
AAGAAAACTAAAGAGCAAGTCTGATTTGGCACTACCACGCTTCCAACAGAAGTAATTGTTGCTTC
AAATAAGTTCGCAGCATGTGGATTCAAGTCCACAGATGCGATATTTAGGAGCCCAATCAGATAAT
ATTGATTCCGGGTTATCTCTTGTTTGTGTCGGCACAGGGGATTTAAATTGTGTAATGCTCAAGAC
AAGTTATTGATGAGAACAAGAGATGGTATATAAAACTGCTCTCTGAGGTATAGCTTTTGTTGAGG
TAGGCATACAAGATTTCGGGAATGAGCACTATTAGTACCACAACGGCACCTGAGTTTATCAGAGT
AAAGAGAAGAAGGGATGAGGATTCTGTGCAGGCATTATGTATGTGTTGTTATTCTACCGATATAA
CAAAAATGCGTTTGACTAACTAAGTTCATCTGGGACAATTCAGTAATTGATGAGGGGAAAAGAGT
GAAGAAGCAGAAGTTCATATTTAAATTATCAAAGACTGTGAGCTCTGAAAGCTATCAATCCGAGC
AAGAGTCTTCTACGCCACTCTTAAAACTGGCTCATGAAGATCATCGACATTTTGTATTGGAACAA
AGAAAAAAAAGTCGTAGAGACTCAGATGATGAAAAATCACAACAGCGGCTTGCAGCAGAAGGAAG
TACTGTAGATGACGATGGGTTACCGCCAGAGATCAATCAAATGGTGAATGACTATTTAAAGTTGA
ATAAAGGTGTAGAAAAGACAGAAAGAAAAAAACCAAGTAGGAAATATTTTACTGGGGATTCTGCA
AAAATTGCATCACTACCCAGTTTAGATTACGTTTTTGACATCTACCATTTGGAGAAAATTCATGA
CGATGAGGTTGCTAGATATAACAACGAGAAAAATATAGGGTTTGTGAAAATTATTGAGCATATAG
ATTTGGCTCTTGATGAAGAAAGTGATCCCAATGAAGCCCGTTCAGACGATGAGGATTCTAATGAC
GAAAACTATTACCAAAATGATTATCCGGAGGATGAAGATGATGATAGATCTATTCTATTTGGTAG
CGAAGGAGAGGATATAGCTGCATTGGGTGAAGAGATTGTTATAGGGGTTAATAAGAGCAGGTTTT
CCTCTTGGAATGACGATAAAATTCAGGGATCTAATGGGTACCACGATGTGGAGGAAGAGTACGGG
GATCTTTTTAACAGGCTTGGAGGAAAAAGTGATGTCTTGAAATCCATAAATTCCTCGAATTTCAT
TGACTTGGATGGCCAAGAAGGTGAAATAGAGATAAGTGATAACGAAGATGATTCTGATGAAGGAG
ATGATATTGAATACCCTAGAAATGAATTTTTTCCGACGGATGTTGATGACCCATTGGCGCATCAT
AGGGACAGAATTTTTCATCAGCTACAGAAAAAAATTAATAGAAGCTAA 
 
 
 
Fig. S4.  N-terminal extension of IWR1 ORF 
The ORF of IWR1 was annotated as indicated by the plain blue letters. Its presumptive 
initiation codon (underlined) was defined by the presence of an in-framed stop codon 
TAA (boxed red letters). However, the present cDNA analysis revealed that the TAA 
codon is in a previously unidentified intron (red letters). Thus, the TAA cannot serve as an 
in-framed stop codon, leading to a 113-amino acid N-terminal extension of the ORF (bold 
blue letters). This extended ORF has an in-framed stop codon TAG (boxed black letters) 
and aligns better with IWR1 orthologs in other fungi. 




