
Table 2. Amino acid alignment used in the phylogenetic analyses

The alignment was obtained by concatenating the independently obtained alignments of 61

proteins (rpsT, rpsB, tsf, frr, infA, rpsA, rpmF, prfA, rplT, rpmI, infC, rplY, lepA, rplS, rpsP,

rpsU, rpsO, infB, rpmA, rplU, rpsI, rplM, rplQ, rpsD, rpsK, rpsM, rpmJ, rplO, rpmD, rpsE,

rplR, rplF, rpsH, rpsN, rplE, rplX, rplN, rpsQ, rpmC, rplP, rpsC, rplV, rpsS, rplB, rplW,

rplD, rplC, rpsJ, rpsG, rpsL, rpmG, rpmB, rpmH, rpmE, rplK, rplJ, rplL, efp, rpsF, rpsR, and

rplI) from 19 selected genomes after extraction of their clearly conserved portion by using

GBLOCKS (1).

b0170        TYYSNDFRAGLKIMLDGEPYAVEASEFVKPGKQAFARVKLRRLLTGTRVEKTFKSTDSAEGADVVDMNLTYLYNDGEFWH
BBp214       LCHSNQLKIGLKIIYNNEPCIVVSNEFIKPGKQAFFRVRLKNLLNKKLIDKTCKYSDCFKIANVIEITATYMFTDKKVWT
Bfl31        LYNINELKVGLKVIQNKEPYVIIKNECIKPGKQSFNRVRFKQIKSGKILEKTLKPGDLVESANIVETELIYVYRDRDLWF
bu232        IYHSNNFRSGRKIIFENEPCLIESSEFVKPGKQSFVRVKLRKLLTKQLIEKTFKSTDSLEIADIIEYTLSYLYNDGRFWY
BUsg22       VYHSNNFRSGRKIIFEKEPCLIESSEFVKPGKQSFVRVKLRKLLTKQLIEKTFKSTDSLEIADVSEYTLSYLYNDGHFWY
HI0914       TYTTSDFKPGLKFMQDGEPCVIVENEFVKPGKQAFTRTRIRKLISGKVLDVNFKSGTSVEAADVMDLNLTYSYKDDAFWY
PA3655       MKTAQEFRAGQVANINGAPWVIQKAEFNKSGRAAVVKMKLKNLLTGAGTETVFKADDKLEPIILDRKEVTYSYFADPLYV
PM1985       TYTTSDFKPGLKFMQDGEPCVIVENEFVKPGKQAFTRTRIRKLISGKVLDVNFKSGTSVEAADVMDLNLTYSYKDDAFWY
RSc140       LKIAQELRAGNVFMIGNDPMVVLKTEYSRSGRAAVVKMKYKNLLTGAPSESVFKADDKMDQIILDKKECTYSYFADPMYV
STM021       TYYSNDFRSGLKIMLDGEPYAVESSEFVKPGKQAFARVKLRRLLTGTRVEKTFKSTDSAEGADVVDMNLTYLYNDGEFWH
STY024       TYYSNDFRSGLKIMLDGEPYAVESSEFVKPGKQAFARVKLRRLLTGTRVEKTFKSTDSAEGADVVDMNLTYLYNDGEFWH
vc2259       TVSTNEFKGGLKIMLDNEPCVILENEYVKPGKQAFNRVRIRKLLTGKVLEKTFKSGDTAEVADVVDIDLDYLYNDGEFYH
wbr31        YYSANQSKSGLKILLKNEPCLILENQFVKPGKQPFNRIKIKKLISGKIFTKIFKSNEKLIYADVLDVKVKSLYKDKKYWN
XAC142       TVGMNDVKNGMKILVNNEPAVITETEYVKPGKQAFTRMKYRFIKSGRVVEMTMKATDDVEVADVVDTDMRYLYSDGEYWH
XCC137       TVGMNDVKNGMKILVNNEPAVITETEYVKPGKQAFTRMKYRFIKSGRVVEMTMKATDDVEVADVVDTDMRYLYTDGEYWH
XF2579       VMKASEMKKGSIVEYNNGTYQIRDIRSSPQGRNVRFRFVMYSVPGGSKLEASFDADEMLTAVELLRREASFSYKDGEAFV
y3135        SYYSNDFRPGLKIMFEGEPYAVESSEFVKPGKQAFARVKMRRLLTGGRVEKTFKSTDSLEGADVNDMNLTYLYNDGEFWH
YPO104       SYYSNDFRPGLKIMFEGEPYAVESSEFVKPGKQAFARVKMRRLLTGGRVEKTFKSTDSLEGADVNDMNLTYLYNDGEFWH
Z0181        TYYSNDFRAGLKIMLDGEPYAVEASEFVKPGKQAFARVKLRRLLTGTRVEKTFKSTDSAEGADVVDMNLTYLYNDGEFWH

b0170        FMNNFEQLSADAKAIGDNAKWLLDQACIVTLWNGQPINFVELEIVDTDPGLKGDTKPATLSTGAVVKVPLFVQIGEVIKV
BBp214       FMDKFEQIFVEKNIIKNVLPWLLEQHYIISLWNDQPINFIELIVVNTIPNARSGAKLALLNTGVTIKVPIFIQIGQIIKV
Bfl31        FMNRFDQISVHFDILGKSVKWMVEQLYVVVFWDNNPIEFIKLKIIKTNLITKNISKLAVVSTGAVVKVPFFIQSGELIKV
bu232        FINNFEELSVDEKIIGVHKKWLLEQDCIVTLWNNQPINFVNLKVIHVQATLKGDTKLATLSTGAIVRVPLFIQVGSLIKV
BUsg22       FINNFEELSVDKKIVGVNKKWLSEQDCVITFWNNQAIIFVELKVIDTEIALKSDTKLATLSTGAILKVPLFIQIGSLIKV
HI0914       FMHPFEQYSADAKAVGDAEKWLLDQACIVTLWNGAPINFVELEIVDTDPGLKGDTKPATLSTGAVVKVPLFVQIGEVIRV
PA3655       FMDSFNQYEIEKDDLEGVLTFIEDGMCEAVFYNDKVITTIVRQIAYTEPAVRGDTKTARLNNGAELQVSAFCEIGDSIEI
PM1985       FMHPFEQYSADAKAIGDAEKWLLDQACIVTLWNGAPINFVELEIIDTDPGLKGDTKPATLSTGAVVKVPLFVQIGEVIKV
RSc140       FMDTYNQYEVEADSMGDAIHYLEDGMAEVTFYNEKAITTLVREIEYTEPAVKGDTKMAKIKGGFEIQVPLFCSTGDKIEI
STM021       FMNNFEQLSADAKAIGDNAKWLLDQACIVTLWNGQPINFVELEIVDTDPGLKGDTKPATLSTGAVVKVPLFVQIGEVIKV
STY024       FMNNFEQLSADAKAIGDNAKWLLDQACIVTLWNGQPINFVELEIVDTDPGLKGDTKPATLSTGAVVKVPLFVQIGEVIKV
vc2259       FMNNFEQLAADAKAVGENAKWLVENNCMLTLWNGNPINFVELEVTETDPGVKGDTKPATLSTGAVVRVPLFVQIGEVIKV
wbr31        FIKKFEQFKISKKNLGEKYKWIIEQLCIVTFWDENPIRFVDIKVCNANFDIKGDTKYIILTTGAIIKAPIFIRSEEIVRV
XAC142       FMDPFEQVQTDKAGMGGADKWLKGEECIVTLWNGTPINFVELKITETDPGVRGDTKPATLETGAVVRVPLFVNQDEIIKV
XCC137       FMDPFEQVQADKAGMGGAEKWLKGEECIVTLWNGAPINFVELKITETDPGVRGDTKPATLETGAVVRVPLFVNQDEVIKV
XF2579       FLDEYTLYTLEAEAIGDNAGYISEGLCYVQLIDASPVQHVVLEVVDTPPELKGGTKPAKLITGIEVMVPEYITTGERILV
y3135        FMNNYEQLQADAKAVGDNGKWLIDQACIVTLWNGQPINFVELEIVDTDPGLKGDTKPATLSTGAVVKVPLFVQVGEIIKV
YPO104       FMNNYEQLQADAKAVGDNGKWLIDQACIVTLWNGQPINFVELEIVDTDPGLKGDTKPATLSTGAVVKVPLFVQVGEIIKV
Z0181        FMNNFQQLSADAKAIGDNAKWLLDQACIVTLWNGQPINFVELEIVDTDPGLKGDTKPATLSTGAVVKVPLFVQIGEVIKV

b0170        DTRSGEYVSRISDIRKDAEVRMDKCVEAFKTQISKIRTGRASPSLLDGIVVEYYGTPTPLRQLASVTVEDSRTLKINVFD
BBp214       DTRTSEYISKMERIKNFTSSKMDHCVHMFVNQLNTLRSSRASPSILDTILIDYLGQKIQLKKLSNIIVENVNTLRITLFD
Bfl31        NTHSGSYISRIDDFQKDVTINMQKCIDNFKININKIHVGRISPDILSFIKIEYYGVITPLCQLTNTVVEQPRTLIITVFD
bu232        DTRSGEYVSRINQIDIKTRERMEACIQTFHNNITNIKTGRASPTLLHNIYIEYFGSKTPLRQVSNIIVEDSHTLKINVFD
BUsg22       DTRSGEYVSRINDIYIKSNEKMKVCINNFQIQVNNVRTGRASPELLNSIYVEYFGSKVPLRQISNVVVENYHTLKINIFD
HI0914       DTRSGEYVSRLNQIKKDAQDRMEKSLEALKGHISKIRTGRAQPSLLDAIQVEYYGAATPLRQLANVVAEDARTLAVTVFD
PA3655       DTRTGEYKSRINEIKKEAQERMGKTLEALGHAFAKIRTGRAHPSILDSVMVSYYGADTPLRQVANVTVEDSRTLALAVFD
PM1985       DTRSGEYVSRINEIKKDTQLRMEKSLETFKNHIAKVRTGRAQPSLLDGIQVEYYGSPTPLRQLANVVAEDARTLAVTVFD
RSc140       DTRTHEYRSRVADIKKSAEQKMQKSIDAFKADLAKVRTGRAHTGLLDHVQVDYYGSMVPISQVANLGLADARTISVQPWE
STM021       DTRSGEYVSRISDIRKDAEVRMEKCVEAFKTQISKVRTGRASPSLLDGIVVEYYGTPTPLRQLASVTVEDSRTLKINVFD
STY024       DTRSGEYVSRISDIRKDAEVRMEKCVEAFKTQISKVRTGRASPSLLDGIVVEYYGTPTPLRQLASVTVEDSRTLKINVFD
vc2259       DTRSAEYVGRINEIKKDAQERMEKSVEALKNGLSKIRTGRAHPSLLTGISVDYYGAPTPLNQVANVIAEDARTLAITVFD
wbr31        DTNLGEYVSRINEIYENSNSRMKKSIDFFKKNISKIRTNRVSPSLIENIYINCYGTSVPLSKLSNILSEKSNILKINVFD
XAC142       DTRSGEYSARLTQIKQDAQTRMTKSIDALRHSLTTIRTGRASPALLDGIKVKAYGADTPLNQVASISVSEGRSLVISLFD
XCC137       DTRSGEYSARLNQIKQDAQTRMTKSIDALRHSLTTVRTGRASPALLDNIKVKAYGTDTPLNQVASISVSEGRSLVISLFD
XF2579       NTTTGAFGGRLNQIKQDAQDRMTKSIDALRNSLASVRTGRASPSLLDGIKIKAYGTDTPLNQVASISVSEGRSLVITVFD
y3135        DTRSGEYVSRINEIRKDAEVRMEKCLEAFQNHISKIRTGRASPSILDGIQVEYYGTATPLRQLANIVVEDSRTLALTVFD



YPO104       DTRSGEYVSRINEIRKDAEVRMEKCLEAFQNHISKIRTGRASPSILDGIQVEYYGTATPLRQLANIVVEDSRTLALTVFD
Z0181        DTRSGEYVSRISDIRKDAEVRMDKCVEAFKTQISKIRTGRASPSLLDGIVVEYYGTPTPLRQLASVTVEDSRTLKINVFD

b0170        RSMSPAVEKAIMASDLGLNPNSAGSDIRVPLPPLTEERRKDLTKIVRGEAEQARVAVRNVRRDANDKVKALLKDKEISED
BBp214       PKIKNNVEKAIISSKLDLIPIFINNYFQIKIPVLTEERRLQLIKLAKKMAENSRICIRNIRRLSNEKIKLFLKDKIISSD
Bfl31        SSMIKFIEKAILESNLGCTPVSTGNTIRVTFPTLTESRRYSLIKMVRSESEKSKVLIRNIRRVSNDKLKTFLRNKEINKD
bu232        DSITSLIRKSILNSNLDLNPVLQGKDIIIPIPRLTEERRKQLIKVIRGDAESSRIQIRNIRRDANDKVKRLLKDKIISED
BUsg22       DSSTSLIKKAILNSNLDLNPILYGKDIIVPIPGLTEERRTHLIKVIRNNAENARIYIRNIRRDANDKIKNYLKSKIISED
HI0914       RSLISAVEKAILTSDLGLNPSSAGTTIRVPLPPLTEERRRDLIKIVKGEGEQGKVAVRNVRRDANDKIKALLKDKEISEN
PA3655       KSMIQAVEKAIMTSDLGLNPATAGTTIRVPMPALTEETRKGYTKQARAEAEQARVSVRNIRRDALAQLKDLQKEKEISED
PM1985       RSLISAVEKAILTSDLGLNPSSAGTTIRVPLPPLTEERRRDLIKIVKGEAEQGKIAVRNVRRDANDQIKALLKDKEISED
RSc140       KKMVSAVERAIRDADLGLNPATMGEVIRVPMPPLTEERRKELTKVVKSEGEDAKVAVRNVRRDANEQFKKLVKDKAISED
STM021       RSMGPAVEKAIMASDLGLNPSSAGTDIRVPLPPLTEERRKDLTKIVRGEAEQARVAVRNVRRDANDKVKALLKDKAISED
STY024       RSMGPAVEKAIMASDLGLNPSSAGTDIRVPLPPLTEERRKDLTKIVRGEAEQARVAVRNVRRDANDKVKALLKDKAISED
vc2259       RELTQKVEKAILMSDLGLNPMSAGTIIRVPLPPLTEERRRDLVKIVRGEAEGGRVAVRNIRRDANNDLKALLKDKEISED
wbr31        NNIIKKIEQAILSSDLGVNPQIQENYIRIEFPKLTEARRFELIKLINKEAEQNIISIRNIRRDANEKIKKLIKAKTIGKD
XAC142       KGMIKDVEKAIYASDLGLTPTVVGTVIRLNLPPLTEERRKELSKSVHGEGEDSKVAIRNIRRDANQQVKDLLKDKAVTED
XCC137       KGMIKDVEKAIYASDLGLTPTVVGTVIRLNLPPLTEERRKELSKSVHGEGEDAKVAIRNIRRDANQQVKDLLKDKQVTED
XF2579       KNMSKDVEKAIYASDLGLTPTVVGTLIRLNLPPLTEERRKELTKVVHSEGEDTKVAIRNIRRDANQQIKDMLKSKEITED
y3135        RSLSAAVEKAIMTSDLGLNPSSAGTVIRVPLPALTEERRKDLIKVVRAEAEQGRVSIRNVRRDANDKVKALLKDKEISED
YPO104       RSLSAAVEKAIMTSDLGLNPSSAGTVIRVPLPALTEERRKDLIKVVRAEAEQGRVSIRNVRRDANDKVKALLKDKEISED
Z0181        RSMSPAVEKAIMASDLGLNPNSAGSDIRVPLPPLTEERRKDLTKIVRGEAEQARVAVRNVRRDANDKVKALLKDKEISED

b0170        DDRRSQDDVQKLTDAAIKKIEAALADKEAELMMAKEDNIEMQGTVLETLPNTMFRVELENGHVVTAHISGKMRKNYIRIL
BBp214       KERRLQHEVQDITNSYMEKINVILSKKEKDLLMTKEDCIEMQGVVIDTLPNTMFRVQLDNKHIVTAHISGKMRKNYIRIL
Bfl31        NEHYFQNEIQNLTDIWIKKIILITKEKELELMMIKEDNIEMHGIVLDTLPNTMFRVQLENGHKITAHISGKIRKNYIRIL
bu232        NEHTSQSKIQIMTNEYIKKIDCILEKKEKELMMSKEENIEMQGVVIDTLPNTMFRVELENKHIVTAHISGKMRKNYIRIL
BUsg22       NEHAAQNKIQTMTDDYIKKIDKILSEKEKDLMMTKEDNIEMQGIVIDTLPNTMFRVELENKHVITAHISGKMRKNYIRIL
HI0914       EQHKAEEEIQKITDIYIKKVDEVLADKEKELMMAKEDCIEMQGTILETLPNTMFRVELENGHVVTAHISGKMRKNYIRIL
PA3655       EERRAGDDVQKLTDKFIGEIEKALEAKEADLMMSKEDSFEMEGTVVDTLPNTMFRVELENGHVVTAHISGKMRKNYIRIL
PM1985       EERKAQDEIQKITDTFVKKVDEVLADKEKELLMAKEDCIEMQGTILETLPNTMFRVELENGHVVTAHISGKMRKNYIRIL
RSc140       DERRGQDEVQKLTDRFVAEVDKLVAEKDKEIMLAKEELIEFEGVVSEALPDNRFRVQLENGVEVWAYASGKMQKHRIRIL
STM021       DDRRSQEEVQKMTDAAIKKVDAALADKEAELMMAKEDNIEMQGTVLETLPNTMFRVELENGHVVTAHISGKMRKNYIRIL
STY024       DDRRSQEEVQKMTDAAIKKVDAALADKEAELMMAKEDNIEMQGTVLETLPNTMFRVELENGHVVTAHISGKMRKNYIRIL
vc2259       DERRAQEEIQKLTDAAVKKIDDVLAAKEKELMMAKEDVIEMQGTVLDTLPNTMFRVELENGHVVTAHISGKMRKNYIRIL
wbr31        EDKKFQEVIQNLTNSRIEDTKKILKLKEKEIKMTKEENIEMQGIVLDTLPNTMFKVELENKHVVLAHISGKMRKNYIRIL
XAC142       EARSAEDDIQKLTDKAIKDVDEVVKGKEQELMMSKDDSIEFEGSVSETLPNTTFRVKLENGHEIIAHISGRMRKNYIRIL
XCC137       EARGAEDDIQKLTDKAIKDVDEVVKGKEQELMMSKDDSIEFEGSVSETLPNTTFRVKLENGYEIIAHISGRMRKNYIRIL
XF2579       EVRQGEEDIQKLTDKAIKSVDEVVKSKEQELMMSKDDCIEFEGTVSETLPNTTFRIKLENGHEVTAHISGRMRKNYIRIL
y3135        EDRRSQDDVQKLTDAYIKKVDAALAVKEAELMMAKEDNIEMQGTVLDTLPNTMFRVELENGHVVTAHISGKMRKNYIRIL
YPO104       EDRRSQDDVQKLTDAYIKKVDAALAVKEAELMMAKEDNIEMQGTVLDTLPNTMFRVELENGHVVTAHISGKMRKNYIRIL
Z0181        DDRRSQDDVQKLTDAAIKKIEAALADKEAELMMAKEDNIEMQGTVLETLPNTMFRVELENGHVVTAHISGKMRKNYIRIL

