Supplemental Figure 2. Alignment of Selected Plant and Cyanobacterial ARC6-like Proteins.

Also included are the Arabidopsis ARC6 homologue At3g19180, and the E. coli Dnal. Accession numbers and organism names are
given in Table 2. Shaded columns indicate similarity (gray) and identity (black) greater than 70%. The J domain position is indicated
below the sequence. Underlining in each sequence indicates the position of a transmembrane (TM) domain, as predicted by the DAS
server (see Methods).
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