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Supplementary Material Table 2. AtbHLH proteins predicted to be Non-DNA-binders. 
Amino acid sequences of the bHLH domains of the Arabidopsis proteins predicted to lack capacity to bind 
DNA, based on the absence of amino acid E13 and/or R16, and the presence of few basic residues in the 
first 17 positions (See Functional Categories Section). EN 129 has the pair E/R but only 3 basic residues in 
the first 17 positions, and for this reason was included as part of this category. Proteins are listed according 
to the Entry Number assigned, and their AtbHLH number and PID number is also provided to identify 
them. Positions within the bHLH domain are numbered at the top of the figure, below the schematic that 
indicates the basic, helix and loop regions of the domain. 

   
   

 AtbHLH PID BASIC HELIX LOOP HELIX  

EN Number Number 10 E  R   20        30        40        50        60 

58 12 BAA11933 MFPSQNSGLNQDDPSDRRKENEKFSVLRTMVPTV...NEVDKESILNNTIKYLQELEARVE 

59 110 AAF24944 PRVE.SRSSCPPFKVRKEKLGDRIAALQQLVSPF...GKTDTASVLMEAIGYIKFLQSQIE 

60 68 CAB79668 PRLQPSPSSQSTLKVRKEKLGGRIAALHQLVSPF...GKTDTASVLSEAIGYIRFLQSQIE 

63 123 BAB02240 RAKSEAASPSPAFK.RKEKMGDRIAALQQLVSPF...GKTDAASVLSEAIEYIKFLHQQVS 

64 112 AAD21412 KPRVTTPSPLPTFKVRKENLRDQITSLQQLVSPF...GKTDTASVLQEAIEYIKFLHDQVT 

65 114 CAB81059 RPRLETLSPLPSFKVRKEKLGDRITALQQLVSPF...GKTDTASVLNEAVEYIKFLQEQVT 

66 111 AAF98179 AKCSEGSTLSPEKELPKAKLRDKITTLQQIVSPF...GKTDTASVLQEAITYINFYQEQVK 

97 48 AAD23713 HSLAERVIHNLTDMARREKINARMKLLQELVPGC..DKIQGTALVLDEIINHVQTLQRQVE 

112 83 AAG27834 PTTSPKDPQSLAAKNRRERISERLKILQELVPNG..TK.VDLVTMLEKAISYVKFLQVQVK 

113 86 BAB10359 ATTSPKDPQSLAAKNRRERISERLKVLQELVPNG..TK.VDLVTMLEKAIGYVKFLQVQVK 

114 54 AAF24948 TKGTATDPQSLYARKRREKINERLKTLQNLVPNG..TK.VDISTMLEEAVHYVKFLQLQIK 

115 85 CAA19870 SRGAATDPQSLYARKRRERINERLRILQNLVPNG..TK.VDISTMLEEAVHYVKFLQLQIK 

116 139 ABO23030 NRGIASDPQSLYARKRRERINDRLKTLQSLVPNG..TK.VDISTMLEDAVHYVKFLQLQIK 

118 88 NP201507 NVRISKDPQSVAARHRRERISERIRILQRLVPGG..TK.MDTASMLDEAIHYVKFLKKQVQ 

119 43 CAB89355 NVRISDDPQSVAARHRRERISERIRILQRLVPGG..TK.MDTASMLDEAIRYVKFLKRQIR 

120 40 CAB80770 NVRISDDPQTVVARRRRERISEKIRILKRIVPGG..AK.MDTASMLDEAIRYTKFLKRQVR 

121 87 BAB03046 NVKISTDPQTVAARQRRERISEKIRVLQTLVPGG..TK.MDTASMLDEAANYLKFLRAQVK 

122 140 CAB81914 TSTLSTDPQSVAARDRRHRISDRFKILQSMVPGG..AK.MDTVSMLDEAISYVKFLKAQIW 

128 142 BAB09865 STKEDTGSGLSNEQSSKDKIRTALKILESVVPGA...KGNEALLLLDEAIDYLKLLKRDLI 

130 144 AAG52051 QSLSGSASSSNNDGKGRKKMKKMMGVLRRIVPGG...EQMNTACVLDEAVQYLKSLKIEAQ 

140 117 BAB01396 TSGSPTASNDGGIITKRRKISDKIRSLEKLMPWE..RKMNLAM.TLEESHKYIKFLQSQIA 

141 146 CAB81011 DGIRILERPDKEGGNEEGGIEERLRELKKLLPGG..EEMNVEE.MLSEIGNYIKCLELQTI 

144 149 NP563839 GNCKSRKGLTETNRIKLPAVERKLKILGRLVPGC..RKVSVPN.LLDEATDYIAALEMQVR 

145 150 AAF26082 LAAAIRGSGGSGRRRKLSAVGNRVRVLGGLVPGC..RRTALPE.LLDETADYIAALEMQVR 

146 151 AAB63827 IMIRPRKSVEAASRRPCRAIHRRVKTLKELVPNT..KTSEGLDGLFRQTADYILALEMKVK 

147 152 AAF87154 LVLKRQWLIGTTREGRSGSIQIKMRKLRVLIPGG..RRLNQPDLLLTKTADYIMHLELRIR 

129 143 CAC05472 SSKQETGSGLSDEQSRKDKIHTALRILESVVPGA...KGKEALLLLDEAIDYLKLLKQSLN 

 
Total 27 proteins 

 