b0170        TGDKVTVELTPYDLSKGRIVFRAQEKLTLQKTRSTLKSVQIEVRKKRTFVEAQQAEKDNAQAEKARRQQGFQKPAQAVNR
BBp214       TGDKVTLELTPYDLSKGRIIFRQLEVLMLKKIRSTVKCISIEIRKNKRYSVSHSKKQQEKEDKNINFKQVFKKPLRAINR
Bfl31        TGDKVTVELTPYDLSKGRIIFRQSEKLFLQKTHSTLKKVKVEVRKKRVYMNELSSQKETNELVKLDHVQSFNKPMQKTVR
bu232        TGDKVTVELTPYDLTKGRIIFRVLETLVLQKTRSTLKSVQVEVRKKRAYVEKKYKKENKDEQNKRESQQVFQKPESIINR
BUsg22       TGDKVTIELTPYDLTKGRIIFRITETFILQKTRSTLKSVQIEIRKKRMYLAKESNKLTKNEKNKINFQQVFKKPESVINR
HI0914       TGDKVTVEMTPYDLSKGRIIFRDAPKLSIQRTKTTVKEVQVEVRKKRTVKAAEEAVDSSVESEKARQQQAFTKPAQVVKS
PA3655       TGDKVRVELTPYDLSKGRITYRDSEKITLQKTTTTLKTVSVEVRKKKTYVELEEEEARAAATAGPVAQHGFQNPTGPIVR
PM1985       TGDKVTIEMTPYDLNKGRIIFRAAPKLSLQRTKTTVKEVQVEVRKKRTVPDAEEAVSAAVDVEKARQQQAFTKPAQAVNR
RSc140       AGDRVKLEMSPYDLTKGRINYRESDKITLTRETSEIRTVQVEVRKKRVLMEAELAEQRAAAARAKIKRNAFQAPTEPVVR
STM021       TGDKVTVELTPYDLSKGRIVFRAQEKLTLQKTRSTLKSVQIEVRKKRTFVEAQQAEKDTAQAEKARRQQGFQKPAQAVNR
STY024       TGDKVTVELTPYDLSKGRIVFRAQEKLTLQKTRSTLKSVQIEVRKKRTFVEAQQAEKDTAQAEKARRQQGFQKPAQAVNR
vc2259       TGDKVTVEMTPYDLSKGRIVFREDERLTLQKTRSTLKNVQVEVRKKRTYVAAEEEEKAEEKLKQARRQHGFDKTAVVAKA
wbr31        TGDKVTVELTPYDLSKGRIIFRLEENLSLQKTKSKLKIVKIEVRKKKYLKVELSLDKSKNLIKKKNLTHTFNKPLKKIIK
XAC142       TGDRVKVEMTPYDLTKGRITYRSTEKITLNRKLQEVTTVNVEVRQKRTYVNLEEEQAAAAAAASPAAPHGFERPTAPVVR
XCC137       TGDRVKVEMTPYDLTKGRITYRSTEKITLNRKLQEVTTVNVEVRQKRTYVNLDEEQAAAAAAASPAAPHGFERPTAPVVR
XF2579       TGDRVKIEMTAYDLTKGRIIYRSTEKITLNRRLQEVTTVNVEVRQKRTYVNLAEEQAEVPVQSDRTRAHGFERPTAAVVR
y3135        TGDKVTVELTPYDLSKGRIVFRQQEKLTLQKTRSTLKSVQIEVRKKRTYVIAEEAEKEPAQTDKTRRQQSFNKPVVAVNR
YPO104       TGDKVTVELTPYDLSKGRIVFRQQEKLTLQKTRSTLKSVQIEVRKKRTYVIAEEAEKEPAQTDKTRRQQSFNKPVVAVNR
Z0181        TGDKVTVELTPYDLSKGRIVFRAQEKLTLQKTRSTLKSVQIEVRKKRTFVEAQQAEKDNAQAEKARRQQGFQKPAQAVNR

b0170        DVVIGETITVGELANKMAVKGSQVIKAMMKLGAMATINQVIDQETAQLVAEEMGHKVILRRENELEEAVMSAAAEPRAPV
BBp214       NIILSSAISIFNLANKMAVKSSEIIKMMARLGYTVTINQIIDQDIAQLVAEEMGHKVTICYENKLEDKIMRGIKKTRPPI
Bfl31        DVVIGETISVAELSNKMSIKSSSMIKMMMKLGLMVTINQNLDQETAQLVVEEMGHNAILRRENALEELIMHMGYKNRAPI
bu232        DVIISNTITVSDLANKMAIKSSEVIKNMMNMGIIGTINHVLDQDTAQLIAEEMGHKVIVHRENALEELIMKDVSAIRAPV
BUsg22       DVVINGAITVCDLANKMAIKSSEVIKNMMNMGIIGTINHVLDQDTAQLIAEEMGHKVILRRENELEELIMKNISLTRAPV
HI0914       DVVIGETITVAELANKMAVKATEIIKMMMKMGEMVTINQVIDQETAQLVAEELGHKVILRNENELEEAVLGAEKVTRAPV
PA3655       EVNIGETITVAELAAQMSVKGAEVVKFMFKMGSPVTINQVLDQETAQLVAEELGHKVKLVSENALEEQLAEGEAVTRAPV
PM1985       DVVIGETITVAELANKMAVKATEVIKTMMKMGAMATINQVIDQETAQLVAEEMGHKVIIRKENELEESVMSAELVTRAPV
RSc140       EVHVPETISVAELAHKMAVKAAEVIKQMMKLGQMVTINQVLDQETAMIVVEEMGHQAVAAKLDDPEALLVEVEAEARPPV
STM021       DVVIGETITVGELANKMAVKGSQVIKAMMKLGAMATINQVIDQETAQLVAEEMGHKVILRRENELEEAVMSAAAEPRAPV

STY024       DVVIGETITVGELANKMAVKGSQVIKAMMKLGAMATINQVIDQETAQLVAEEMGHKVILRRENELEEAVMSAAAEPRAPV
vc2259       DVVVGETIVVSELAQKMSVKATEVIKVMMKMGAMATINQVIDQETAQLVAEEMGHKVVLRKENELEEAILSFEEVSRAPV
wbr31        EITIGETISVFELSNKMAVKSHKVVSNMMKLGIKSSINEVIDQDIAQIIAEEMGHKVKLIKNNALEEEIIKYELKNRAPV
XAC142       EVAIGETITVADLAQKLALKGGDVVKALFKMGVMATITQSIDHDTAALVTEELGHKAVRADNADFEDALLAGEATSRPPV
XCC137       EVAIGETITVADLAQKLALKGGDVVKALFKMGVMATITQSIDHDTAALVTEELGHKAVRADNADFEDALLAGETTSRPPV
XF2579       EVAVGDTITVADLAQKLALKSGDMVKALFKMGVMVTITQTIDHDTAVLVSEELGHKVTRASSSDFEDALLAGEPVPRPPV
y3135        DVVIGETVTVAELANKMAVKGSQVIKAMMKLGAMATINQVIDQETAQLVAEEMGHKVILRRENELEEALMSAAAEHRAPV
YPO104       DVVIGETVTVAELANKMAVKGSQVIKAMMKLGAMATINQVIDQETAQLVAEEMGHKVILRRENELEEALMSAAAEHRAPV
Z0181        DVVIGETITVGELANKMAVKGSQVIKAMMKLGAMATINQVIDQETAQLVAEEMGHKVILRRENELEEAVMSAAAEPRAPV

b0170        VTIMGHVDHGKTSLLDYIRSTKVASGEAGGITQHIGAYHVEMITFLDTPGHAAFTSMRARGAQATDIVVLVVAADDGVMP
BBp214       ITIMGHVDHGKTSLLDKIRLTRVADSEPGRITQHIGAYHIKIITFLDTPGHSAFTAMRARGAQVTDIVILVIAIDDGIKP
Bfl31        VTIMGHVDHGKTSLLDYIRSTNVASSESGGITQNIGAYCVQMVTFIDTPGHEAFTDMRARGIQLTDIVVLVVAADDGVMP



bu232        VTIMGHVDHGKTSLLDYIRSTKTAFYEAGGITQNIGAYHVKSITFLDTPGHSAFTAMRSRGVQITDIVILVVAADDGVMP
BUsg22       VTIMGHVDHGKTSLLDYIRSTKVASSEAGGITQNIGAYHVTSVTFLDTPGHSAFTGMRSRGVKITDIVVLVVAADDGVKP
HI0914       VTIMGHVDHGKTSLLDYIRKAKVAAGEAGGITQHIGAYHVEMITFLDTPGHAAFTSMRARGAKATDIVVLVVAADDGVMP
PA3655       VTVMGHVDHGKTSLLDYIRRAKVAAGEAGGITQHIGAYHVEMVTFLDTPGHAAFTAMRARGAQATDIVILVVAADDGVMP
PM1985       VTIMGHVDHGKTSLLDYIRKAKVASGEAGGITQHIGAYHVEMITFLDTPGHAAFTSMRARGAKATDIVVLVVAADDGVMP
RSc140       VTVMGHVDHGKTSLLDYIRRAKVAAGEAGGITQHIGAYHVEVITFLDTPGHEAFTAMRARGAKATDIVILVVAADDGVMP
STM021       VTIMGHVDHGKTSLLDYIRSTKVASGEAGGITQHIGAYHVEMITFLDTPGHAAFTSMRARGAQATDIVVLVVAADDGVMP
STY024       VTIMGHVDHGKTSLLDYIRSTKVASGEAGGITQHIGAYHVEMITFLDTPGHAAFTSMRARGAQATDIVVLVVAADDGVMP
vc2259       VTIMGHVDHGKTSTLDYIRRTHVASGEAGGITQHIGAYHVEMITFLDTPGHAAFTAMRARGAQATDIVVLVVAADDGVMP
wbr31        VTIMGHVDHGKTSLLDYIRTTKVALKEKGGITQCIGAYYVKIITFIDTPGHAAFTEMRIRGSKITDIIVIVIAADDSIMP
XAC142       VTIMGHVDHGKTSLLDYIRRTKIASGEAGGITQHIGAYHVEVISFLDTPGHAAFTSMRARGAKITDIVVLVVAADDGVMP
XCC137       VTIMGHVDHGKTSLLDYIRRTKIASGEAGGITQHIGAYHVEVISFLDTPGHAAFTSMRARGAKITDIVVLVVAADDGVMP
XF2579       VTIMGHVDHGKTSLLDYIRRTKIAVGEAGGITQHIGAYHVEVISFLDTPGHAAFTSMRARGAKITDIVVLVVAADDGVMP
y3135        VTIMGHVDHGKTSLLDYIRSTKVASGEAGGITQHIGAYHVEMITFLDTPGHAAFTSMRARGAQATDIVVLVVAADDGVMP
YPO104       VTIMGHVDHGKTSLLDYIRSTKVASGEAGGITQHIGAYHVEMITFLDTPGHAAFTSMRARGAQATDIVVLVVAADDGVMP
Z0181        VTIMGHVDHGKTSLLDYIRSTKVASGEAGGITQHIGAYHVEMITFLDTPGHAAFTSMRARGAQATDIVVLVVAADDGVMP

b0170        QTIEAIQHAKAAQVPVVVAVNKIDKPEADPDRVKNELSQYGILPEEWGGESQFVHVSAKAGTGIDELLDAILLQAEVLEL
BBp214       QTIEAIQHAQAASVPIIIAINKIDKLITNIEKIKNELTKYNILPEEWGGDNIFVNISAKSGEGIESLLNAILTQSEMLEL
Bfl31        QTVEAIQYIRDGNLPVIIAINKIDKSVTNVERIKNELNSYGFIPEEWGGHTQFVNVSAVSGEGVNDLLDSILVQSEILEL
bu232        QTIEAIQHAKEANVPVIVAINKIDKTDSDIDKVRNDLMKYNILSEEWGGENIFVSVSAKTGKGINKLLNVILLQAEMLEL
BUsg22       QTIEAIQHAKEANVPIIVAINKIDKVDSNIDQIKNDLTKYNILSEEWGGENIFVLISAKTGKGIDNLLNAILLQSEILEL
HI0914       QTIEAIQHAKAAGAPLVVAVNKIDKPEANLDRVEQELLQHDVISEKFGGDVQFVPVSAKKGTGVDDLLDAILLQSEVLEL
PA3655       QTQEAVQHAKAAGVPIVVAVNKIDKPEANPDNIKNGLAALDVIPEEWGGDAPFVPVSAKLGTGVDELLEAVLLQAEVLEL
PM1985       QTIEAIQHAKAAGVPIVVAVNKIDKPEANPERVETELLQHEVVAEKFGGDTQFVYVSAKKGTGVDELLEAILLQSEVLEL
RSc140       QTKEAIAHAKAAGVPIVVAINKIDKPEANPDRVKQELVSESVIPEEYGGDSPFVPVSAKTGQGIENLLENVLLQAEVLEL
STM021       QTIEAIQHAKAAGVPVVVAVNKIDKPEADPDRVKNELSQYGILPEEWGGESQFVHVSAKAGTGIDELLDAILLQAEVLEL
STY024       QTIEAIQHAKAAGVPVVVAVNKIDKPEADPDRVKNELSQYGILPEEWGGESQFVHVSAKAGTGIDELLDAILLQAEVLEL
vc2259       QTVEAIQHAKAAGVPLIVAVNKIDKDTANPDNVKTELSQYNVMPEEWGGDNMFVHISAKQGTNIDGLLEAILLQAEVLEL
wbr31        QTVEAINHAKIAKVPVIIAINKIDKITSNPEKVKKELIKHGIFLEEYGGDTQCLLISAKSGLGIDFLLDAILLQAEILEL
XAC142       QTKEAVAHAKAAGVPLIVAVNKIDKTGADPLRVKNELLAENVVAEEFGGDTQFIEVSAKLGTGVDTLLDAISLQAEVLEL
XCC137       QTKEAVAHAKAAGVPLIVAVNKIDKAGADPLRVKNELLAENVVAEDFGGDTQFIEVSAKVGTGVDTLLDAISLQAEVLEL
XF2579       QTKEAVQHARAAGVPLIVAVSKIDKSTADPQRVKNELLTESVVAEEFGGDTQFVELSAKTGVGVDALLDAISIQAEVLEL
y3135        QTIEAIQHAKAANVPVVVAVNKIDKPEADPDRVKTELSQYGIQPEEWGGESQFINVSAKAGIGIDELLNAILLQAEVLEL
YPO104       QTIEAIQHAKAANVPVVVAVNKIDKPEADPDRVKTELSQYGIQPEEWGGESQFINVSAKAGIGIDELLNAILLQAEVLEL
Z0181        QTIEAIQHAKAAQVPVVVAVNKIDKPEADPDRVKNELSQYGILPEEWGGESQFVHVSAKAGTGIDELLDAILLQAEVLEL

b0170        KAVRKGMASGAVIESFLDKGRGPVATVLVREGTLHKGDIVLCGFEYGRVRAMRNELGQEVLEAGPSIPVEILGLSGVPAA
BBp214       KSISNGMASGLVIESYLDKGRGPTAIILIKEGKLNKGDIVLCGFEYGKVRSIRDDLENEVNSIGPSIPVKILGLSGIPLA
Bfl31        KSMHHGLAKAVVIESSLDRSRGPVVTVLVRSGELKCGDIVLCGTEYGRVRAMRDSLGFDVIKAGPSIPVELLGLSGIPGT
bu232        KAVTTGMAEGIVVESFLDKGRGPIATVLVKKGQLKKGDVILCGFEYGRIKSLRDASGNEVFSAGPSIPVEVLGLSKVPFS
BUsg22       KAISTGMAEGVVIESFLDKGRGPIATVLVQKGNLKKGDIILCGFEYGRIKVLRNENGKTLKHAGPSMPVEVLGLSKVPFS
HI0914       TAVKDGMASGVVIESYLDKGRGPVATILVQSGTLRKGDIVLCGFEYGRVRAMRDENGKEVDEAGPSIPVELLGLSGVPAA
PA3655       KATPSAPGRGVVVESRLDKGRGPVATVLVQDGTLRQGDMVLVGINYGRVRAMLDENGKPIKEAGPSIPVEILGLDGTPDA
PM1985       TAVKDGMATGVVIESYLDKGRGPVATILVQTGTLHRGDIVLCGFEYGRVRAMRNENGKDVASAGPSIPVEVLGLSGVPAA
RSc140       KAPINAAAKGLVVEAQLDKGKGPIATVLVQSGTLKRGDVVLAGTAYGRVRAMLDENGKPAKEAGPSIPVEIQGLSEVPGA
STM021       KAVRKGMASGAVIESFLDKGRGPVATVLVREGTLHKGDIVLCGFEYGRVRAMRNELGQEVLEAGPSIPVEILGLSGVPAA
STY024       KAVRKGMASGAVIESFLDKGRGPVATVLVREGTLHKGDIVLCGFEYGRVRAMRNELGQEVLEAGPSIPVEILGLSGVPAA
vc2259       KAVKQGMASGVVIESRLDKGRGPVATVLVQSGTLRKGDIVLCGQEYGRVRAMRDEVGNEVEEAGPSIPVEILGLSGVPAA
wbr31        KAMHKGMASGTVIESRLEKGKGPVSTILIQEGRLHQGDVVLCGCEYGKIKAMQDSFKCKIKSVGPSIPVEILGLSGIPIS
XAC142       KAVAEGRASGTVIESSLDKGRGPVATVLVQQGALKRGDYLVCGIQYGRVRALFDETGHQPASAGPSIPVQVLGLSGVPEA
XCC137       KAVADGRASGTVIESSLDKGRGPVATVLVQQGALKRGDYLVCGIQYGRVRALFDETGHQPASAGPSIPVQVLGLSGVPEA
XF2579       KAVIEGRATGTVIESSLDKGRGPVATVLVQQGRLKKGDYLVCGTHYGRVRALFDEVGHQPLAASPSIPVQVLGLSGVPDA
y3135        KAVRTGMANGVVIESFLDKGRGPVATVLVQQGTLNKGDIVLCGFEYGRVRAMRDELGRDITSAGPSIPVEILGLSSVPAA
YPO104       KAVRTGMANGVVIESFLDKGRGPVATVLVQQGTLNKGDIVLCGFEYGRVRAMRDELGRDITSAGPSIPVEILGLSSVPAA
Z0181        KAVRKGMASGAVIESFLDKGRGPVATVLVREGTLHKGDIVLCGFEYGRVRAMRNELGQEVLEAGPSIPVEILGLSGVPAA

b0170        GDEVTVVRDEKKAREVALYRQGKFREVKLARQQKSKLENMFANMTEGVHEVNIVLKADVQGSVEAISDSLLKLSTDEVKV
BBp214       GDKIVVVRDEKQAREVATYRQKKFKEQKMSKQRQLKSLDIFEDVKRSNPSLNIVIKSDVQGSLEAISYSLLKLSNDEIKI
Bfl31        GEWLVVVNNEKKAREVALYRKEKKREIKLARKSEKTIIENFNSMDIIIKELNFIIKSDTQGSMEVICESLKKLSTNKMVM
bu232        GDVVTVVRDEKKAREVASYRKEKSREKKLSNQNRINLENMFDDINKNVSELKIILKSDIQGSLEAISGALLKLSTEEVKI
BUsg22       GEKVTVVRDEKKAKEVASYRKNKSREIKLANQNRSSLENMFKNIKKNFSELKIIIKSDVQGSLEAISSALFKLSTNEVKV
HI0914       GDEATVVRDEKKAREVALYRQGKFREVKLARQQKAKLENMFSNMSEGVAELNVIVKADVQGSVEAIVQALNELSTNEVKV
PA3655       GDEMTVVADEKKAREVALFRQGKFREVKLARAHAGKLENIFENMGQEKKTLNIVLKADVRGSLEALQGSLSGLGNDEVQV
PM1985       GDEATVVRDEKKAREVALYRQGKFREVKLARQQKAKLENMFTNMAEGVAELNVIVKADVQGSVEAICQSLNELSTAEVKV
RSc140       GEEVIVLPDERKAREIALFRQGKFRDVKLARQQAAKLETMLEQMSEGVKTLPLIIKADVQGSQEALVHALNKLSTGEVRV
STM021       GDEVTVVRDEKKAREVALYRQGKFREVKLARQQKSKLENMFANMTEGVHEVNIVLKADVQGSVEAISDSLLKLSTDEVKV
STY024       GDEVTVVRDEKKAREVALYRQGKFREVKLARQQKSKLENMFVNMTEGVHEVNIVLKADVQGSVEAISDSLLKLSTDEVKV
vc2259       GDEATVVRDERKAREVANYRAGKFREVKLARQQKSKLENMFSNMTAGVAELNIVLKADVQGSVEAIADSLTKLSTDEVKV
wbr31        GDKITVVKEEKKAREVAIYRQNKLRESKLRINKKIKIENVFSNLNLSKKNINIVLKSDAHGSSQAISNALILLSNEEIKI
XAC142       GDDFVVVDDERLAKDVAQQRETKRRESRLVASATNRMEDILAQMGKGQQVLNLVIKADVQGSVEALKQSLVALSNEDIRI
XCC137       GDDFVVVDDERLAKDVAQQRETKRRESRLVASATNRMEDILAQMGKGQQVLNLVIKADVQGSVEALKQSLVALSNDDIRI
XF2579       GDDFVVVDDERLAKDVAQQREAKRRESRLVTSAGNRMEDILAQMGKGQQVLNLLIKADVQGSLEALKQALVALSNDDIRI
y3135        GDEVTVVRDEKKAREVALYRQGKFREVKLARQQKSKLENMFANMTEGVSELNIVIKSDVQGSCEAICDSLEKLSTDEVKV
YPO104       GDEVTVVRDEKKAREVALYRQGKFREVKLARQQKSKLENMFANMTEGVSELNIVIKSDVQGSCEAICDSLEKLSTDEVKV
Z0181        GDEVTVVRDEKKAREVALYRQGKFREVKLARQQKSKLENMFANMTEGVHEVNIVLKADVQGSVEAISDSLLKLSTDEVKV

b0170        KIIGSGVGGITETDATLAAASNAILVGFNVRADASARKVIEAESLDLRYYSVIYNLIDEVKAAMSGMLSPELKQQIIGLA
BBp214       NIIGKGVGGITETDVLLAAASNAIIIGFNVRADSSAKRIIEFENVDFRYYSVIYQIIDEIKNCICGMLSPKYQQKIIGLA
Bfl31        KILSASIGNVTETDAVLALSSHSRILAFNVKVDLSAKNIIELNHINIQYYSVIYSLLDEVKELISSTIAPQVDFKVIGIA
bu232        KIIGLGIGGITETDASLALASNAIILGFNVRADTSAKKIINSEHLDLRYYSVIYDLLDEVKAAMTGLLSPEYKENIIGLA
BUsg22       NIIGSGIGGITETDASLALASNAIILGFNVRADASAKKIIDLENLDLRYYSVIYDLLNEVKAAMTGLLSPQYKQNIIGLA
HI0914       KVVGSGVGGITETDATLATASNAIIVGFNVRADATARRVIEAENIDLRYYSIIYELLNEIKAAMSGMLEPEFKQEIIGLA
PA3655       RVVGGGVGGITESDANLALASNAVLFGFNVRADAGARKIVEAEGLDMRYYNVIYDIIEDVKKALTGMLGSDLRENILGIA
PM1985       KVVGSGVGGITETDATLAAASNAIVLGFNVRADASARRIIESESIDLRYYSIIYELLNEIKAAMSGMLQPEFKQEIIGLA
RSc140       QVVHGAVGGISESDVNLATASKAVIIGFNTRADAGARKLAEHQGIDIRYYNIIYDAVDEVKAAMSGMLSPEKKEETTGLV
STM021       KIIGSGVGGITETDATLAAASNAILVGFNVRADASARKVIESESLDLRYYSVIYNLIDEVKAAMSGMLSPELKQQIIGLA



