 | AAD21412 KPRVTTPSPLPTFKVRKENLRDQ TSLQQLVSPF. . . GKTDTASVLQEAI EYI KFLHDQVT
65 114 | CAB81059 RPRLETLSPLPSFKVRKEKLIGDRI TALQQLVSPF. . . GKTDTASVLNEAVEY! KFLQEQVT
66 111 | AAF98179 |AKCSEGSTLSPEKELPKAKLRDKI TTLQQ [VSPF. . . GKTDTASVLQEAI [TYI NFYQEQUK
97 48 | AAD23713 HSLAERVI HNLTDVARREKI NARMKLLQELVPGC. . DKI QGTALVLDE! | NHVQTLQRQVE
112 83 | AAG27834 PTTSPKDPQSLAAKNRRER! SERLKI LQELVPNG. . TK. VDLVTM.EKAI SYVKFLQVQVK
113 86 | BAB10359 ATTSPKDPQSLAAKNRRER! SERLKVLQELVPNG. . TK. VDLVTM.EKAI GYVKFLQVQVK
114 54 | AAF24948 TKGTATDPQSL YARKRREKI NERLKTLQNLVPNG. . TK. VDI STMLEEAVHYVKFLQLQ K
115 85 | CAA19870 SRGAATDPQSL YARKRRERI NERLRI LQNLVPNG. . TK. VDI STMLEEAVHYVKFLQLQ K
116 139 | ABO23030 NRGI ASDPQSL YARKRRERI NDRLKTLQSLVPNG. . TK. VDI STMLEDAVHYVKFLQLQ K
118 88 | NP201507 NVRI SKDPQSVAARHRRER! SERI RI LQRLVPGG. . TK. MDTASM.DEAI HYVKFLKKQVG
119 43 | CAB89355 NVRI SDDPQSVAARHRRER! SERI RI LQRLVPGG. . TK. MDTASM.DEAI RYVKFLKRQ R
120 40 | CAB80770 NVRI SDDPQTVVARRRRER! SEKI RI LKRI VPGG. . AK. MDTASM.DEAI RYTKFLKRQVR
121 87 | BAB03046 NVKI STDPQTVAARQRRER! SEKI RVLQTLVPGG. . TK. MDTASM.DEAANYL KFLRAQVK
122 140 | CAB81914 [TSTLSTDPQSVAARDRRHRI [SDRFKI LQSMVPGG. . AK. MDTVSM.DEAI [SYVKFLKAQ W
128 142 | BAB09865 STKEDTGSGLISNEQSSKDKI RTALKI LESWWPGA. . . KGNEALLLLDEAI DYLKLLKROL]
130 144 | AAG52051 Q5L SGSASSSNNDGKGRKKMKKMVGVLRRI VPGG. . . EQUNTACVL DEAVIQYLKSLKI EAG
140 117 | BAB01396 [TSGSPTASNDGG | TKRRKI [SDKI RSLEKLIVPVE. . RKMNLAM TLEESHKYI KFLQSQI A
141 146 | CAB81011 DA RI LERPDKEGGNEEGG EERLRELKKLLPGG. . EEMNVEE. MLSEI GNYI KCLELQT]
144 149 | NP563839 (GNCKSRKGLTETNRI KLPAVERKLKI LGRLVPGC. . RKVSVPN. LLDEATDY! AALEMQVR
145 150 | AAF26082 LAAAI RGSGESGRRRKLSAVGNRVRVL GGLVPGC. . RRTALPE. LLDETADY! AALEMQVR
146 151 | AAB63827 | M RPRKSVEASRRPCRAI HRRVKTLKELVPNT. . KTSEGLDGLFRQTADY! LALEMKVK
147 152 | AAF87154 LVLKRQW.I GTTREGRSGS| [ KMRKLRVL| PGG. . RRLNQPDLLLTKTADYI MHLELRI R
129 143 | CACD5472 [SSKQETGSGLISDEQSRKDKI HTALRI LESVWPGA. . . KGKEALLLLDEAI DYLKLLKQSLN

Total 27 proteins

46



