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Sc ATZCTTCCTACTTCTETT TS GET CCTTETAT CTCAAGACET TTAGAA GO CACCTT T TACGAGCACCACAAATT GTTT TAARARAGAATS
sp ATGCTTCCTACTTCocTT TCCCGETaCTTGTAT CTCAQEACGT TTASAACCCACYTT T TACGAGCACCACAAATCGTT T TAAAAAGAAT S
Sk ATGCTTCCCACATCocTTTCCCGETaCTTGTAT CTCAACACAgTCAGAAGCCACTT T TACGAGCACCYCACACAGTCT TAAGAAARAT
Sm ATCCTTCACACT Cot TTTCECGET aCTTCTAT CTCAQEACE gTTAGAACCCACGTT T TACGACCACCE CAAgoccaTaT TgAAAACAATC
Sc: 5. cerevislae
8p: §. paradoxus
Sk: 5. kudriavzevii
Sm: 5. mikatae
iPSORT Prediction
Predicted as: luving o mitochondrial turgeting peptide
Sequence (Type: nonplant)
1 MLPTS LSRYL YLRTF KTHVL RAPQI VLER
Walues used for reasoning
Node Answer View Substiing Value(s) Plot
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e -nea.ns "not used".
Alphabet Indexing
Name
0 1 2
ATl DEGHEN IR ACFLMPQSTVWY
ALl ACDEFGHLMITQSTVWY KR P