STY024       KIIGSGVGGITETDATLAAASNAILVGFNVRADASARKVIESESLDLRYYSVIYNLIDEVKAAMSGMLSPELKQQIIGLA
vc2259       NIVGSGVGGITETDAVLAAASNAIVVGFNVRADASARRMIEAENIDLRYYSIIYQLIDEVKQAMSGMLSPEFKQEIIGLA
wbr31        NIIYSGVGPITETDVALATSSNAIIIGFNVKPDFSNIKNTESIGLNIKCCSIIYEIVDFVKQKIYLSCNTKYNKKIIGIL
XAC142       NVIHSGVGGITESDANSAAASKATIIGFNVRADASARKIVESNGIDLRYFSIIYDVIDQVKQVASGLLGVEIREEIIGIA
XCC137       NVIHSGVGGITESDANSAAASKATIIGFNVRADASARKIVESNGIDLRYFSIIYDVIDQVKQVASGLLGVEIREEIIGIA
XF2579       NVIHVGVGGITESDANSAVTSKATVIGFNVRADASARKIIEANGVDLRYFSIIYDVIDQVKQVASGLLGVEIREEIIGVA
y3135        RIVGSGVGGITETDATLAAASGAIILGFNVRADASARRVVETEGLDLRYYSVIYSLIDEVKQAMSGMLAPEYKQQIIGLA
YPO104       RIVGSGVGGITETDATLAAASGAIILGFNVRADASARRVVETEGLDLRYYSVIYSLIDEVKQAMSGMLAPEYKQQIIGLA
Z0181        KIIGSGVGGITETDATLAAASNAILVGFNVRADASARKVIEAESLDLRYYSVIYNLIDEVKAAMSGMLSPELKQQIIGLA

b0170        EVRDVFKSPKFGAIAGCMVTEGVVKRHNPIRVLRDNVVIYEGELESLRRFKDDVNEVRNGMECGIGVKNYNDVRTGDVIE
BBp214       NVRSIFKSPKIGVIAGCIVMEGIIKRNSIIQILRNNVVIHKGELISLRRFKEDVSEVRCGVECGIGMKNFNDICIEDIIE
Bfl31        KVHNIFQSPRYGTIAGCMVTQGVIKLHKQIKIVRNGIIMYKGVLDSLRHFKNDVSEVKIGVECGIGIKNYSDVCSGDIIE
bu232        EVRNTFKSPKFGLIAGCMVTEGVIKRSNPIHILRNNIVIYEGELESLRRFKEDVNEIRNGLECGIGIKNYNDIRVGDIIE
BUsg22       EVRNIFKSPKFGLIAGCMVTEGIIKRNNPIRILRNNVVVYEGELESLRRFKEDINEIRNGMECGIGIKNYHDLNIGDVIE
HI0914       EVRDVFRHPKFGAIAGCMVTEGVVKRNNPIRVLRDNVVIFEGELESLRRFKDDVSEVRNGMECGIGVKNYNDVKVGDQIE
PA3655       EVRDVFRSPKFGAIAGCMVTEGMVHRNRPIRVLRDDVVIFEGELESLRRFKDDVAEVRAGMECGIGVKSYNDVKVGDKIE
PM1985       EVRDVFRHPKFGAIAGCMVTEGIVKRNNPIRVLRDNVVIFEGELESLRRFKDDVAEVRNGMECGIGVKNYNDVKVGDQIE
RSc140       EVRQVFHVPKVGAVAGCMVLDGVVKRSSLVRVLRENVVIFSGELESLKRFKDDVKEVKQGFECGLSIKNFNDVKEGDQLE
STM021       EVRDVFKSPKFGAIAGCMVTEGTIKRHNPIRVLRDNVVIYEGELESLRRFKDDVNEVRNGMECGIGVKNYNDVRVGDMIE
STY024       EVRDVFKSPKFGAIAGCMVTEGTIKRHNPIRVLRDNVVIYEGELESLRRFKDDVNEVRNGMECGIGVKNYNDVRVGDMIE
vc2259       EVRDVFKSPKLGAIAGCMVTEGVIKRNAPIRVLRDNVVIYEGELESLRRFKDDVAEVKNGYECGIGVKNYNDVRVGDQIE
wbr31        IVKNIFQLPKLGSIAGCIVKEGIVKKNSIAKILRNKSFVHESKIISLRRFKEDVNEVKSGTECGIVIKNFNDIKPLDIIE
XAC142       QVRDVFRSSKFGAVAGCMVIEGVVKRSKPIRVLRDSVVVFEGELESLRRFKENVDEVRNGTECGIGVKAYNDVKAGDQIE
XCC137       QVRDVFRSSKFGAVAGCMIIEGVVKRSKPIRVLRDSVVVFEGELESLRRFKENVDEVRNGTECGIGVKAYNDVKAGDQIE
XF2579       EVRDVFRSSKFGAVAGCMIIEGVVKRSKPIRVLRDNTVVFEGELESLRRFKENVDEVRNSTECGIGVKAYNDVRVGDHIE
y3135        EVRDVFKSPKFGAIAGCMVTEGVIKRNNPIRVLRDNVVIYEGELESLRRFKDDVSEVRNGMECGIGVKNYNDVRTGDVIE
YPO104       EVRDVFKSPKFGAIAGCMVTEGVIKRNNPIRVLRDNVVIYEGELESLRRFKDDVSEVRNGMECGIGVKNYNDVRTGDVIE
Z0181        EVRDVFKSPKFGAIAGCMVTEGVVKRHNPIRVLRDNVVIYEGELESLRRFKDDVNEVRNGMECGIGVKNYNDVRTGDVIE

b0170        VFEIVSLREALEKAEEAGVDLVEISPNAEPPVCRIMDYGKFLYEKSKSSKEQKKKQKVIQVKEIKFRPGTDEGDYQVKLR
BBp214       VFETVTLKSALYKAEEVGMDLVEISPNSEPPVCRIMNYGKFLYEKSKSIKEQRKKQKVRNIKEIKFRPNTDEGDYKVKLR
Bfl31        VLDKVNFNEAIKQAEDLELDLVEISPNSDPPVCKIMNYGKFLYEKNKSTKEQKKKQKIIHIKEIKFRPGTDEGDYQVKLR
bu232        VFEVVNLREALKKSEELGLDLVEISPNAEPPVCRIMDYGKFLYEKSKSSKEQKKKQKVIHIKEIKFRPGTDEGDYQVKLR
BUsg22       VFEVVNLREALEKAEELGLDLVEISPNAEPPVCRIMDYGKFLYEKSKSSKEQKKKQKVIQVKEIKFRPSTDEGDYQVKLR
HI0914       VFEVVSIQQALEMAEQAELDLVEISPNAEPPVCRIMNYGKFLYEKSKTAKEQKKKQKVVQVKEIKFRPGTDEGDYQVKLR
PA3655       VFEKVSIDEAIRLAEEAKLDLVEISADAVPPVCRIMDYGKHLFEKKKQAAVAKKNQKQAQVKEIKFRPGTEEGDYQVKLR
PM1985       VFEVVSIQQALEMAEQAELDLVEISPNAEPPVCRIMNYGKFLYEKGKAAKEQKKKQKVVQVKEIKFRPGTDEGDYQVKLR
RSc140       IYEIVKLFDALRLAEEKDVDLVEIAPTAQPPVCRLMDYGKFKYQEQKKAHEAKLKQKVIQVKEVKFRPGTDDGDYEVKLR
STM021       VFEIVSLREALEKAEEAGVDLVEISPNAEPPVCRIMDYGKFLYEKSKSSKEQKKKQKVIQVKEIKFRPGTDEGDYQVKLR
STY024       VFEIVSLREALEKAEEAGVDLVEISPNAEPPVCRIMDYGKFLYEKSKSSKEQKKKQKVIQVKEIKFRPGTDEGDYQVKLR
vc2259       VFETVSIQEALATAEESGLDLVEISPNAEPPVCRVMDYGKFLFEKSKATKEQKKKQKQIQIKELKFRPGTDVGDYQVKLR
wbr31        ILELVPIKEAIFKSLELEMDLVEISPNSNPPVCKIMNYGKFLYEKNKSNKEQKRKQKIINTKEIKFRPNTDTGDYKVKLR
XAC142       CFERLSRDEALAKAEEEGLDLVEIQPQADPPVCKIMDFGKFKFEQQKKANEAKKKTKQVEIKELKFRPVTDEGDYQIKLR
XCC137       CFERLSRDEALAKAEEEGLDLVEIQPQADPPVCKIMDFGKFKFEQQKKANEAKKKTKQVEIKELKFRPVTDEGDYQIKLR
XF2579       CFERLSRDEALAMAEKEGLDLVEIQPQADPPVCKVMNFGKFKFEQQKKANEAKKKTKQVEIKELKFRPVTDEGDYQIKLR
y3135        VFEIVSLNEALEKAEEAGVDLVEISPNAEPPVCRIMDYGKFLYEKSKSTKEQKKKQKVIQVKEIKFRPGTDDGDYQVKLR
YPO104       VFEIVSLNEALEKAEEAGVDLVEISPNAEPPVCRIMDYGKFLYEKSKSTKEQKKKQKVIQVKEIKFRPGTDDGDYQVKLR
Z0181        VFEIVSLREALEKAEEAGVDLVEISPNAEPPVCRIMDYGKFLYEKSKSSKEQKKKQKVIQVKEIKFRPGTDEGDYQVKLR

b0170        SLIRFLEEGDKAKITLRFRGREMAHQQIGMEVLNRVKDDLQAVVESFKIEGRQMIMVLAPKMKNIRNFSIIAHIDHGKST
BBp214       NLVRFLEEGDKVKVTLRFRGREMVHQKLGIDVLNRIKSDLIAVVEVFRVEGRQMIMILTSKMETIRNFSIIAHVDHGKST
Bfl31        NIIKFLNDGYKIKITLRFRGGELIHQQIGVRVLHRISQDLHMTVEIFKVEGRQMTMILAPKMKYIRNFSIIAHVNHGKST
bu232        NLIRFLEDGDKAKITLRFRGREMAHQKIGVDVLNRVKNDLIATVEYFKIEGRQMIMILAPKMKSIRNFSIIAHIDHGKST
BUsg22       NLIRFLEDGDKVKITLRFRGREMAHQKIGIDVLNRVKNDLIAIIESFKIEGRQMIMVLAPKMKNIRNFSIIAHIDHGKST
HI0914       SLIRFLEDGDKAKITVRFRGREMAHQDIGLDVLERVKNDLASVVESAKLEGRQAVMVLAPKMKNIRNFSIIAHIDHGKST
PA3655       NLVRFLSEGDKAKVSLRFRGREMAHQELGMELLKRVEADLVGTVEQHKLEGRQLMMVIAPKLSHIRNFSIIAHIDHGKST
PM1985       SLIRFLEEGDKAKITVRFRGREMAHQDIGLEVLERVKNDLASVVESARLEGRQAVMVLAPKMKNIRNFSIIAHIDHGKST
RSc140       NLKRFLDEGDRTKITLRFRGREMAHQEIGARMLDRLKTDLEGQVEQMKMEGRQMVMMLAPKMDNIRNFSIIAHIDHGKST
STM021       SLIRFLEEGDKAKITLRFRGREMAHQQIGMEVLNRVKDDLQAVVESFKIEGRQMIMVLAPKMKNIRNFSIIAHIDHGKST
STY024       SLIRFLEEGDKAKITLRFRGREMAHQQIGMEVLNRVKNDLQAVVESFKIEGRQMIMVLAPKMKNIRNFSIIAHIDHGKST
vc2259       NLIRFLEEGNKVKVTIRFRGREMAHQDIGVDVLNRLKEDTDAVVESFKIEARQMIMVLAPKMKHIRNFSIIAHIDHGKST
wbr31        NLTRFLENGKKVKISLRFRGREMVHKKIGINMLNRICSDLKSSIESFKIEGRQMTLILVPKMENIRNFSIIAHINHGKST
XAC142       NMRRFLEEGDKVKVNIRFRGREMSHQELGREMAARIEADLGIVIESRRLEGRQMVMMIAPKMRNIRNFSIIAHVDHGKST
XCC137       NMRRFLEEGDKVKVNIRFRGREMSHQELGREMAARIEADLGIVIESRRLEGRQMVMMIAPKMRNIRNFSIIAHVDHGKST
XF2579       NMRRFLEEGDKVKINIRFRGREMSHQELGRQMATRIEMDLGVVIESRRLEGRQMVMMVAPRMRNIRNFSIIAHVDHGKST
y3135        NLIRFLEDGDKAKITLRFRGREMAHQQIGMEVLNRVRKDLCAVVESFRIEGRQMIMVLAPKMKHIRNFSIIAHIDHGKST
YPO104       NLIRFLEDGDKAKITLRFRGREMAHQQIGMEVLNRVRKDLCAVVESFRIEGRQMIMVLAPKMKHIRNFSIIAHIDHGKST
Z0181        SLIRFLEEGDKAKITLRFRGREMAHQQIGMEVLNRVKDDLQAVVESFKIEGRQMIMVLAPKMKNIRNFSIIAHIDHGKST

b0170        LSDRIIQICGGLSDREMEAQVLDSMDLERERGITIKAQSVTLDYKADGETYQLNFIDTPGHVDFSYEVSRSLAACEGALL
BBp214       ISDRLIQICGGLSKREMHSQVLDSMDLEKERGITIKSQSVTIEYKSCNKIIQMNFIDTPGHVDFSYEVSRSLSACEGALL
Bfl31        LSDRFIQICGGLCDREMMSQVLDSMELERERGITIKSQSVTLNYRSNEQFYQLNLIDTPGHVDFSYEVSRALAACEGAVL
bu232        LSDRLIQLCGGLSEREMSNQVLDSMDLEKERGITIKAQSVMIDYKNSGNIFNLNFIDTPGHVDFSYEVSRSLAACEGALL
BUsg22       LSDRLIQKCGGLSEREMSDQVLDSMDLEKERGITIKAQSVMIDYKDNGNVFHLNFIDTPGHVNFSYEVSRSLAACEGALL
HI0914       LSDRLIQTCGGLSDREMEAQVLDSMDLERERGITIKAQSVTLNYKADGETYQLNFIDTPGHVDFSYEVSRSLAACEGALL
PA3655       LADRFIQMCGGLSDREMEAQVLDSMDLERERGITIKAHSVTLHYKADGKTYQLNFIDTPGHVDFTYEVSRSLAACEGALL
PM1985       LSDRLIQTCGGLSDREMEAQVLDSMDLERERGITIKAQSVTLNYKADGETYQLNFIDTPGHVDFSYEVSRSLAACEGALL
RSc140       LADRIIQLCGGLSDREMEAQVLDSMDIEKERGITIKAQTAALSYKADGKVYNLNLIDTPGHVDFSYEVSRSLSACEGALL
STM021       LSDRIIQICGGLSDREMEAQVLDSMDLERERGITIKAQSVTLDFKADGETYQLNFIDTPGHVDFSYEVSRSLAACEGALL
STY024       LSDRIIQICGGLSDREMEAQVLDSMDLERERGITIKAQSVTLDFKADGETYQLNFIDTPGHVDFSYEVSRSLAACEGALL
vc2259       LSDRLIQVCGGLSDREMAEQVLDSMDLERERGITIKAQSVTLDYTADGQTYQLNFIDTPGHVDFAYEVSRSLAACEGALL
wbr31        LSDRLIQICGNISNREMSNQILDTMDLERERGITIKAQSVRLNYKANKKNYQLNLIDTPGHADFSYEVSRSLSACEGALL
XAC142       LADRIIQLCGGLQAREMEAQVLDSNPIERERGITIKAQSVSLPYTADGQTYHLNFIDTPGHVDFSYEVSRSLAACEGALL
XCC137       LADRIIQLCGGLQAREMEAQVLDSNPIERERGITIKAQSVSLPYTADGQTYFLNFIDTPGHVDFSYEVSRSLAACEGALL
XF2579       LADRIIQLCGGLEAREMEAQVLDSNPIERERGITIKAQSVSLLYKADGQNYHLNLIDTPGHVDFSYEVSRSLAACEGALL
y3135        LSDRIIQICGGLSEREMAAQVLDSMDLERERGITIKAQSVTLDYHSDGQTYQLNFIDTPGHVDFSYEVSRSLAACEGALL



YPO104       LSDRIIQICGGLSEREMAAQVLDSMDLERERGITIKAQSVTLDYHSDGQTYQLNFIDTPGHVDFSYEVSRSLAACEGALL
Z0181        LSDRIIQICGGLSDREMEAQVLDSMDLERERGITIKAQSVTLDYKADGETYQLNFIDTPGHVDFSYEVSRSLAACEGALL

b0170        VVDAGQGVEAQTLANCYTAMEMDLEVVPVLNKIDLPAADPERVAEEIEDIVGIDATDAVRCSAKTGVGVQDVLERLVRDI
BBp214       IIDATQGVEAQTIANCHTALDMNLKVIPILNKIDLPTADPQRVKKEIEDIIGLSTNNIILCSAKTGTGITNLLETITHNI
Bfl31        VVDAAQGIEAQTVANYRIAMERDLKVIIALNKIDLLTADINRVSKEIEEIIGINSNDIILCSAKTGLGVLDILERIIIDI
bu232        VVDSTQGVEAQTLANCYTAIDMNVEIVPVLNKIDLPNSNADKVAKEIEDIIGIPALDAIRCSAKTGEGIEDLIERIINDI
BUsg22       VVDSSQGVEAQTLANCATALEMKLSIVPVLNKIDLPNSNPEKVAREIKEIIGISALDAIRCSAKTGQGIEELIEQIIKKI
HI0914       VVDAGQGVEAQTLANCYTAIEMDLEVVPILNKIDLPAADPERVAEEIEDIVGIDAMEAVRCSAKTGVGIEDVLEEIVAKI
PA3655       VVDAGQGVEAQSVANCYTAIEQGLEVMPVLNKMDLPQAEPERVKEEIESIIGIDATDAVACSAKSGMGVLEVLERLVTAI
PM1985       VVDAGQGVEAQTLANCYTAIEMNLEVVPILNKIDLPAADPERVAEEIEDIVGIDAMEAVRCSAKTGVGIEDVLEEIVHKI
RSc140       VVDASQGVEAQTVANCYTAIELGVEVVPVLNKIDLPAADPDSAIQEIEDVIGIDAQDATRCSAKTGVGVPDVLEALIAKV

