
Supplementary Figure 2. Coil Probability from the Binding Stalk to AAA6. 
Plot of the coil probability in the region starting from the microtubule-binding stalk to 
AAA6 of dyneins from different organisms. It has been established that the first two 
peaks form the dynein stalk(7). The third peak putatively forms the long intermediate 
sequence between AAA5 and AAA6. Dynein sequences included in the coil probability 
calculation come from Rattus norvegicus (P38650), Homo sapiens (Q14204, Q9NYC9, 
Q8TE73, Q96DT5), Mus musculus (Q9JHU4, Q8VHE6), Chlamydomonas reinhardtii 
(Q39565, Q39610, Q39575, Q9SMH3), Dictyostelium discoideum (P34036), Drosophila 
melanogaster (P37276), Caenorhabditis elegans (Q19020), Neurospora crassa 
(P45443), Aspergillus nidulans (P45444), Paramecium tetraurelia (Q27171), 
Saccharomyces cerevisiae (P36022), Kluyveromyces lactis (Q9C1M7), Tripneustes 
gratilla (P23098), Anthocidaris crassispina (P39057), and Schizosaccharomyces pombe 
(O13290). 


