Relative pos. -80 =70 -60 -50 -40 -30 -20 -10 +1
| | | | | | | | |

Genomic seq. TTGGTTTTTTATTCTTAACTTGTTTATTATTCTCTCTTGTTTCTATTTACAAGAC&CCéATCAAAACAAATAAAACATCATCACA&IE Frequency TSS (relative pos.)
#01 GATTCTTAACTTGTTTATTATTCTCTCTTGTTTCTATTTACAAGACACCAATCAAAACAAATAAAACATCATCACAATG 1 accepted (-75)
#02 TGGATTTATTATTCTCTCTTGTTTCTATTTACAAGACACCAATCAAAACAAATAAAACATCATCACAATG 1 rejected

#03 GATTATTCTCTCTTGTTTCTATCTACAAGACACCAATCAAAACAAATAAAACATCATCACAATG 1 accepted

#04 GATTCTCTCTTGTTTCTATTTACAAGACACCAATCAAAACAAATAAAACATCATCACAATG 2 accepted (-57
#05 TTCTCTCTTGTTTCTATTTACAAGACACCAATCAAAACAAATAAAACATCATCACAATG 1 rejected

#06 AAATGTGTTGCTCTTGTTTCTATTTACAAGACACCAATCAAAACAAATAAAACATCATCACAATG 1 rejected

#07 GGTTTCTATTTACAAGACACCAATCAAAACAAATAAAACATCATCACAATG 1 accepted (-47)
#08 TTTTGGACACCAATCAAAACAAATAAAACATCATCACAATG 1 accepted (-33)
#09 GACCAATCAAAACAAATAAAACATCATCACAATG 13 accepted (-30)
#10 TGACCAATCAAAACAAATAAAACATCATCACAATG 3 accepted (-30)
#11 TTGACCAATCAAAACAAATAAAACATCATCACAATG 1 accepted (-30)
#12 TGGTGGACCAATCAAAACAAATAAAACATCATCACAATG 1 rejected

#13 TTACCCCTTAAGATTTGACCAATCAAAACAAATAAAACATCATCACAATG 1 rejected

#14 GTGACCAATCAAAACAAATAAAACATCATCACAATG 1 rejected

#15 GAATCAAAACAAATAAAACATCATCACAATG 28 accepted (-27)
#16 TGAATCAAAACAAATAAAACATCATCACAATG 2 accepted (-27)
#17 TTGAATCAAAACAAATAAAACATCATCACAATG 3 accepted (-27)
#18 TGGAATCAAAACAAATAAAACATCATCACAATG 1 accepted (-27)
#19 AAATGTGGAATCAAAACAAATAAAACATCATCACAATG 1 rejected

#20 AAATGTGTGAATCAAAACAAATAAAACATCATCACAATG 1 rejected

#21 AAATGTGAATCAAAACAAATAAAACATCATCACAATG 1 rejected

#22 ACAGAATCAAAACAAATAAAACATCATCACAATG 1 rejected

#23 CGTGAATCAAAACAAATAAAACATCATCACAATG 1 rejected

#24 GTGAATCAAAACAAATAAAACATCATCACAATG 1 rejected

#24 TGGCGGACCNNATCAAAACAAATAAAACATCATCACAATG 1 rejected

#26 GACAAATAAAACATCATCACAATG 1 accepted (-20)
#27 AAATAAAACATCATCACAATG 1 rejected

#28 GATCATCACAATG 2 accepted (-9)
#29 GATCACAATG 3 accepted (-6)
#30 GGATCACAATG 1 accepted (-6)