STM021       VVDAGQGVEAQTLANCYTAMEMDLEVVPVLNKIDLPAADPERVAEEIEDIVGIDATDAVRCSAKTGVGVTDVLERLVRDI
STY024       VVDAGQGVEAQTLANCYTAMEMDLEVVPVLNKIDLPAADPERVAEEIEDIVGIDATDAVRCSAKTGVGVTDVLERLVRDI
vc2259       VVDAGQGVEAQTLANCYTAIEMDLEVVPILNKIDLPAAEPERVAEEIEDIVGIDAIDAVRCSAKTGVGVDEVLEKIVSAI
wbr31        IIDSSQGIEAQTIANFYCAIEMKIKIIPVLNKIDLPNSDPDKISKEIESMMGIKSKEIIKCSAKTGYGVYEILENIVCNL
XAC142       VVDAAQGVEAQSVANCYTAVEQGLEVVPVLNKIDLPTADVDRAKAEIEAVIGIDAEDAVAVSAKTGLNIDLVLEAIVHRI
XCC137       VVDAAQGVEAQSVANCYTAVEQGLEVVPVLNKIDLPTADIERAKAEIEAVIGIDAEDAVAVSAKTGLNIDLVLEAIVHRI
XF2579       VVDASQGVEAQSVANCYTAVEQGLEVVPILNKIDLPTADTERAKAEIEAVIGIDASEAVAVSAKTGLYVEQVLEAIVQRI
y3135        VVDAGQGVEAQTLANCYTAMEMDLEVVPVLNKIDLPAADPERVAEEIEDIVGIDATDAIRCSAKTGVGVPDVLERLVRDI
YPO104       VVDAGQGVEAQTLANCYTAMEMDLEVVPVLNKIDLPAADPERVAEEIEDIVGIDATDAIRCSAKTGVGVPDVLERLVRDI
Z0181        VVDAGQGVEAQTLANCYTAMEMDLEVVPVLNKIDLPAADPERVAEEIEDIVGIDATDAVRCSAKTGVGVQDVLERLVRDI

b0170        PPPEGDPEGPLQALIIDSWFDNYLGVVSLIRIKNGTLRKGDKVKVMSTGQTYNADRLGIFTPKQVDRTELKCGEVGWLVC
BBp214       PYPKGNPNDPLQALIIDSWFDCYLGVVSLVRVKNGYLTKKTKIQIMSTKKIYNIEKIGIFTPKPIFKDILKCGEVGWIIC
Bfl31        PVPQGNCDAPLQALIIDSWFNNYLGVISLICVKNGILHKGDTIQSMNTGQIYIVNQLGIFTPKQVQRMSLNCGEVGWLVY
bu232        PYPKGSINSPLQALIIDSWFDNYLGVVSLIRIKNGILFERDKIQVMSTGKNYYVDQIGVFTPKKLNKNQLRCGEVGWIIC
BUsg22       PAPDGDEKKPLQALIIDSWFDNYLGVVSLIRIKNGIISKKDKIKVMSTGKTYFVDHLGIFTPKKINKNYLKCGEVGWIVC
HI0914       PAPEGDPNAPLQALIIDSWFDNYLGVVSLVRIKNGVLRKGDKIKVMSTGQTYNVDRLGIFTPKQEDTTVLECGEVGWVVC
PA3655       PAPEGEIEAPLQALIIDSWFDNYLGVVSLVRVKNGRVKKGDKILVKSTGKVHQVDSVGVFTPKHTETVDLKAGEVGFIIA
PM1985       PAPEGDPNAPLQALIIDSWFDNYLGVVSLVRIKNGTLRKGDKIKVMSTGQSYNVDRLGIFTPKQVDTTILNCGEVGWVVC
RSc140       PAPKGDPDAPLQALIIDSWFDNYVGVVMLVRVVNGTLRAKDKVLLMATGAQHLVEQVGVFSPKSVPRESLSAGQVGFVIA
STM021       PPPQGDPDGPLQALIIDSWFDNYLGVVSLVRIKNGTMRKGDKIKVMSTGQTYNADRLGIFTPKQVDRTELKCGEVGWLVC
STY024       PPPQGDPDGPLQALIIDSWFDNYLGVVSLVRIKNGTMRKGDKIKVMSTGQTYNADRLGIFTPKQVDRTELKCGEVGWLVC
vc2259       PAPQGDPDAPLQALIIDSWFDNYLGVVSLVRIKNGSLKKNDKIKVMSTGQTWGVDRLGIFTPKQVDTDSLDTGEVGWVVC
wbr31        TPPIGNINKPLQALIIDSWFDNYLGIIVLIRIKNGNLKNGEKIIVMSTKKVYSIAQMGFFSPNKTKTDILKCGEVGWIAC
XAC142       PPPKPRDTDKLQALIIDSWFDNYLGVVSLVRVMQGEIKPGSKILVMSTGRTHLVDKVGVFTPKRKELPALGAGEVGWINA
XCC137       PPPKPRDTDKLQALIIDSWFDNYLGVVSLVRVMQGEIKPGSKIQVMSTGRTHLVDKVGVFTPKRKELVALGAGEVGWINA
XF2579       PAPQPRDTEKLQALIIDSWFDNYLGVVSLVRVMQGEITPGAKLLVMSTGRSHPVDAVGVFTPKRKTLAKLTAGEVGWVTA
y3135        PAPEGDPNGPLQALIIDSWFDNYLGVVSLIRIKNGSLRKGDKVKVMSTGQSYNADRLGIFTPKRVDRDVLNCGEVGWLVC
YPO104       PAPEGDPNGPLQALIIDSWFDNYLGVVSLIRIKNGSLRKGDKVKVMSTGQSYNADRLGIFTPKRVDRDVLNCGEVGWLVC
Z0181        PPPEGDPEGPLQALIIDSWFDNYLGVVSLIRIKNGTLRKGDKVKVMSTGQTYNADRLGIFTPKQVDRTELKCGEVGWLVC

b0170        AIKHGAPVGDTLTLARPAEKALPGFKKVKPQVYAGLFPVSSDDYEAFRDALGKLSLNDASLFYEPESSSALGFGFRCGFL
BBp214       GIRTGAPVGDTITQHPSAKKVLSGFKKIKPKIYAGLFTIQSNQFSLFRDALGKLSLNDASLFYEPEHSLALGHGFRCGFL
Bfl31        TSKMGAPVGDTLTLLIPAQKSLPNFKKIQPYVYAGLFPAGSTSQKVFADALYKLSLNDSSLHYESEYSEYLGLGFRCGFL
bu232        GIKIAAPVGDTLTTAKPAKNMIIGFKKIKPQIYAGLFPLTSDQYEMFRDALGKLSLNDASLFYEPENSVALGFGFRCGFL
BUsg22       GIKSAAPVGDTLTNAKPAMNMLTGFKKIKPQIYAGLFPVTSDQYEIFRDALGKLSLNDSSLFYEPINSTALGFGFRCGFL
HI0914       AIKLGAPVGDTLTHQHSATEVLPGFKKVKPQVYAGLFPVSSDDYEAFRDALGKLSLNDASLFYEPETSTALGFGFRCGFL
PA3655       GIKHGAPVGDTLTLNNPDVEVLPGFKRVKPQVYAGLFPVSSDDFEDFRDALQKLTLNDSSLQYEPESSEALGFGFRCGFL
PM1985       AIKLGAPVGDTLTSHNPASSVLPGFKKVKPQVYAGLFPISSDDYEAFRDALGKLSLNDASLFYEPENSTALGFGFRCGFL
RSc140       GIKKAAKVGDTITHVVKADAPLPGFKEVKPQVFAGLYPVEANQYEALRESLEKLQLNDASLQFEPEVSQALGFGFRCGFL
STM021       AIKLGAPVGDTLTSARPAEKALPGFKKVKPQVYAGLFPVSSDDYESFRDALGKLSLNDASLFYEPESSSALGFGFRCGFL
STY024       AIKLGAPVGDTLTSARPAEKALPGFKKVKPQVYAGLFPVSSDDYESFRDALGKLSLNDASLFYEPESSSALGFGFRCGFL
vc2259       GIKMGAPVGDTLTLAKGCEKALPGFKKVKPQVYAGLFPVSSDDYDNFRDALGKLSLNDASLFYEPETSAALGFGFRCGFL
wbr31        SIKKGAPVGDTITLASPSEKMLPGFKKIFPKVFASIFPTISEKYQSLKNGLIKLSLNDSSLFYEYENSDSLGMGFRCGFL
XAC142       SIKHGAPVGDTLTLAGPAPHALPGFQEMQPRVFAGLFPVDAEDYPDLREALDKLRLNDAALRFEPESSEAMGFGFRCGFL
XCC137       SIKHGAPVGDTLTLAAPAPHALPGFQEMQPRVFAGLFPVDAEDYPDLREALDKLRLNDAALRFEPESSEAMGFGFRCGFL
XF2579       SIKHGAPVGDTLTLANPAPKPLPGFQEVQPRVFAGLFPVDAEDYPDLREALEKLRLNDAALRFEPENSEAMGFGFRCGFL
y3135        AIKLGAPVGDTLTLTRPAEKSLPGFKKVKPQVYAGLFPISSDDYESFRDALGKLSLNDASLFYEPESSTALGFGFRCGFL
YPO104       AIKLGAPVGDTLTLTRPAEKSLPGFKKVKPQVYAGLFPISSDDYESFRDALGKLSLNDASLFYEPESSTALGFGFRCGFL
Z0181        AIKHGAPVGDTLTLARPAEKALPGFKKVKPQVYAGLFPVSSDDYEAFRDALGKLSLNDASLFYEPESSSALGFGFRCGFL

b0170        GLLHMEIIQERLEREYDLDLITTAPTVVYEVETTSREVIYVDSPSKLPAVNNIYELREPIAECHMLLPQAYLGNVITLCV
BBp214       GILHMEIVQARLEREYNLQIIATSPTVIYKIIMIDNTNYYLDTPHKLSTLQKIKEIREPIAKCLILLPIKYLGNTLLLCS
Bfl31        GLLHMEIIQERLKREYAIDLIITTPGVMYEVLVVDDQIIYVDNPLKLLSITGIKEIREPIVLCNFLMPKKYLGEIIVLCV
bu232        GVLHMEIIQARLEREYSIDLITTIPTVIYEIELINGKIIYLDTPSNFPNMNDIKIIKEPIVECSILSPPQFLGSIIKLCI
BUsg22       GLLHMEIVQARLEREYSLNLISTAPNVIYQIEFNNGEKIYLDTPSNFPVDNKIRKIKEPIVECNILLPPKFLGPVMKLCI
HI0914       GLLHMEIIQERLEREYDLDLITTAPTVIYEVEMTNGEVVYVDSPAKLPPLNNIAEIREPIAECNMLVPQEYLGNVITLCV
PA3655       GMLHMEIIQERLEREYDLDLITTAPTVVFEIVQKNGEIIYVDNPSKLPDLASIQEMREPICRATILVPKDHLGNVITLCI
PM1985       GLLHMEIIQERLEREYDLDLITTAPTVVYEVEKTDGEVIYVDSPSKLPPLNNITEIREPIAECNMLLPQTYLGNVITLCV
RSc140       GLLHMEIVQERLEREFDMDLITTAPTVVYQVMQRDGTTVQVENPAKMPDPSKIESILEPIVTVNLYMPQEYVGAVITLCE
STM021       GLLHMEIIQERLEREYDLDLITTAPTVVYEVETTAKETIYVDSPSKLPPLNNIYELREPIAECHMLLPQAYLGNVITLCI
STY024       GLLHMEIIQERLEREYDLDLITTAPTVVYEVETTAKETIYVDSPSKLPPLNNIYELREPIAECHMLLPQAYLGNVITLCI
vc2259       GMLHMEIIQERLEREYDLDLITTAPTVVYEVLKTNKEIVYVDSPAKLPAINDIEEIREPIARCNILVPADYLGNVITLCI
wbr31        GLLHMDIVKERLEREYQIELIITEPTVIYEILKKDNTKIHVKSPSKIPNKKYINELREPIVNCKILSPKKYLGKIISLCV
XAC142       GMLHMEIVQERLEREYNLDLISTAPTVVYEVLKTDGTVINMDNPAKLPQLNLVQEIREPIIRANVLTPEEYIGNIIKLCE
XCC137       GMLHMEIVQERLEREYNLNLISTAPTVVYEVLKTDGTIIPMDNPSKLPPLNHVEEIREPIIRANILTPPDYVGNIITLCE
XF2579       GMLHMEIVQERLEREYDLNLITTAPTVIYEVLKTDGTLVAMDNPAKMPPINQINEIREPIIRSNILTPPEYVGAVITLCE
y3135        GLLHMEIIQERLEREYDLELITTAPTVVYEVITTNQETVYVDSPSKLPALNNIEELREPIAECHMLLPQEYLGNVITLCI
YPO104       GLLHMEIIQERLEREYDLELITTAPTVVYEVITTNQETVYVDSPSKLPALNNIEELREPIAECHMLLPQEYLGNVITLCI
Z0181        GLLHMEIIQERLEREYDLDLITTAPTVVYEVETTSREVIYVDSPSKLPAVNNIYELREPIAECHMLLPQAYLGNVITLCV

b0170        EKRGVQTNMVYHGNQVALTYEIPMAEVVLDFFDRLKSTSRGYASLDYNFKRFQASDMVRVDVLINGERVDALALITHRDN
BBp214       QRRGVQNDISYYNNQILLDYSIPMSEVVLNFFDQLKSVSSGYASLEYNFELYKVAHVKCLDILVNYKKIDSLSTIVHKTK
Bfl31        EKRGVQVSLVYKADQVMLTYELPMSEIILDFFDRMKSISNGYASLEYTFNRFQASDMVCIEILINGQRVNALAVIVHRIT



bu232        KKRGVQINMVYHSHQVLLKYNIPMNEVILNFFDELKSVSSGYASLEYDFKYFQSVKMVRIDILINSEKVDALTILSYHKN
BUsg22       KKRGTEINMIYHEQQVSLKYHIPMNEVVLNFFDELKSVSSGYASLEYDFKYFKTVKMVRIDILINSERVDALTVISYYKN
HI0914       EKRGVQTNMVYHGNQIALTYEIPMGEVVLDFFDRLKSTSRGYASLDYGFKRFQAADMVRVDIMINSERVDALALIVHKDN
PA3655       EKRGVQRDMHFLSGQVQVVYDLPMNEVVLDFFDRLKSTSRGYASLDYSFDRFEPSNLVRLDVLINGEKVDALALIVHRDN
PM1985       EKRGVQTNMVYHGNQVALTYEIPMGEVVLDFFDRLKSTSRGYASLDYGFKRFQAADMVRVDIMINGERVDALALIVHKDN
RSc140       QKRGSQINMSYHGRQVQLTYEIPMGEIVLDFFDRLKSVSRGYASMDYEFKEYRPSDVVKVDMLINGDKVDALSIIVHRSN
STM021       EKRGVQTNMVYHGNQVALTYEIPMAEVVLDFFDRLKSTSRGYASLDYNFKRFQASDMVRVDVLINNERVDALALITHRDN
STY024       EKRGVQTNMVYHGNQVALTYEIPMAEVVLDFFDRLKSTSRGYASLDYNFKRFQASDMVRVDVLINNERVDALALITHRDN
vc2259       EKRGTQVDMVYHGNQVALTYDIPMAEVVLDFFDRLKSTSRGYASLDYGFQRFEMSHMVRVDVLLNGDKVDALAIITHRDN
wbr31        EKRGIQNNLIYLENKVIIIYIIPMSEIILDFFDKLQSISNGYASLDYKFKCFNKTDSVVIQTYINKKLIDSLTKVINKNY
XAC142       EKRGTQIGINYLGSQVQISYELPMAEVVLDFFDKLKSVSRGYASLDYHFVRFDAGPFVRVDVLINGDKVDALSLIVHRGH
XCC137       EKRGSQIGINYLGSQVQISYELPMAEVVLDFFDKLKSVSRGYASLDYHFLRFQVGPFVRVDTLINGDKVDALSIIVHRSY
XF2579       EKRGSQIGITYLGNQVQVAYELPMAEVVLDFFDKLKSVTRGYASLDYHFLRFQEGPFVRVDTLINGDRVDALSVIVHRHQ
y3135        EKRGTQTNMVYHGKQVALTYEIPMAEVVLDFFDRLKSTSRGYASLDYNFKRFQTSDMVRVDVLINNERVDALALITHRDN
YPO104       EKRGTQTNMVYHGKQVALTYEIPMAEVVLDFFDRLKSTSRGYASLDYNFKRFQTSDMVRVDVLINNERVDALALITHRDN
Z0181        EKRGVQTNMVYHGNQVALTYEIPMAEVVLDFFDRLKSTSRGYASLDYNFKRFQASDMVRVDVLINGERVDALALITHRDN

b0170        SQNRGRELVEKMKDLIPRQQFDIAIQAAIGTHIIARSTVKQLRKNVLAKCYGGDISRKKKLLQKQKEGKKRMKQIGNVEL
BBp214       ILNQAKNVVEKMKNLIPRHQFDIIIQAVIGTKVIVRTTIKQLRKNVLAKCYGGDVTRKKKLLKKQKIGKKRMKQIGNITI
Bfl31        AEFQGRILVNKLKSLILRQQFDIVIQAVIGKRVICRDVIKQLRKNVTHKCYGGDVTRKKKLLHNQKIGKKRMKQVGKVNL
bu232        AQSRSREIVDKMKKLIPRHQFDISIQAVINNSVIARSTIKQLRKNVLSKCYGGDVSRKKKLLQKQKDGKKRMKKIGNVNV
BUsg22       AQNRAREIVNKMKELIPRHQFDINIQATINNSIVARSTIKQLRKNVLAKCYGGDISRKKKLLKKQKDGKKRMKKIGNVNM
HI0914       SQYRGRELVEKMRELIPRQQFDIAIQAAIGNHIIARSTVKQLRKNVLAKCYGGDVSRKKKLLQKQKEGKKRMKSLGNVEV
PA3655       APYKGRQLVEKMKELIPRQMFDVAIQAAIGGQIIARSTVKALRKNVLAKCYGGDVSRKRKLLEKQKAGKKRMKQVGSVEI
PM1985       APYRGRELVEKMRELIPRQQFDIAIQAAIGNHIIARSTVKQLRKNVLAKCYGGDVSRKKKLLQKQKEGKKRMKSLGNVEV
RSc140       SAYRGREVAAKMREIIPRQMYDVAIQAAIGSNVIARENVKALRKNVLAKCYGGDISRKKKLLEKQKEGKKRMKQVGSVEI
STM021       SQSRGRELVEKMKDLIPRQQFDIAIQAAIGTHIIARSTVKQLRKNVLAKCYGGDISRKKKLLQKQKEGKKRMKQIGNVEL
STY024       SQSRGRELVEKMKDLIPRQQFDIAIQAAIGTHIIARSTVKQLRKNVLAKCYGGDISRKKKLLQKQKEGKKRMKQIGNVEL
vc2259       SQTRGRQLVEKMKEFIPRQMFDIAIQAAIGNHIIARSTVKQLRKNVLAKCYGGDVSRKKKLLKKQKEGKKRMKQIGNVEL
wbr31        INLYSKKTIENLKKIIPRQQFDIVIHIKINNKIISKGIVKQVRKNVLEKCYGGDVSRKKKLLKKQKIGKKRMKKIGNFFL
XAC142       ADRRGRELCEKMKDLIPRQMFDVAIQAAIGSQIISRSTVKAMRKNVLAKCYGGDVSRKKKLLEKQKEGKKRMKQVGRVEI
XCC137       ADRRGRELCEKMKELIPRQMFDVAIQAAVGSQIISRSTVKAMRKNVLAKCYGGDVSRKKKLLEKQKEGKKRMKQVGRVEI
XF2579       AERRGRELCEKMKDLIPRQMFDVAIQAAIGSQIISRSTVKAMRKNVLAKCYGGDISRKKKLLEKQKEGKKRMKQIGRVEI
y3135        AQYRGRDLVEKMKELIPRQQFDIAIQAAIGNHIIARSTVKQLRKNVLAKCYGGDVSRKKKLLQKQKDGKKRMKQVGNVEL
YPO104       AQYRGRDLVEKMKELIPRQQFDIAIQAAIGNHIIARSTVKQLRKNVLAKCYGGDVSRKKKLLQKQKDGKKRMKQVGNVEL
Z0181        SQNRGRELVEKMKDLIPRQQFDIAIQAAIGTHIIARSTVKQLRKNVLAKCYGGDISRKKKLLQKQKEGKKRMKQIGNVEL

b0170        PQEAFLAILHVSIVAKLEALHERHEEVQALLGERFRALSREYAQLSDVSRCFTDWQQVQEDIETAQMMDPEMREMAQDEL
BBp214       PQEVFLKILNNSMMKKLESLHRRYEEIESMLSEKFRELSQEYLKLSDINYCFVQWKNCNHDVIETKLLDSELHDVAEQEL
Bfl31        PNSVFMSILNRILINKLMSLKQRFYKLEKSLNKEFYSLSKEHTYLHEIIKYFEEWLNIQKNIVHTKDMDIDMHDIVQDEL
bu232        PKTVFLSILNSSILNKLKSLRNRYQEIEIMLTENLKTLSKEYLKLSEIIKYFIEWEKLEVDIENVNILDVEIQGMAEEEL
BUsg22       PKTAFLDILNISIFNKLKSLRNRYEEIEIMLSEKFKNLSKEYLQISEIVKNFIKWEKLETDIKNINLLDVEMHDIAQEEL
HI0914       PQEAFLAILHVSIIAKLESLKERYEELEALLGDKFRAYSKEYSQLEEVVKCFNRWTQLNQNIEEAEILDPEMKEMAQMEI
PA3655       PQEAFLAVLKVSLLKKLDVLSDRYEELTALLGTRFRAYSREYAEVEPVILAFRDYRKVQADLEGAQALDPELRDLAEEEV
PM1985       PQEAFLAILHVTIISKLESLKERHEELEALLGDKFRAYSKEYAQLEDVVKCFARWNQLNSNMEEAQLLDPSMKEMAQEEI
RSc140       PQEAFLAILRVSMLSKLDQLAERTVEINALLADQYRKLTREHAELEPVVAQYAAWKQAEDDVTTAQELDPDMKAFAEDEI
STM021       PQEAFLAILHVSIVAKLEALHERHEEVQALLGDRFRALSREYAQLSDVSRCFTDWQQVQDDIETAQMMDPEMREMAQEEL
STY024       PQEAFLAILHVSIVAKLEALHERHEEVQALLGDRFRALSREYAQLSDVSRCFTDWQQVQDDIETAQMMDPEMREMAQEEL
vc2259       PQEAFLAILHVSILSKLESLVERYEEVQHLLGNKFRALSKEYSQLEEITQCFQAYQQAKEDLVAAEEMDAEMREMAQDEI
wbr31        PQDSLFSILNIALVQKLKKLKNRYKEIKIILSKNFFLLSKEYSKLNILNKYLKSLESINNTIESTKTMDPEMHDLAKNEI
XAC142       PQEAFLAVLQMTLRRKLQALAERREELQHLLSDTFRTLSRELSQLEPVAVALEEEARAKADLATAEALDPEMRELAEEEI
XCC137       PQEAFLAVLQMTLRRKLEALAERREELQHLLSDKFRSLSRELSQLEPVALAMQEEARAKADLSAAEAMDPEMRELAEEEI
XF2579       PQEAFLAVLQITLRRKLEALVERHEELERLLSDRFRTYSRELAQLAPIATTLAEETRTKADLAAAETLDPEMRELAEQEI
y3135        PQEAFLAILHVSIVAKLEALQERHEEVLAYLGDRFRALSREYAQLTDVTRCFKEWRSAQDDIEAAEMMDLEMREMAQEEL
YPO104       PQEAFLAILHVSIVAKLEALQERHEEVLAYLGDRFRALSREYAQLTDVTRCFKEWRSAQDDIEAAEMMDLEMREMAQEEL
Z0181        PQEAFLAILHVSIVAKLEALHERHEEVQALLGERFRALSREYAQLSDVSPCFTDWQQVQEDIETAQMMDPEMREMAQDEL

b0170        REAKEKSEQLEQQLQVLLLPKDPERNAFLEVRAGTGGDEAALFAGDLFRMYSRYAEARRWRVEIMSASEGEHGGYKEIIA
BBp214       QMLSKKMKKIETEIQVLLLPCDPQQNCFLEIRSASGGDEAAIFSGDLFRMYIKYSEFQNWKTNIIHMTHSLKGGYKDIIV
Bfl31        KILNTSKHNLENKIKILLFSDPQQYNCFIELRAGTGGKEAAIFAGELFRMYSRYIEMQRWNMEIIHATYGECGGYKEIII
bu232        YFFNKKKKALEKKINQLLLPEDPKHSCFIEIRSATGGDESSIFAGELFRMYLRYAESYSWKVEIMNTSESEKGGFKEIIA
BUsg22       FIVKKQKKKLEEKIKILLLPVDPQHSCFIEIRAATGGDESSIFAGELFRMYTRYAENYMWKTEIMSSSENERGGFKEIIA
HI0914       EESKAEIEEVEQQLQILLLPKDPEYNCYLEIRAGTGGDEAGIFAGDLFRMYSRYAESKRWRVEMLSANESEQGGYKEVIV
PA3655       AEARGRLAALGDSLQRMLLPKDPSRNVFLEIRAGTGGDEAAIFSGDLFRMYSRYAERQGWRIETLSENEGEHGGYKEVIA
PM1985       EACKTEIEQVEQQLQILLLPKDPEYNCYLEIRAGTGGDEAGIFAGDLFRMYSRYAESKRWKVEVLSANESEQGGYKEIIV
RSc140       RAARERMTTLEAELQRLLLPKDPHRNIFLEIRAGTGGDESALFAGDLLRMYTRYAERQRWQVEIVSESASDLGGYKEVIV
STM021       REAKEKSEQLEQQLQVLLLPKDPERNAFLEVRAGTGGDEAALFAGDLFRMYSRYAEARRWRVEIMSMSEGEHGGYKEIIA

STY024       REAKEKSEQLEQQLQVLLLPKDPERNAFLEVRAGTGGDEAALFAGDLFRMYSRYAEARRWRVEIMSMSEGEHGGYKEIIA
vc2259       KAAKAAIERLTDELQILLLPKDPDRNCFLEIRAGAGGDEAGIFAGDLFRMYSRFAEKKGWRIEVMSSSEAEHGGYKEMIA
wbr31        NIYKNKKKLIEKKIILYLIPNEDICNCFIEIRSGTGGKEASLFVRDLCRMYIKYSEIKNWKTDIINYSNSEHGGYKEVII
XAC142       AAAQARLEQLDAQLASLLVPRDPDGNLFLEVRAGTGGDEAAIFAGDLFRMYARYAERQGWKVEIESDSPGEHGGYKEVVA
XCC137       LAAQARLDELDAQLALLLVPRDPEGNLFLEVRAGTGGDEAAIFAGDLFRMYARYAERQGWKVEIESDSPGEHGGYKEVVA
XF2579       AIAQAHLTTLDEELQRLLIPQDPECNLFLEVRAGTGGDEAAIFAGNLFRMYTRYAERQRWKVEVESDTPGEHGGYKEIIA
y3135        KIAKARSEELEQQLQVLLLPKDPERDCFLEIRAGTGGDEAAIFAGDMFRMYSRYAETRRWKVEIMSASEGEHGGYKEIIA
YPO104       KIAKARSEELEQQLQVLLLPKDPERDCFLEIRAGTGGDEAAIFAGDMFRMYSRYAETRRWKVEIMSASEGEHGGYKEIIA
Z0181        REAKEKSEQLEQQLQVLLLPKDPERNAFLEVRAGTGGDEAALFAGDLFRMYSRYAEARRWRVEIMSASEGEHGGYKEIIA

b0170        KISGDGVYGRLKFESGGHRVQRVPATESQGRIHTSACTVAVMPELPDAEDINPADLRIDTFRSSGAGGQHVNTTDSAIRI
BBp214       KITGKGSYGKLKFESGGHRVQRVPKTESQGRVHTSTCIVAVIPVVPKKEKVNINDLKIDTFRSSGAGGQHVNTTDSAVRI
Bfl31        KVPVHGSYGQLKFESGGHRVQRIPNTESQGRIHTSTCTIAVIPNIPNAIEINSNDLRIDTFRSSGAGGQHVNTTDSAIRI
bu232        KITGRGACGRLKFESGGHRVQRVPETESQGRIHTSTCTVAVMPVTPKTEEINSSDLKIDTFRSSGAGGQHVNTTDSAIRI
BUsg22       KVTGKGACGRLKFESGGHRVQRVPETESQGRIHTSTCTVAIMPVRPKTKEIKVSDLKIDTFRSSGAGGQHVNTTDSAIRI
HI0914       KVTGEGVYGQLKFESGGHRVQRVPKTESQGRIHTSACTVAVMPELPESEEINPADLRIDTYRSSGAGGQHVNTTDSAVRI
PA3655       RVEGDNVYAKLKFESGAHRVQRVPETESQGRIHTSACTVAVLPEPDEQAEINPADLRVDTYRSSGAGGQHVNKTDSAVRI
PM1985       KVNGEGVYGQLKFESGGHRVQRVPKTESQGRIHTSACTVAVMPELPESEEINPSDLRIDTYRSSGAGGQHVNTTDSAVRI
RSc140       RLVGEGAYSRLKFESGGHRVQRVPATEAQGRIHTSACTVAVMPEADPLAQINPADLRIDTFRASGAGGQHINKTDSAVRL



STM021       KISGDGVYGRLKFESGGHRVQRVPATESQGRIHTSACTVAVMPELPEAEDINPADLRIDTFRSSGAGGQHVNTTDSAIRI
STY024       KISGDGVYGRLKFESGGHRVQRVPATESQGRIHTSACTVAVMPELPEAEDINPADLRIDTFRSSGAGGQHVNTTDSAIRI
vc2259       KVNGDGAYGTLKFESGGHRVQRVPATEAQGRIHTSACTVAVMPEIPEAEEIKASDLKIDTFRSSGAGGQHVNTTDSAIRI
wbr31        KICNKNAYNKLKFESGGHRVQRIPETESQGRIHTSTCTIAVMPEMLDFKKIKTSDLRIDTFRSSGAGGQHINTTDSAIRI
XAC142       RVVGRGAYSRLKFESGTHRVQRVPATESQGRIHTSAATVAIIPEADDVETINPADLKVDTFRSSGAGGQHVNKTESAIRI
XCC137       RVVGRGAYSRLKFESGTHRVQRVPATESQGRIHTSAATVAIIPEADDVEVINPADLKVDTFRSSGAGGQHVNKTESAIRI
XF2579       RIVGRGAYSRLKFESGTHRVQRVPATESQGRIHTSAATVAIIPEADEIASINPADLKIDTFRSSGAGGQHVNKTESAIRI
y3135        KISGDGVFGQLKFESGGHRVQRVPETESQGRIHTSACTVAVMPAIPEAEEINAGDLRIDTFRSSGAGGQHVNTTDSAIRI
YPO104       KISGDGVFGQLKFESGGHRVQRVPETESQGRIHTSACTVAVMPAIPEAEEINAGDLRIDTFRSSGAGGQHVNTTDSAIRI
Z0181        KISGDGVYGRLKFESGGHRVQRVPATESQGRIHTSACTVAVMPELPDAEDINPADLRIDTFRSSGAGGQHVNTTDSAIRI

b0170        THLPTGIVVECQDERSQHKNKAKALSVLGARIHAAEMAKRQQAEASTRRNLLGSGDRSDRNRTYNFPQGRVTDHRILTLY
BBp214       THIPSGQVVECQDERSQHKNKAKALSVLVSRIKAAELYNQRKKNAIQRRDLLGTGMRSDRNRTYNFAQNRVTDHRILVVY
Bfl31        THIPSGLSVECQDERSQHKNKSKALSVLKSRLYAINIKQKQQEESNVRRNLIGTGDRSDRIRTYNFQQGRVTDHRIFTSY
bu232        THIPTGNVVECQDERSQHKNKAKALSILSARVYAAKLEKDRQESSSMRKILLGTGERSDRNRTYNFPQNRITDHRILSIY
BUsg22       THIPSGNVVECQDERSQHKNKAKALSILSARVYADKLAKSQKENSSMRRILLGTGERSDRNRTYNFAQNRITDHRILTIY
HI0914       THIPTGIVVECQDERSQHKNKAKAMSVLASRIVQAEQERQAAEQTDMRRNLLGSGDRSDKIRTYNYPQGRVTDHRILTIY
PA3655       THIPSGIVVECQEERSQHKNRAKAMAWLAAKLNDQQQAAAQQAIASTRKLLVGSGDRSERIRTYNFPQGRVTDHRILTLY
PM1985       THIPTGIVVECQDERSQHKNKAKAMSVLASRIVQAEKERQEQAQADTRRNLLGSGDRSDKIRTYNYPQGRVTDHRILTVY
RSc140       THLPTGLVVECQDDRSQHRNKDRAMQVLAARLKDRQEREAQAKEASARKSLIGSGDRSDRIRTYNFPQGRITDHRILTLY
STM021       THLPTGIVVECQDERSQHKNKAKALSVLGARIHAAETAKRQQAEASTRRNLLGSGDRSDRNRTYNFPQGRVTDHRILTLY
STY024       THLPTGIVVECQDERSQHKNKAKALSVLGARIHAAETAKRQQAEASTRRNLLGSGDRSDRNRTYNFPQGRVTDHRILTLY
vc2259       THLPTGIVVECQDERSQHKNKAKAMSVLAARIAQAEESKRAAEISDTRRNLLGSGDRSDRIRTYNYPQGRVSDHRILTVY
wbr31        THIPTNIVVECQDERSQHKNKSKAMLVLKSRLQANLLKNKKQKEEIIRKSLLGSGDRSDRIRTYNFPQGRITDHRILTIY
XAC142       THVPSGVVVECQTERSQHANRDKAMKRLKAQLLDTERSKAAAAEAQTRKLQVGSGDRSQRIRTYSFPQGRITDHRVLTLY
XCC137       THVPSGVVVECQTERSQHANRDKAMKRLKAQLVEAERSKAAAAEAQTRKLQVGSGDRSQRIRTYSFPQGRITDHRVLTLY
XF2579       THLPTGVVVESQTERSQHANRDKAMKRLKAQLIESERSQQATAEAMTRKLQVGSGDRSQRIRTYNFPQGRITDHRVLTLY
y3135        THIPTGIVVECQDERSQHKNKAKAMSVLGARIRAAEMQKRQLAEASERRNLLGTGDRSDRNRTYNFPQGRVTDHRILTLY
YPO104       THIPTGIVVECQDERSQHKNKAKAMSVLGARIRAAEMQKRQLAEASERRNLLGTGDRSDRNRTYNFPQGRVTDHRILTLY
Z0181        THLPTGIVVECQDERSQHKNKAKALSVLGARIHAAEMAKRQQAEASTRRNLLGSGDRSDRNRTYNFPQGRVTDHRILTLY

b0170        RLDEVMEGKLDMLIEPIIQEHQADQLAAMAVVKCKPTSPGRRHVVKVVNPELHKGKPFAPLLEKNSKSGGRNNNGRITTR
BBp214       CLDEVLDGKLDVLIEPIIQEHNADVLSNMAIIKCKPTSPGRRHAIKVVNPSLYKGKPISSLIRKNSKSGGRNNCGRITTR
Bfl31        KLHDIMNGKLDILIQPIMCKHQATLLDQMSVIKCNPTSPGRRHVVKLVNGGLYKGKPYSSLLSKKVANSGRNNYGRITMR
bu232        KLDEVLQGKLDLLIDPIIQEYQADMLSSMAVVKCKPTSPGRRHVIKVVNNELYKGKPYSLLLRKKSKSGGRNNNGRITTR
BUsg22       KLNEVLQGKLDLLIDPIMQEYQADMLSSMAIVKCKPTSPGRRHVIKVVNKELYKGKPYSLLLSKKSKTGGRNNNGRITTR
HI0914       RLDEVMNGKIDELIQPIITEYQADQLAAMAIVKCKPTSAGRRHVVKIVNPELHKGKPYAPLLDTKSKTGGRNNYGRITTR
PA3655       SLGEVMEGAVEQVIEPLLQEYQADQLAAMAIVKCKPTSAGRRFVVKVVNQELHKGAPYAPLLEKKSKSGGRNNNGRITTR
PM1985       RLDEVMNGKIDELIQPIITEYQADQLAAMAIVKCKPTSAGRRHVVKIVNPELHKGKPYAPLLDTKSKTGGRNNFGRITTR
RSc140       KIDALMDGDLGELLGALAAEHQAEQLAAMALVKTKPTSPGRRSMVKVVNPDLHKGAPHAPLLEKQFQKSGRNNNGHITTR
STM021       RLDETMEGKLDMLIEPIVQEHQADLLAAMAVVKCKPTSPGRRHVVKVVNPELHKGKPFAPLVEKNSKSGGRNNNGRITTR
STY024       RLDETMEGKLDMLIEPIVQEHQADLLAAMAVVKCKPTSPGRRHVVKVVNPELHKGKPFAPLVEKNSKSGGRNNNGRITTR
vc2259       RLTEVMEGDMQSLIDPVIHEHQADQLAAMAIVKCKPTSAGRRHVVKVVNADLHKGKPYAPLLEKNSKNGGRNNNGRITVR
wbr31        KIDEVMDGNLNILINPILEKYELEKIKEMTLNKCNPTTPSRRHTVKVVNNKLYKGKSFFKLTKSLNKSGGRNNQGRITTR
XAC142       DLPNIIEGDLDALIGRLLHEHQADELARMPLMKFKPTSPGRRSAVRVVTPDLHKGAPHAALLDSQSKSGGRNHHGRITVR
XCC137       DLPNIIEGDLDALIARLLHEHQADELARMPLMKFKPTSPGRRSAVRVVTPDLHKGAPHAALLDSQSKSGGRNHHGRITVR
XF2579       DLPNIIEGDLDPLIDRLRQEHQAEELARVPLIKFKPTSPGRRSAARVVTPNIHKGSPHAALLEPQSKTGGRNHHGRITVR
y3135        RLDEVMEGKLDMLIQPIVQEYQADQLSAMAIVKCKPTSPGRRHVVKVVNPELHKGKPYAPLLEKLSKSGGRNNNGRITTR
YPO104       RLDEVMEGKLDMLIQPIVQEYQADQLSAMAIVKCKPTSPGRRHVVKVVNPELHKGKPYAPLLEKLSKSGGRNNNGRITTR
Z0181        RLDEVMEGKLDMLIEPIIQEHQADQLAAMAVVKCKPTSPGRRHVVKVVNPELHKGKPFAPLLEKNSKSGGRNNNGRITTR

b0170        HIGGGHKQAYRIVDFKRNKDGIPAVVERLEYDPNRSANIALVLYKDGERRYILAPKGLKAGDQIQSGVDAAIKPGNTLPM
BBp214       HIGGRHKRFYRIIDFKRNKDNIPAIVERLEYDPNRSSNIALILYSDGDRRYILASKGLMVGSKIVSGFNAEIKIGNALPM
Bfl31        HIGSGHKQRYRIIDFKRNKDDVFAVVERMEYDPNRSANIALIVYKDGERRYILAPRNLNVGNKIISGLNVPISPGNSLPL
bu232        HIGGGHKRAYRIVDFKRNKDDIGATVERFEYDPNRSSNIALILYKDGERKYILAPKGIKIGDTIISGLRAPIKTGNTLPL
BUsg22       HIGGGHKRIYRIIDFKRNKDNITASIERFEYDPNRSSNIALILYKDGKRNYILAPKNLKVGDTVISGENVPIKIGNSLPI
HI0914       HIGGGHKQHYRLIDFKRNKLDIPAVVERLEYDPNRSANIALVLYKDGERRYILAPKGLSVGDQIQAGINSPIKVGNSLPM
PA3655       HIGGGHKQHYRLVDFRRNKDGIPAIVERVEYDPNRTAHIALLKYADGERRYIIAPKGVAAGDQLISGIGAPIKAGNSMPL
PM1985       HIGGGHKQHYRLIDFKRNKLDIPAVVERLEYDPNRSANIALVLYKDGERRYILAPKGLSAGDTIQSGANAPIKVGNALPM
RSc140       HKGGGHKHHYRIVDFKRNKDGIPAKIERLEYDPNRSANIALVLFADGERRYIIAPKGAVVGQAVANGPEAPIKAGNNLPI
STM021       HIGGGHKQAYRIVDFKRNKDGIPAVVERLEYDPNRSANIALVLYKDGERRYILAPKGLKAGDQIQSGVDAAIKAGNTLPM
STY024       HIGGGHKQAYRIVDFKRNKDGIPAVVERLEYDPNRSANIALVLYKDGERRYILAPKGLKAGDQIQSGVDAAIKAGNTLPM
vc2259       HIGGGHKQHYRLVDFKRTKDGIPAKVERLEYDPNRSANIALVLYADGERRYIIAPKGLQAGDVIQSGPDAPIKAGNAMPM
wbr31        HIGGRHKRKYRLIDFKRNKDDILAKVKRLEYDPNRSSNIALISYEDGEMRYILEAKGLKIGDKVQSGINAPIKIGNALPI
XAC142       HVGGGHKQHYRIIDFKRNKEGIPARVERIEYDPNRTAHIALLCYVDGERRYIIAPKGLKAGDQVIAGANAPIKTGNTLPL
XCC137       HVGGGHKQHYRIIDFKRNKEGIPARVERIEYDPNRTAHIALLCYVDGERRYIIAPKGLKAGDQVIAGANAPIKTGNALPL
XF2579       HIGGGCKQRYRVIDFKRDKEAIPARVERIEYDPNRTAHIALLCYVDGERCYIIAPKGLKEGDKIISGPNVPIKLGNSLPL
y3135        HIGGGHKQHYRLVDFKRNKDGIPAVVERLEYDPNRSANIALVLYKDGERRYILAPKGLKAGDQIQSGVDAAIKAGNTLPM
YPO104       HIGGGHKQHYRLVDFKRNKDGIPAVVERLEYDPNRSANIALVLYKDGERRYILAPKGLKAGDQIQSGVDAAIKAGNTLPM
Z0181        HIGGGHKQAYRIVDFKRNKDGIPAVVERLEYDPNRSANIALVLYKDGERRYILAPKGLKAGDQIQSGVDAAIKPGNTLPM

b0170        RNIPVGSTVHNVEMKPGKGGQLARSAGTYVQIVARDGAYVTLRLRSGEMRKVEADCRATLGEVGNAEHMLRVLGKAGAAR
BBp214       KNIPIGTVIHNVEIKPGKGGQIARSAGTYVQLISRENSYVTIRLRSGETRKLESKCRATIGEVGNSESMLRVLGKAGASR
Bfl31        SNIPVGSIIHNVEMKVGKGGQLARSAGTYVQIVSRDGEYIILRLRSGEIRKVRCECRATIGEVGNNEHMLRALGKAGASR
bu232        KNIPVGTFVHNVELKPGKGGQIARSAGSYVQLVAFDEEYATLRLRSGEMRKTQSNCRATIGEVGNSEHMLKVLGKAGASR
BUsg22       KNIPVGSFIHNVEMRPGKGGQIARSAGSYVQLVACDKEYATLRLRSGEMRKTESNCRATIGEVGNSEHMLKVLGKAGASR
HI0914       RNIPVGSTVHNVELKPGKGGQIARSAGAYVQIIAREGNYVTLRLRSGEMRKVLAECVATIGEVGNSEHMLRVLGKAGANR
PA3655       RNIPVGSTVHGIELKPGKGAQIARSAGASAQLVAREGAYVTLRLRSGEMRKVLAECRATLGEVSNSEHSLRSLGKAGATR
PM1985       RNIPVGSTVHNVELKPGKGGQIARSAGAYVQIIAREGNYVTLRLRSGEMRKVLAECTATIGEVGNSEHMLRVLGKAGANR
RSc140       RNIPVGTTIHCVEILPGKGAQIARSAGTSAVLLAREGIYAQVRLRSGEVRRVHIECRATIGEVGNEEHSLRQIGKAGATR
STM021       RNIPVGSTVHNVEMKPGKGGQLARSAGTYVQIVARDGAYVTLRLRSGEMRKVEADCRATLGEVGNAEHMLRVLGKAGAAR
STY024       RNIPVGSTVHNVEMKPGKGGQLARSAGTYVQIVARDGAYVTLRLRSGEMRKVEADCRATLGEVGNAEHMLRVLGKAGAAR
vc2259       RNIPVGSTIHNVELTPGKGAQLARSAGAYAQLVARDGAYVTLRLRSGEMRKVLSEGRATIGEVGNAEHMLRELGKAGAAR
wbr31        KMFPFGSILHNIEIKPGKGGQIARSAGSYAQVVTHEKNYVIVKLRSGEIRKIFSECKATFGEVGNSEYMLKSLGKAGANR
XAC142       RNIPVGTTVHGIELKPGKGAQIARAAGAAVQLVAREGIYATLRLRSGEMRKVPVECRATIGEVGNDEHNLEKLGKAGAKR
XCC137       RNIPVGTTVHGIELKPGKGAQIARAAGAAVQLVAREGIYATLRLRSGEMRKVPVECRATIGEVGNDEHNLEKLGKAGAKR
XF2579       RNIPVGTTVHAVELKPSKGAQMARSAGSSVQLVAREGVYATLRLRSGEMRRVLAECRATIGEVGNEEHNLRKLGKAGAKR



y3135        RNIPVGSTVHNVEMKPGKGGQLARSAGAYVQIVARDGSYVTLRLRSGEMRKVQADCRATLGEVGNAEHMLRVLGKAGASR
YPO104       RNIPVGSTVHNVEMKPGKGGQLARSAGAYVQIVARDGSYVTLRLRSGEMRKVQADCRATLGEVGNAEHMLRVLGKAGASR
Z0181        RNIPVGSTVHNVEMKPGKGGQLARSAGTYVQIVARDGAYVTLRLRSGEMRKVEADCRATLGEVGNAEHMLRVLGKAGAAR

b0170        WRGVRPTVRGTAMNPVDHPHGGGEGRHPVTPWGVQTKGKKTRSNKRTDKFIVRRRGLVGKKVGMTRIFTEDGVSIPVTVI
BBp214       WRGIRPTVRGTAMNPVDHPHGGGEGRHPVSPWGLQTKGKKTRKNKRTEKFIIRHRGLIGQKLGMTRIFTEEGTVYPVTII
Bfl31        WRGIRPTVRGTAMNPIDHPHGGGEGKHPVSPWGVQTKGKRTRSNKRTDKFILCRRGLVGRKLGMTRIINEEGIMIAVTMI
bu232        WIGIRPTVRGTAMNPVDHPHGGGEGRHPVTPWGIQTKGKKTRKNKRTDKFILRHRGLVGKKIGMTRIFTEEGTSIPVTVI
BUsg22       WIGIRPTVRGTAMNPVDHPHGGGEGRHPVTPWGLQTKGKKTRKNKRTEKFILRHRGLVGKKLGMSRIFTKEGSSIPITVI
HI0914       WRGIRPTVRGTAMNPVDHPHGGGEGRHPVTPWGVQTKGKKTRHNKRTDKYIVRRRGLVGRKVGMTRIFNEDGVSVPVTVI
PA3655       WRGVRPTVRGVAMNPVDHPHGGGEGRHPVSPWGLQTKGKKTRSNKRTDNMIVRRRGVVGRKCGMTRIFTEEGVSIPVTVI
PM1985       WRGIRPTVRGTAMNPVDHPHGGGEGRHPVTPWGVQTKGKKTRHNKRTDKFIVRRRGLVGRKVGMTRIFNEDGVSIPVTVI
RSc140       WRGIRPTVRGVAMNPVDHPHGGGEGKDPVSPWGTPTKGYRTRSNKRTTSMIVQRRGLVGRKVGMTRVFTDDGDSIPVTVL
STM021       WRGVRPTVRGTAMNPVDHPHGGGEGRHPVTPWGVQTKGKKTRSNKRTDKFIVRRRGLVGKKVGMTRIFTEDGVSIPVTVI
STY024       WRGVRPTVRGTAMNPVDHPHGGGEGRHPVTPWGVQTKGKKTRSNKRTDKFIVRRRGLVGKKVGMTRIFTEDGVSIPVTVI
vc2259       WRGVRPTVRGVVMNPVDHPHGGGEGRHPVSPWGVPTKGYKTRSNKRTDKYIVRRRGLIGRKVGMTRVFTEDGVSIPVTVV
wbr31        WRGIRPTVRGTAMNPIDHPHGGGEGKHPVSPWGVQSKGKKTRKNKRTEKYILYNRGLIGRKIGMTRTFNSDGSSIPVTVI
XAC142       WRGVRPTVRGAAMNPVDHPHGGGEAKHPVTPWGVPTKGYKTRKNKRTQQFIVRDRGFVGRKAGMSRVFTEDGRSVPVTLI
XCC137       RRGVRPTVRGAAMNANDHPHGGGEAKHPVTPWGVPTKGYKTRKNKRTQQFIVRDRGFVGRKAGMSRVFTEDGRSVPVTLI
XF2579       WLGVRPTVRGAAMNPVDHPHGGGEAKHPVTPWGVPTKGYKTRKNKRTQQFIIRGRGFVGRKAGMSRVFLEDGCSIPVTLI
y3135        WRGIRPTVRGTAMNPVDHPHGGGEGRHPVTPWGVQTKGKKTRSNKRTDKFIVRRRGLVGKKVGMTRIFTEDGVSIPVTVI
YPO104       WRGIRPTVRGTAMNPVDHPHGGGEGRHPVTPWGVQTKGKKTRSNKRTDKFIVRRRGLVGKKVGMTRIFTEDGVSIPVTVI
Z0181        WRGVRPTVRGTAMNPVDHPHGGGEGRHPVTPWGVQTKGKKTRSNKRTDKFIVRRRGLVGKKVGMTRIFTEDGVSIPVTVI

b0170        EVEANRVTQVKDLANDGYRAIQVTTGAKKANRVTKPEAGHFAKAGVEAGRGLWEFFTVGQSISVELFADVKKVDVTGTSK
BBp214       KVKENRITQIKTISRDLYHAVQVTTGIKKSNKLLKPEIGHFLKSGVKIGKGLWEFFKIGQSLNLELFSNIKKVDIIGTSK
Bfl31        EILPHYVTQVKNKEKDGYCAVQVTTGNTRDKCLNKPKLGHLKKLGINYGKGLWEFISVGDIFTLKVLKCINKVDVTGISK
bu232        ELKENRITQVKNINTDLYCAIQVTTGIKKSNRLNKPQSGHFLKSGVTPGRGLWEFFKIGQSITINIFNNVKKVDITGISK
BUsg22       QIQENRITQIRNIKTDKYYAIQVTTGLKKLNRLKKPESGHFLKSGVIPGRGLWEFFQIGQSIKINIFNDIKKVDVTGISK
HI0914       EIEANRVTQVKTLENDGYTAVQVTTGSKKANRVTKPEAGHFVKAGVEAGRGLWEFFTLGQEINVDIFADVKKVDVTGTSK
PA3655       EVEPNRVTQFKTEETDGYRAVQVTAGERRASRVTKAQAGHFAKANVAAGRGVWEFYAAGDQITVDLFQAGQMVDVTGESK
PM1985       EIEANRVTQVKTVETDGYSAIQVTTGSKKASRVTKPEAGHFVKAGVEAGRGLWEFFTLGQEINVDIFADVKKVDVTGTSK
RSc140       EVGGNRVTQIKTDETDGYTAVQVTFGTRRASRVTKPLAGHLAKAGVEAGEIIVEFLKLGDTIDVDLFSVDQKIDVQGTTI
STM021       EVEANRVTQVKDLANDGYRAVQVTTGAKKANRVTKPEAGHFAKAGVEAGRGLWEFYTVGQSISVELFADVKKVDVTGTSK
STY024       EVEANRVTQVKDLANDGYRAVQVTTGAKKANRVTKPEAGHFAKAGVEAGRGLWEFYTVGQSISVELFADVKKVDVTGTSK
vc2259       EVEANRVSQVKTLETDGYAAIQVTTGSKKANRVTKPEAGHFAKAGVEAGRGLWEFFAVGSELTVELFNEVKKVDVTGTSK
wbr31        KISDNKIVQIKKIEKDGYSSIQVTTGVKKFSRENKSIIGHFKKNKVELGRGLWEFFYVGQVLSINTFININKVNITGISK
XAC142       EATPNRIAQIKTVEVDGYSAVQVTVGARRAALVNKPAAGHFAKAKVEAGRGLWEFFAVGGEIKADIFEVGQKVDVQGVTK
XCC137       EATPNRIAQIKTVEVDGYSAVQITVGARRAALVNKPAAGHFAKAKVEAGRGLWEFFAVGGEIKADIFEVGQKVDVQGVTK
XF2579       EATANRVVQIKTSDVDGYDAVQVTVGSRRSVLVNKPESGHFAKAKVEAGRGLWEFYSVGSEVGLSIFAVGQKVDIQGITK
y3135        EIEANRVTQVKSLENDGYRAVQVTTGAKKANRVTKPEAGHFAKAGVEAGRGLWEFFTAGQEISVEIFADVKKVDVTGTSK
YPO104       EIEANRVTQVKSLENDGYRAVQVTTGAKKANRVTKPEAGHFAKAGVEAGRGLWEFFTAGQEISVEIFADVKKVDVTGTSK
Z0181        EVEANRVTQVKDLANDGYRAIQVTTGAKKANRVTKPEAGHFAKAGVEAGRGLWEFFTVGQSISVELFADVKKVDVTGTSK

b0170        GKGFAGTVKRWNFRTQDATHGNSLSHRVPGSIGQNQTPGKVFKGKKMAGQMGNERVTVQSLDVVRVDAERNLLLVKGAVP
BBp214       GKGFCGTVKRWNFHTQDATHGNSLSHRAPGSIGQNQTPGRVFKGKKMAGHLGNHRVTVQNLDIVKIDLNQEIILVKGAVP
Bfl31        GKGFAGAVKRWNFRTQDASHGNSLSHRAPGSIGQNQTPGKVFKGKKMAGHLGYEKATIQNLAVINIDIKNNLLLVKGAIP
bu232        GKGFSGTVKRWNFHTQDATHGNSLSHRVPGSIGQNQTPGRVFKGKKMAGQLGNTRVTVQSLNIVRIDEHRNLLLVKGAVP
BUsg22       GKGFSGTVKRWNFRTQDATHGNSLSHRVPGSIGQNQTPGRVFKGKKMAGHLGNNRVTVQNLNIVKIDQNRNLLLVKGAVP
HI0914       GKGFQGGVKRWNFRTQDATHGNSLSHRVLGSIGQNQTPGRVFKGKKMAGHLGAERVTVQSLEVVRVDAERKLLLVKGSVP
PA3655       GKGFAGTIKRWNFRGQDNTHGNSVSHRVPGSIGQCQTPGRVFKGKKMSGHLGAERVTVQSLEIVRVDAERNLLLVKGAVP
PM1985       GKGFAGGVKRWNFRTQDATHGNSLSHRVLGSIGQNQTPGRVFKGKKMAGHLGNERVTVQSLEVVRVDAERKLLLVKGAVP
RSc140       GKGYAGTIKRYHFSSGRASHGNSRSHNVPGSIGMAQDPGRVFPGKRMTGHMGDVTRTVQNLVIVRIDAERKLLLVKGAVP
STM021       GKGFAGTVKRWNFRTQDATHGNSLSHRVPGSIGQNQTPGKVFKGKKMAGQMGNERVTVQSLDVVRVDAERNLLLVKGGVP
STY024       GKGFAGTVKRWNFRTQDATHGNSLSHRVPGSIGQNQTPGKVFKGKKMAGQMGNERVTVQSLDVVRVDAERNLLLVKGGVP
vc2259       GKGFQGAVKRWNFRTQDMTHGNSLSHRAPGSIGQCQTPGRVFKGKKMAGHMGAERVTTQNLEIVRVDAERNLLLIKGAVP
wbr31        GKGFSGTMKRWNFHGQDASHGNSLSHRAPGSIGQNQTPGKVFKGKKMSGHLGYNKNTVKNLFVVKIDLEHELLLIKGSVP
XAC142       GKGFQGTIKRYNFRMGDATHGNSLSHRAPGSLGQRQTPGRVFPGKKMSGHMGAVQQSTQNLEVVKVDVERGLIAIRGAVP
XCC137       GKGFQGTIKRYNFRMGDATHGNSLSHRAPGSLGQRQTPGRVFPGKKMSGHMGAVQQSTQNLEVVKVDVERGLIAIRGAVP
XF2579       GKGFQGTIKRHNFRMGDATHGNSLSHRAPGSLGQRQTPGRVFPGKKMSGHMGAVRQSVQNLEVVKIDVERCLIAVRGAIP
y3135        GKGFAGTVKRWNFRTQDATHGNSLSHRVPGSIGQNQTPGKVFKGKKMAGHMGDERVTVQSLDVVRVDAERNLLLVKGAVP
YPO104       GKGFAGTVKRWNFRTQDATHGNSLSHRVPGSIGQNQTPGKVFKGKKMAGHMGDERVTVQSLDVVRVDAERNLLLVKGAVP
Z0181        GKGFAGTVKRWNFRTQDATHGNSLSHRVPGSIGQNQTPGKVFKGKKMAGQMGNERVTVQSLDVVRVDAERNLLLVKGAVP

b0170        GATGSDLIVKPAVMELVLALTVSETTFGRDFNEALVHQVVVAYAAGARQGTRAQKTRAEVTGSGKKPWRQKGTARSGSIK
BBp214       GYSGGNIIIKPAIMELVLVLNVSDITFGRDFNEALVHQVIISYSSSIRQGTHAQKNRSEVSGSGKKPWRQKGTARVGSLR
Bfl31        GVIGENVIVKRSVMKLQLNVSVSDKVFGYPFNPALIHQIVSSYLINCRQGSKSQKSRSDVSGSNKKPWRQKGTARSGSVK
bu232        GATGSDLIVKPAIMELVVVLSVSEIIFARDFNEALIHQVVIAYSASTRQGTRAQKSRAEVSGSGRKPWRQKGTARAGSFR
BUsg22       GPTGSDLIVKPAIMELVILLSVSEIIFGRDFNEALIHQVVVAYSASTRQGTRAQKSRADVSGSGRKPWRQKGTARAGSFR
HI0914       GAINGDVIVKPAVMELQVALTVSETTFGREFNEALIHQVVVAYAAGARQGTRAQKTRAEVSGSGKKPWRQKGTARAGDIK
PA3655       GATGGDVIVRPAAMQLNVAIEVSERTFGGEFNETLVHQAVVAYMAGGRQGSKAQKTRSEVSGGGKKPWRQKGTARAGTIR
PM1985       GATNGDVIVKPAVMELQVALTVSETTFGREFNEALIHQVVVAYAAGARQGSRAQKTRAEVSGSGKKPWRQKGTARSGDIK
RSc140       GAKSGFVVVSPAVMELKLGVSASPEVFGRDYNEALVHQIVVAYQANARSGNRKQKDREEVKHTTKKPWRQKGTARAGMSS
STM021       GATGCDLIVKPAVMELVLALTVSETTFGRDFNEALVHQVVVAYAAGARQGTRAQKTRAEVTGSGKKPWRQKGTARSGSIK
STY024       GATGCDLIVKPAVMELVLALTVSETTFGRDFNEALVHQVVVAYAAGARQGTRAQKTRAEVTGSGKKPWRQKGTARSGSIK
vc2259       GATGGNVIVKPAVMELMVALTVSETTFGREFNEALVHQVVVAYAAGARQGTRAQKTRSEVSGGGAKPWRQKGTARAGTIR
wbr31        GSKGSDLIIKPVVMELLCKVKISEKIFGQKFNESLVHQVVRSYRITKRQGTSAQKSRSEVIGSGKKPWRQKGTARAGSVK
XAC142       GAAGGDVIVRPASMELVIKVSVSDAVFGREFSEDLVHQVVVAYRNAGRAGTKAQKTRSEVAGTTKKSKKQKGGARHGALT
XCC137       GAAGGDVIVRPASMELVIKVSVSDAVFGREFSEDLVHQVVVAYRNAGRAGTKAQKTRSEVAGTTKKSKKQKGGARHGALT
XF2579       GASGGDVLIRSASMDLTITLPVSDVVFGREFSEALVHQIVVAYRNTARSGTKAQKSRSQVSGTTKKSKKQKGGARHGALT
y3135        GATGGNLIVKPAVMELVMALTVSETTFGRDFNEALVHQVVVAYAAGARQGTRAQKTRAEVTGSGKKPWRQKGTARAGSVK
YPO104       GATGGNLIVKPAVMELVMALTVSETTFGRDFNEALVHQVVVAYAAGARQGTRAQKTRAEVTGSGKKPWRQKGTARAGSVK
Z0181        GATGSDLIVKPAVMELVLALTVSETTFGRDFNEALVHQVVVAYAAGARQGTRAQKTRAEVTGSGKKPWRQKGTARSGSIK

b0170        SPIWRSGGVTFAARQDHSQKVNKKMYRGALKSILSELVRQDRLIVVEKFSVEAPKTKLLAQKLKDMALEDVLIITELDEN
BBp214       SPLWRSGGVTFAAKKSFYQKINKKMYRGALKSIFSELIRQKRLVVFREFTIEFPKTRLLIDKLRDIKLHDVLIITTKDNN
Bfl31        SPIWRSGGVTFASKKKYDQKINKKMYKGAMKSILSKLVCDNRLFLIEDLFLEKPKTNLLLKKLKNITDRSVLIVTVIDKN



bu232        SPIWRSGGVTFAAKQEHSQKVNKKMYRGALKSIFSELIRQKRLIVFENFSLDAPKTKLLVQKLKDINLKNVLIVTKIDNN
BUsg22       SPIWRSGGVTFASKQSHSQKINKKMYRGALKSIFSELIRQKRLIIFEKFSLDLPKTNLLVKKLKEIKLNNVLILTEIENN
HI0914       SPIWRSGGTTFAAKQDHSQKVNKKMYRGAIKSILSELVRQDRLVVVEKFELDAPKTKVLVQKLKDLAVEDALIITSLDEN
PA3655       SPIWRGGGTTFAAKRSHEQKLNKKMYRAALRSILAELVRLDRLVVVADFAVDAPKTKGLVAKLDTLGLKDVLIVTGVDEN
PM1985       SPIWRSGGVTFAAKQDHSQKVNKKMYRGAIKSILSELVRQDRLIVVEKFEVEAPKTKVLVQKLKELALEDVLIITSLDEN
RSc140       SPLWRGGGRIFPNSENFSQKVNKKMYRAGMRSIYSQLAREGRINVVDSLSVDAPKTKLLADKFRAMGLDSVLVITNLDEN
STM021       SPIWRSGGVTFAARQDHSQKVNKKMYRGALKSILSELVRQDRLIVVEKFSVEAPKTKLLAQKLKDMALEDVLIITELDEN
STY024       SPIWRSGGVTFAARQDHSQKVNKKMYRGALKSILSELVRQDRLIVVEKFSVEAPKTKLLAQKLKDMALEDVLIITELDEN
vc2259       SPIWRTGGVTFAAKQDHSQKVNKKMYRGAMKSILSELVRQERLIVVENFSVEAPKTKALVAKLKELELNDVLIVTEVDEN
wbr31        SPIWRSGGVTFAKKRDFKHKINKKMYKNALKSIFSELCRQNRILIVKNFFVKSEKTKLLKKKLNEMNLENVLIISTIDKN
XAC142       APIFVGGGVTFAAKRSFEQKVNRKMYRAAICAIFSELNRQGRLMIVDAFDLEATKTKGLIEKLKGLEGKRPLIVTEASEH
XCC137       APIFVGGGVTFAAKRSFEQKVNRKMYRAAICAIFSELNRQGRLMIVDSFDIEATKTKGLIEKLKGMDGKRPLIVTEASEH
XF2579       APIFVGGGVAFAAKRSFSQKVNRKQYRSAICSIFSELNRQGRLKVVDAFDVEVSKTKVFAEKIKSLEGSRLLIVSGISEC
y3135        SPIWRSGGVTFAAKQDHSQKVNKKMYRGALKSILSELVRQDRLIIVEKFSVEAPKTKLLAQKLKDMALEDVLIVTELDEN
YPO104       SPIWRSGGVTFAAKQDHSQKVNKKMYRGALKSILSELVRQDRLIIVEKFSVEAPKTKLLAQKLKDMALEDVLIVTELDEN
Z0181        SPIWRSGGVTFAARQDHSQKVNKKMYRGALKSILSELVRQDRLIVVEKFSVEAPKTKLLAQKLKDMALEDVLIITELDEN

b0170        LFLAARNLHKVDVRDATGIDPVSLIAFDKVVMTADAVKQVEEMLAAKLHDYYKDEVVKKLMTEFNYNSVMQVPRVEKITL
BBp214       LKLASRNLYKVDVQTVNHMNPRSLISFNHVLITSKAIQKVEELLTVALYDYYKNSISKKLMLNFNYSSVMQVPKIDKITL
Bfl31        LILASSNLHTVKIYNLNSIDPVSLINFNITLLFRTIVESLELRLSAKLRDYYKSHVVYDLMREFKYKSVMQVPKINKITI
bu232        LFLASRNLYSVDVKDVHSIDPVSLIAFDHVVITVEAVKRIEEILSATLYDYYKSKVITQLMHELNYSSVMQVPKIDKITL
BUsg22       LFLASRNLYSVDVKDVCSMDPVSLIAFEHIIITVAALKKVEEMLSTTFYDYYKSKIVKKLMMELNYSSIMQVPKIDKITL
HI0914       LFLAARNLYKVDVRDVQGIDPVSLIAFDKVIVTVDAVKQIEEILAAKLHDYYRDQVVSELKNKFGYKSVMQVPRIEKITL
PA3655       LYLAARNLAHVDVRDVQGSDPVSLIAYDKVLVTVSAVKKFEELLGARLKEIYRKEIAPKLKEELQLANVMEVPRVTKITL
PM1985       LFLAARNLYKVDVRDVQGIDPVSLIAFDKVVVTVDAVKQIEEMLAAKLHDYYRDQVVNELKDKFNYKSVMQVPRIEKITL
RSc140       LFLASRNLAHVLVVEPRHADPLSLVHYKKVLVTKAAVAQIEELLKARLQEFYKEKVVAELIKQFGYKSVMEVPRITKITL
STM021       LFLAARNLHKVDVRDATGIDPVSLIAFDKVVMTADAVKQVEEMLAAKLHDYYKDEVVNKLMTEFNYNSVMQVPRVEKITL
STY024       LFLAARNLHKVDVRDATGIDPVSLIAFDKVVMTADAVKQVEEMLAAKLHDYYKDEVVNKLMTEFNYNSVMQVPRVEKITL
vc2259       LFLAARNLYKVDVRDVTGIDPVSLIAFDKVLMTAAAVKQVEEMLAAKLHDYYKSSVVAELTKQFSYTSVMQVPRIEKITL
wbr31        LVLSSRNLNKVHVCFPININPINLISFKKTIITIDAIKIIEEILTMQLYDFYKKNVLIKLKNKFNYKSIMQVPKIEKITL
XAC142       LYLSARNLPYVQVRDVQGLDPVALVGADTVVITADAVKKVEEWLATRLEKFYKDNVVPALMKEFGYTNPMEVPKLVKVTL
XCC137       LYLSARNLPYVQVRDVQGLDPVALVGADTVVITADAVKKVEEWLATRLEKFYKENVVPALMKEFGYTNPMEVPKLVKVTL
XF2579       LSLSSRNLPCVDVRSVQALDPVALVGSDVVVLTVGAVKKIEEWLVTRLENMYKKEVVPALIKRFGYSNPMAVPRLVKITL
y3135        LFLAARNLYKVDVRDVAGIDPVSLIAFDKVVMTADAVKQVEEMLAAKLHDYYKDEVVKQLMSQFGYDSVMQVPRVEKITL
YPO104       LFLAARNLYKVDVRDVAGIDPVSLIAFDKVVMTADAVKQVEEMLAAKLHDYYKDEVVKQLMSQFGYDSVMQVPRVEKITL
Z0181        LFLAARNLHKVDVRDATGIDPVSLIAFDKVVMTADAVKQVEEMLAAKLHDYYKDEVVKKLMTEFNYNSVMQVPRVEKITL

b0170        NMGVGEAIADKKLLDNAAADLAAISGQKPLITKARKSVAGFKIRQGYPIGCKVTLRGERMWEFFERLITIAVPRIRDFRG
BBp214       NIGVGIATIDKKNLDFAISDLTKISGQKPLITKARKSIASFKIRKGYPIGCKVTLRGNRKWDFFERLIFIVIPRIRDFRG
Bfl31        SMGVGKSIINKKFLERAIEDLEMISGQKPVITKARKSIASFKIRQGQEIGCKVTLRRKRMWEFFERLISIAIPRIRDFRG
bu232        NMGVGGAASDKKILDNAILDLTAISGQKPLITKARKSVAGFKIRQGYPIGCKVTLRGQKKWHFFERLIIIAVPRIRDFRG
BUsg22       NMGVGAASSDKKVLDNAVLDLTAISGQKPLITKARKSVAGFKIRQGYPIGCKVTLRGKRKWDFFERLIVIAIPRIRDFRG
HI0914       NMGVGEALTDKKLLDNAVADLAAISGQKPLVTKARKSVAGFKIRQGYPIGCKVTLRGERMWEFFERLITIAVPRIRDFRG

PA3655       NMGLGEAVGDKKIIENAVADLEKITGQKPVVTYARKSIAGFKIREGWPIGVKVTLRSDRMYEFLDRLLSISLPRVRDFRG
PM1985       NMGVGEALTDKKLLDNAVADLAAISGQKPLITKARKSVAGFKIRQGYPIGCKVTLRGERMWEFFERLITIAVPRIRDFRG
RSc140       NMGLGEAVNDKKVIEHATGDLTKIAGQKPVVTKARKAIAGFKIRQGYPIGTMVTLRGQRMYEFLDRFITVSLPRVRDFRG
STM021       NMGVGEAIADKKLLDNAAADLTAISGQKPLITKARKSVAGFKIRQGYPIGCKVTLRGERMWEFFERLITIAVPRIRDFRG
STY024       NMGVGEAIADKKLLDNAAADLTAISGQKPLITKARKSVAGFKIRQGYPIGCKVTLRGERMWEFFERLITIAVPRIRDFRG
vc2259       NMGVGEAINDKKLLENAASDMAIISGQKPLITKARKSVAGFKIREGYPIGCKVTLRGERMWDFLERLISIALPRVRDFRG
wbr31        NMGVGKASFDKKLLEHAVNDLTLISGQKPYITKAKKSIANFKIRQGHPIGCKVTLRGKLMWFFFQKLICIAIPRIRDFRG
XAC142       NMGVGEAATNKKILENAVADMAKISGQKPVVTKSRVSVASFKIRDGWPIGCKTTLRRAKMYEFLDRLINISLPRVRDFRG
XCC137       NMGVGEAATNKKILENAVADMSKISGQKPVVTKSRVSVASFKIRDGWPIGCKTTLRRAKMYEFLDRLINISLPRVRDFRG
XF2579       NMGVGEAATNKKVLENAVADMAKISGQRPIVTKSRISVASFKIRNGWPIGCKTTLRRSKMYEFLDRLINISLPCVRDFRG
y3135        NMGVGEAIADKKLLDNAAADLAAISGQKPFITKARKSVAGFKIRQGYPIGCKVTLRGERMWEFFERLITIAVPRIRDFRG
YPO104       NMGVGEAIADKKLLDNAAADLAAISGQKPFITKARKSVAGFKIRQGYPIGCKVTLRGERMWEFFERLITIAVPRIRDFRG
Z0181        NMGVGEAIADKKLLDNAAADLAAISGQKPLITKARKSVAGFKIRQGYPIGCKVTLRGERMWEFFERLITIAVPRIRDFRG

b0170        LSAKSFDGRGNYSMGVREQIIFPEIDYDKVDRVRGLDITITTTAKSDEEGRALLAAFDFPFRMSRVKAPVVVPAGVDVKI
BBp214       FSNKSFDGKGNYSIGIKEQIIFPEIDFDKIDRIRGINITITTTALSDREGYALLSAFNFPFRMSRIKQPIVIPSDVSITL
Bfl31        LSIKSFDGYGNYTMGIREQIIFPEINYDTIDGIRGMNITITTNAVSDKEAYVLLRAFRFPLKMEQIKSIICIPNEIQITI
bu232        LSSHSFDGQGNYSLGIREQIIFPEIDYDKIDRVRGLDITITTTAKSNHEARLLLSAFNFPFRMSRVKCPIVIPSGVNVQL
BUsg22       LSTNSFDGKGNYSLGIREQIIFPEIDYDKIDRVRGLDITITTTANSDHEARLLLSSFNFPFRMSRVKRPILIPEGIKIEL
HI0914       LSAKSFDGRGNYSMGVREQIIFPEIDYDKVDRVRGLDITITTTAKNDEEGQALLAAFNFPFRMSRVKAPVNIPAGVEVKL
PA3655       LNAKSFDGRGNYSMGVKEQIIFPEIDYDKIDALRGLDITLTTTARTDDEGRALLRAFKFPFRMSRVKNPVKLPAGVEIKL
PM1985       LSAKSFDGRGNYSMGVREQIIFPEIDYDKVDRVRGLDITITTTAKSDEEGQALLAAFNFPFRMSRVKAPVSIPAGVEVKL
RSc140       VSGRAFDGRGNYNIGVKEQIIFPEIEYDKIDALRGLNISITTTAKSDEEAKALLAAFKFPFRMSRVKAPIALPKGAEVNF
STM021       LSAKSFDGRGNYSMGVREQIIFPEIDYDKVDRVRGLDITITTTAKSDEEGRALLAAFDFPFRMSRVKAPVVVPAGVDVKI
STY024       LSAKSFDGRGNYSMGVREQIIFPEIDYDKVDRVRGLDITITTTAKSDEEGRALLAAFDFPFRMSRVKAPVVVPAGVDVKI
vc2259       VNGKSFDGRGNYSMGVREQIIFPEIDYDKVDRVRGLDITITTTAGTDEEGRALLAAFNFPFRMSRVKAPVAIPAGVEVKL
wbr31        LPVKSFDGFGNYSLGIKEQIIFPEIDYDKIDKIRGLDITITTNAKSDKEGLALLSAFNFPFRMSRIRLPIFIPKSVKVKI
XAC142       VSGRSFDGRGNFNMGVKEQIIFPEIDFDAVDAIRGMDIAITTTAKTDAEAKALLAAFKFPFRMSRVKKPVSLPKGVELNV
XCC137       VSGRSFDGRGNFNMGVKEQIIFPEIDFDAVDAIRGMDIAITTTAKTDAEAKALLAAFKFPFRMSRVKKPVSLPKGVELNV
XF2579       IPPRSFDGRGNFNMGVKEQVVFPEIDFDAVDAIRGMDIAITTTANSDAEAKALLDAFNFPFRMSRVKKPISVPKGVEVSV
y3135        LSAKSFDGRGNYSMGVREQIIFPEIDYDKVDRVRGLDITITTTAKSDDEGRALLAAFKFPFRMSRVKAPVVIPAGVEVKL
YPO104       LSAKSFDGRGNYSMGVREQIIFPEIDYDKVDRVRGLDITITTTAKSDDEGRALLAAFKFPFRMSRVKAPVVIPAGVEVKL
Z0181        LSAKSFDGRGNYSMGVREQIIFPEIDYDKVDRVRGLDITITTTAKSDEEGRALLAAFDFPFRMSRVKAPVVVPAGVDVKI

b0170        NGQVITIKGKNGELTRTLNDAVEVKHADNTLTFGPRAQAGTARALLNSMVIGVTEGFTKKLQLVGVGYRAAVKGNVINLS
BBp214       IGQMVIVKGSKGELKRLIHDSVLVKSVKSCLVFSSRAQAGTARSLVNSMIHGVTVGFFKKLKLFGVGYRISINSKNLNMS
Bfl31        QDCCILVVGVLGNLSYKFHNFIGVQFSNVKNLIVYSALLGTTCSLINSMIVGVTEGFVKKLQLIGIGYRVSIQESVLNLE
bu232        DLQDISIKGKYGHLSRTIHQSVKIEFLNNQIIFSPRAQAGTSRALVNSMIIGVSEKFSKKLQLSGVGYRVSITDNIINMS
BUsg22       NLQSISIKGKYGYLSRIIHDAVKVECLNNKITFSIRAQAGTSRALVNSMIIGVSKKFSKKLQFSGVGYRVSLTGNIVNMS
HI0914       DGQLLTVKGKNGELSRKIHESVEVKQDNGQFTFTPRAQSGTARALVNAMVIGVTEGFTKKLVLVGVGYRAQLKGNAIALS
PA3655       AGQQLSIKGAKGALELKVHPSVEVIQDSGELRFAARAMAGTTRALVNNMVVGVSQGFERKLQLVGVGYKAQAKGQVLSLS
PM1985       DGQLLTVKGKNGELSRTIHNAVEVKQDNNELTFSPRAQAGTARALVNAMVIGVTEGFTKKLQLVGVGYRAQIKGNAVALS
RSc140       AGGLLTVKGPLGTLTQAIHNLVKVVIDNGTITFSPAALQGTMRALVANMVKGVTTGFERKLTLVGVGYRASLQGAALKLQ



STM021       NGQVITIKGKNGELTRTLNDAVEVKHADNALTFGPRAQAGTARALLNSMVIGVTEGFTKKLQLVGVGYRAAVKGNVVNLS
STY024       NGQVITIKGKNGELTRTLNDAVEVKHADNALTFGPRAQAGTARALLNSMVIGVTEGFTKKLQLVGVGYRAAVKGNVVNLS
vc2259       NGQEITIKGAKGELTRVFHNGVVIAQEDNQLTFGPRAQAGTARALVKNMVVGVTEGFTKKLVLKGVGYRAAMKGNAVGLT
wbr31        LKKNIIIIGQYGEINQLINKNINIKVNNNNIIISPFAIAGTMRSIINNMIIGVTKKFTKKLIITGVGYRANISQKVLIMS
XAC142       QPGLVSVKGPKGTLTLPKPAGVEIAIDGGVATLSANALTGTVRAILANMVKGVSEGFERKLELVGVGYRAAMQGKDLSLA
XCC137       QPELISVKGPKGTLTLQKPVGVEIAIDGDVATLSANAITGTVRAILANMIKGVSEGFERKLELVGVGYRAAMQGKDLSLA
XF2579       RSDMLTVKGVKGVLTFPKSDNVNVVVDGDILTLSANSLAGTVRAILSNMIKGVSIGFERKLELVGVGYRASMQGENLNLS
y3135        NGQVISIKGKNGELTRTVHSAVEVKQEENTLTFAPRAQAGTTRALLNSMVIGVTEGFTKKLQLVGVGYRAAVKGNVVNLA
YPO104       NGQVISIKGKNGELTRTVHSAVEVKQEENTLTFAPRAQAGTTRALLNSMVIGVTEGFTKKLQLVGVGYRAAVKGNVVNLA
Z0181        NGQVITIKGKNGELTRTLNDAVEVKHADNTLTFGPRAQAGTARALLNSMVIGVTEGFTKKLQLVGVGYRAAVKGNVINLS

b0170        LGFSHPVDHQLPAGITAECPTQTEIVLKGADKQVIGQVAADLRAYRRPEPYKGKGVRYADEVVRTKEAKKMQVILLDKVA
BBp214       LGYSHIIEYVLPFGIFVESISQAEIIVKGINKQLVGQVAANLRAYRKSEPYKGKGIRYSNEIVRVKEAKKMQIILLEKLD
Bfl31        VGFSHDIRYTLPIEVKAQCVNQTEIVLTSINKQLIGQVAADLRAIKPPEPFKGKGIRYFDELVYNKDTKKMKVILLDSID
bu232        LGYSHIITYHLPKGINAENLSPTEIIIQGIDKQLVGQIAANLRSYRTPEPYKGKGIRYSNEVVRIKEAKKMEVILLSKIK
BUsg22       LGYSHPIVYSLPPYIEAENPSPTEIVIKGVDKQLVGQIAANLRSYRRPEPYKGKGIRYSNEVVHMKEAKKMEVILLSKIK
HI0914       LGYSHPVEHTLPVGITAECPSQTEIVLKGADKQLIGQVAADIRAYRRPEPYKGKGVRYADEVVRIKEAKKMQVILLDKIV
PA3655       LGFSHPVDYELPAGIVAETPSQTDILIKGIDKQLVGQVAAEIRDFRPPEPYKGKGVRYADEVVRRKEAKKMEVILLEKVA
PM1985       LGFSHPVEHALPAGITAECPSQTEIVLKGADKQLIGQVAADIRAYRRPEPYKGKGVRYADEVVRIKEAKKMQVILLDKVV
RSc140       LGFSHDVIHEMPEGVKAETPTQTEIIIKGSDKQKVGQVAAEVRGYRPPEPYKGKGVRYANERVILKETKKMQIILLEKVV
STM021       LGFSHPVDHQLPAGITAECPTQTEIVLKGADKQVIGQVAADLRAYRRPEPYKGKGVRYADEVVRTKEAKKMQVILLDKVA
STY024       LGFSHPVDHQLPAGITAECPTQTEIVLKGADKQVIGQVAADLRAYRRPEPYKGKGVRYADEVVRTKEAKKMQVILLDKVA
vc2259       LGFSHPVEHELPAGVKAECPSQTEIVLTGCDKQVVGQVAADIRSYRAPEPYKGKGIRYADENVRSKEAKKMQVILLDKIG
wbr31        LGFSHQIKIKIPEAIFAECTNSNEIILSSVDKQKIGQFAANIRNYKISDPYKGKGIRYSYEIIKIKETKKMQIILLKKII
XAC142       LGFSHPLVFVAPEGITLSTPTQTEIVVQGADKQRVGEVAAKIRGFRPPEPYKGKGVKYAGEVIIRKEAKKMDLILLQKVT
XCC137       LGFSHPLVFVAPEGITLSTPTQTEILVQGADKQRVGEVAAKIRGFRPPEPYKGKGVKYAGEVIIRKEAKKMDLILLQKVT
XF2579       LGFSHPLVFVPPEGITLLTPSQTEVVVQGIDKQRVGEVAAKIRSFRPPEPYKGKGLKYAAEAIMRKEAKKMELILLQKVA
y3135        LGFSHPVDHELPAGITAECPTQTEIVLKGADKQVIGQVAADLRAYRRPEPYKGKGVRYADEVVRTKEAKKMQVILLDKVA
YPO104       LGFSHPVDHELPAGITAECPTQTEIVLKGADKQVIGQVAADLRAYRRPEPYKGKGVRYADEVVRTKEAKKMQVILLDKVA
Z0181        LGFSHPVDHQLPAGITAECPTQTEIVLKGADKQVIGQVAADLRAYRRPEPYKGKGVRYADEVVRTKEAKKMQVILLDKVA

b0170        NLGSLGDQVNVKAGYARNFLVPQGKAVPATKKNIEFFEARRAELEAKLAEVLAAANARAEKINAVTIASKAGDEGKLFGS
BBp214       NLGNKGDILFVKSGYARNFLIPYGKAIFATKDNIKFEINKKEELERELIKKISIAKTKCEKIKNIVIPAQVGIEGKLFGS
Bfl31        KVGKIGSEIIVKSGYARNFLFPKSKAVLSTKKNLAIFKKQQHILKSNLDSKRLKAEFRAKAINDITITVKSSIHGKLFGS
bu232        KLGDSGAVINVKSGYARNFLIPKGKAILANKKNIESFEAQRIALEKEKINELLIAQSRAEKLKKITILSKVGKEGKIFGS
BUsg22       KLGDSGAIVHVKSGYARNFLIPKGKAILASKKNIESFEAQRVELEKENISKLLIAQSRAEKIKTITIPSKVGKEGKIFGS
HI0914       HLGQVGDQVNVKSGFARNFLIPQGKAVMATKANIEHFEARRAELEATAAANLAAAQARAAEVTAVTIASKAGDEGRLFGA
PA3655       NLGNLGDKVNIKGGYARNFLLPQGKATVATAENVAAFEARRAELEKAAAEKKAAAEARAAQLSEVTLGAHAGDEGKLFGS
PM1985       HLGNIGDQVNVKSGFARNFLIPQGKAVMATKANIEYFEARRAELEAKAAEVLAAAQARAAKLAEVTIASKAGDEGRLFGS
RSc140       NLGNLGDVVRVKDGYARNFLIPNKQARRATASAIQEFEARRAELEKLAAERLAAAQAEGEKLNGLQLSQKAGVDGRLFGS
STM021       NLGSLGDQVNVKAGYARNFLVPKGKAVPATKKNVEYFEARRAELEAKLADVLAAANARAEKINAVTIASKAGDEGKLFGS
STY024       NLGSLGDQVNVKAGYARNFLVPQGKAVPATKKNVEYFEARRAELEAKLADVLAAANARAEKINAVTIASKAGDEGKLFGS
vc2259       NLGSLGDTVNVKSGYARNFLIPQGKAVMATKANVAMFESRRAELEAKVAEQLAAAQTRADQVNAVVIASKAGDEGKLFGS
wbr31        NKGNIGDKIKVKAGYARNFLFPKKIAIIASEKNLKFFEKKRKILEEQSKYENFKLKERFRNIKSIEIYCKAGSKGKLFGS
XAC142       NLGNLGDKVSVKPGYGRNFLVPQGKAVPATAANVEAFETKRAEYEAKANSILAEAQSRATKFEGVTIGAHASTEGKLYGS
XCC137       NLGNLGDKVSVKPGYGRNFLVPQGKAVPATAANVEAFETKRAEYEAKANTILADAQSRATKFEGVTIGAHASTEGKLYGS
XF2579       NLGALGDKVTVKPGYGRNFLLPKGVAVPATEANLAAFQAKRAEYEAKAKSELDQAQARAAKFEGVTVSAHASTEGKLYGS
y3135        NLGSLGDQVNVKAGYARNFLVPQGKAVPATKKNVEFFEARRAELEAKLADVLAAAEARATKINEVTISSKAGDEGKLFGS
YPO104       NLGSLGDQVNVKAGYARNFLVPQGKAVPATKKNVEFFEARRAELEAKLADVLAAAEARATKINEVTISSKAGDEGKLFGS
Z0181        NLGSLGDQVNVKAGYARNFLVPQGKAVPATKKNIEFFEARRAELEAKLAEVLAAANARAEKINAVTIASKAGDEGKLFGS

b0170        IGTRDIADAVTEVAKSEVRLPVLRTTGEHEVSFQVHSEVFAKVIVNVVANLQDKQAIVAEVSEVAKGALSAVVADSRGVT
BBp214       VGSRDIAKKLSKIKKHEIYFLALKHVGQHKVIFKPHHSVSITVEINIVSDFKKKKELVTQINLIAKTALSIVVANPQGIK
Bfl31        IGSRDIAKLITEVHKSQIRLPALKSIGEHNVCIHVYNEIYANLTVHILNSIKKKEQIVCKIQEVFKISSSAVIASLSNIT
bu232        VGVRNIIKEIIKINKKEIRLPLLRQVGEHIVVFQPHSKVSINFIVKIIASIHDKKIIVSKINKISNTALSAVTADLQGVC
BUsg22       IGIRNIIKEMNKVNKKEIKLPVLRQVGEHKVIFQPHNEVCEYFIVNIISNLSKKKTIVSKINQISNLALSAIIANSQGIS
HI0914       ITTRDVAEAVTKIAKSEVRLPPIRTLGDHDVRFQLHGEVFAALDVIVVANLQDKQAIVAEVNEAAKGALSAVIADSRGVT
PA3655       IGTRDIAEAVSPLEKAEVRLPALRNTGEFDVAVHLHTDVETTLKLIIVAKLEDKKAIVAEVNEAAKAALSAVVADARGVT
PM1985       ITTRDVADAVTEVAKSEVRLSPIRTLGDHEVKFQLHGEVFATINVIVVANLQDKQAIVAEVNEAAKGALSAVIADSRGVT
RSc140       VTNHDIAAALTKVEKAQVRMPPLKTVGDHPVAVSLHTDVSVDVTVSVLGNLEDKKAVVAEVTAQVAKASTIVVAEYRGIT
STM021       IGTRDIADAVTDVAKSEVRLPVLRTTGEHEVNFQVHSEVFAKVIINVVANLQDKQAIVAEVSEVAKGALSAVVADSRGVT
STY024       IGTRDIADAVTDVAKSEVRLPVLRTTGEHEVNFQVHSEVFAKVIINVVANLQDKQAIVAEVSEVAKGALSAVVADSRGVT
vc2259       IGTRDIADAITKVSKSEVRLPALRNVGAYEVSVQLHSEVFATAKVQVVANLQDKKAIVAEVNEAASGALSAVVADSRGVQ
wbr31        IGANHIIEKIKRIMKNEIKLTPLKTIGKHNIKIKVKSNMCTEICVILKNNRKNKENIISKINKITKSSLSILIVDPTGIT
XAC142       VGPRDIAEAFTPLEKSEVILGAFRNVGEYDVVLHLHADVETTVKVIVESNLSQKQEVVAELADIAAKAHSLIAAEYAGTT
XCC137       VGPRDIAEAFTPLEKSEVILGAFRNVGEYDVVLHLHADVETTVKVIVESNLSQKQEVVAELADIAAKAHSLIAAEYAGIT
XF2579       VGARDIAEAFTPLEKKEVILGPFRLIGEYDVLLHLHADVESTVKVIVQGNIFQKQEVVEELAGVATKAHSLIVAEYAGIT
y3135        IGTRDIADAVTEVAKSEVRLPVLRTAGEHEVHFQVHSDVFAKLNVVVVPNLQGKQAIVAEVKEVAKGALSAVVADSRGVT
YPO104       IGTRDIADAVTEVAKSEVRLPVLRTAGEHEVHFQVHSDVFAKLNVVVVPNLQGKQAIVAEVKEVAKGALSAVVADSRGVT
Z0181        IGTRDIADAVTEVAKSEVRLPVLRTTGEHEVSFQVHSEVFAKVIVNVVANLQDKQAIVAEVSEVAKGALSAVVADSRGVT

b0170        VDKMTELRKAGREAGVYMRVVRNTLLRRAVEGTPFECLKDAFVGPTLIAYSEHPGAAARLFKEFAKNAKFEVKAAAFEGE
BBp214       SNDITQLRKLARKSNVKLGVYRNTLLNLGIKNTPFECLKNILIGPTLIAYSEHPGSAAKLLKNFSMNPNFKILGAVFEGK
Bfl31        SNSMNQLRKESRDCGVYIKVIPNTLLRRALKNSLYECLSNFCIGQNIIAFSNNPSDAARVLVNFSKNEYFKIAGAVCEGN
bu232        VNKINELRKSGREVGVKMSIVQNTLLSLAIKNTVFECLKKKLKGSTFIAYSIHPGSGARLFKEFSKNTQFKITGAAFEGK
BUsg22       VNKINELRKSGREIGVKMSIVRNTLLSLAIENTAFKCLKKKLKGSTFIAYSKHPGSGARLFKEFEKNKKFKITGAVFEGK
HI0914       VEKMTELRKSAREAGVTMRVVRNTLLRRAVEGTDYECLKDTFVGPTLIAFSEHPGARARLFKEFAKNDKFEIKGAAFEGK
PA3655       VGAMTGLRKEAREAGVYVKVVRNTLLKRAVEGTQFDVLNDVFKGPTLIAFSEHPGAAARIFREFAKQDKFEIKAAAFEGQ
PM1985       VDKMTELRKVARENGVSMRVVRNTLLRRAVEGTEFECLKDTFVGPTLIAFSEHPGAAARLFKDFAKNDKFEIKGAAFEGK
RSc140       VGDLTKLRAQARQQGVYLRVLKNTLARRAVEGTPFAELAEQMTGPLIYGISEDAVAPAKVLNDFAKNDKLVLRAGSYEGK
STM021       VDKMTELRKAGREAGVYMRVVRNTLLRRVVEGTQFECLKDTFVGPTLIAYSEHPGAAARLFKEFAKNAKFEVKAAAFEGE
STY024       VDKMTELRKAGREAGVYMRVVRNTLLRRVVEGTQFECLKDTFVGPTLIAYSEHPGAAARLFKEFAKNAKFEVKAAAFEGE
vc2259       VAAMTNLRKQAREAGVYLKVVRNTLARRAVEGTAYECLKDVFVGPTLIGFSEHPGAAARLFKDFAKNKAFEIKAAAFEGV
wbr31        SNQMNNLRKSSRKLNVNIKQVRNTLMRFAIVDTEFDCLEKYIKGSNLIAFSSHPGSAARIFKNFTKNNKIKIKLAVFERK
XAC142       VSQMTAMRKQARETGVFLKVVKNTLAARAVEGTDFAVAADKLVGPLLYAFSEEPGAAGRLIKEFAKNDKLQAKVVSIGGE
XCC137       VSQMTAMRKQARETGVFLKVVKNTLAVRAVEGTDFAVAADKLVGPLLYAFSEEPGAAGRLIKEFAKNDKLQAKVVSIGGE



XF2579       VSQMTAMRKQARESGVYLKVVKNKLAARALGDTEYAVIKEKLIGPLLYAFSEDPGAAGRLIKEFSKHDKLKSKTVSLGGV
y3135        VDKMTELRRAGREAGVHMQVVRNTLLRRIVEGTPFECLKDTFVGPTLIAFSEHPGAAARLFKAFAKNAKFEVKAAAFEGE
YPO104       VDKMTELRRAGREAGVHMQVVRNTLLRRIVEGTPFECLKDTFVGPTLIAFSEHPGAAARLFKAFAKNAKFEVKAAAFEGE
Z0181        VDKMTELRKAGREAGVYMRVVRNTLLRRAVEGTPFECLKDAFVGPTLIAYSEHPGAAARLFKEFAKNAKFEVKAAAFEGE

b0170        LIDRLATLPTYEEAIARLMATMKEASKLVRTLAAVRMAKKVQAYVKLQVAAGMANPSPPVGPALGQQGVNIMEFCKAFNA
BBp214       AINSLADIPTFNEALRRFIIIAKEISKLLRILVSIKMAKTIQAYIKLQVSAGTANPSPPIGPALGQKGINIMEFCKAFNT
Bfl31        FIDMLSRLPNYNESLLQLILILKVMSKLINVLKILSVKKKVQSCIKLQIEARSATPSPPIGPALGQQGINIMKFCKDFNT
bu232        LINQLADMPTYKEAIIKLLLTWKMLIKLIYTLSAIKMAKKIQSYIKLQVSAGAANPSPPIGPALGQKGVNIMEFCKLFNK
BUsg22       LINQLADMPTYEEAIRKLLLTLKISIKLIYTLSAIKMAKKIQSYIKLQVAAGMANPSPPIGPALGQKGVNIMEFCKLFNK
HI0914       IVEFLATLPTYEEAIARLMGTMKEAAKLARTFAALRMAKKVQAYVKLQVAAGMANPSPPVGPALGQQGVNIMEFCKAFNA
PA3655       FIDVLASLPTYDEAVSQLMSVIQGATKLARTLAAIRMAKKIQAYIKLQVKAGQANPSPPVGPALGQHGVNIMEFCKAFNA
PM1985       IVEFLATLPTYDEAIARLMGTMKEAAKLVRTLAALRMAKKVQAYVKLQVAAGMANPSPPVGPALGQQGVNIMEFCKAFNA
RSc140       VVKALASIPSREELLSKLLFVMQAPVGFARALAALAMAKKIIGFIKLQIPAGKANPSPPVGPALGQRGLNIMEFCKAFNA
STM021       LIDRLATLPTYEEAIARLMATMKEASKLVRTLAAVRMAKKVQAYVKLQVAAGMANPSPPVGPALGQQGVNIMEFCKAFNA
STY024       LIDRLATLPTYEEAIARLMATMKEASKLVRTLAAVRMAKKVQAYVKLQVAAGMANPSPPVGPALGQQGVNIMEFCKAFNA
vc2259       LPEVLATLPTYDEAIARLMMCMKEASKLVRTIAAVRMAKKVEAYVKLQVAAGMANPSPPVGPALGQRGVNIMEFCKAFNA
wbr31        IIDYLANLPTHEESVINFINIIQEASKLIRILILINMTKKIKAYVKLQIKAGSANPSPPIGPALGQQGVNIIEFCKSFNA
XAC142       LVDVLASLPTRDQALAMLARVLSEPAMFARAVKAVGMAKKITAFIKLQVKAGQANPAPPVGPALGQRGLNIMEFCKAFNA
XCC137       LVDVLASLPTLDQALAMLARVLSEPAMFARAVKAVGMAKKVVALIKLQVKAGQANPAPPVGPALGQRGLNIMEFCKAFNA
XF2579       LVDVLASLPTRLQALAMLARVLSEPVLFARAIKAVAVAKKVIAYIKLQVKAGQASPSPPVGPALGQRGLNIMDFCKAFNA
y3135        LIDRLATLPTYEEAIARLMGTMKEAAKLVRTLAALRMAKKVQAYVKLQVAAGMANPSPPVGPALGQQGVNIMEFCKAFNA
YPO104       LIDRLATLPTYEEAIARLMGTMKEAAKLVRTLAALRMAKKVQAYVKLQVAAGMANPSPPVGPALGQQGVNIMEFCKAFNA
Z0181        LIDRLATLPTYEEAIARLMATMKEASKLVRTLAAVRMAKKVQAYVKLQVAAGMANPSPPVGPALGQQGVNIMEFCKAFNA

b0170        KTDSIEKGLPIPVVITVYADRSFTFVTKTPPAAVLLKKAAGIKSGSGKPNKDKVGKISRAQLQEIAQTKAADMTGADIEA
BBp214       RTNNLEKGLPIPTIITVYSDKSFSFITKTPPASVLLKKAAGITKGSSKPNQNKVGTITMQQILDIAQIKKIDMTGSNIDN
Bfl31        RTADFEMGLILPVVITVYVDRSFSFVIKTPTAVFLLKKAAGIKSGSEKPKCVSVGKVLISQIYEIAKIKLIDMTSLNLES
bu232        KTENIEKGLPIPVIITVYSDRSFTFITKTPPASVLLKKLSGIKKGSSKNKSEKIGKINRSQIKEIAIIKNNDMTGSNIEN
BUsg22       TTENVEKGLPIPVIVTVYSDRSFTFITKTPPASVLLKKAAGIKSGSSKPKIETTGKITKLQIEEIAKTKKNDMTGLNIES
HI0914       RTESLEKGLPIPVVITVYADRSFTFVTKTPPAAVLLKKAAGIKSGSGKPNKDKVGKVTLDQVRQIAETKAADMTGATIET
PA3655       KTQGQEPGLPTPVIITVYSDRSFTFETKSTPAAVLLKKAAGITSGSARPNSQKVGTVTRAQLEEIAKTKQADLTAADLDA
PM1985       RTESLEKGLPIPVVITVYADRSFTFITKTPPAAVLLKKAAGIKSGSGKPNKDKVGKVTLEQVRQIAETKAADMTGSSIET
RSc140       QTQGMEPGLPVPVVITAFADKSFTFVMKSPPATVLIKKAAGVQKGSAKPHTDKVGKITRAQAEEIAKAKNADLTAADLDA
STM021       KTDSIEKGLPIPVVITVYADRSFTFVTKTPPAAVLLKKAAGIKSGSGKPNKDKVGKISRAQLQEIAQTKAADMTGADIEA
STY024       KTDSIEKGLPIPVVITVYADRSFTFVTKTPPAAVLLKKAAGIKSGSGKPNKDKVGKISRAQLQEIAQTKAADMTGADIEA
vc2259       RTESLEKGLPIPVVITVYSDRSFTFETKTPPASVLLKKAAGIKSGSARPNTAKVGTITDAQIQEIAATKAADMTGADIEA
wbr31        KTNKIDKDTPIPVIISVYNDRTFSFITKTPPTAFFLKQAANIKSGSDNPKNKKIGKISIFKINEIAKKKSPDMTGSTLNS
XAC142       ATSKLEPGLPTPVIITAYSDRTFTFVTKSTPASVLLKKAAGVSSGSKRPNTDKVGKVTRKQLEEIAKVKEADLTAAELEA
XCC137       ATSKLEPGLPTPVIITAYSDRTFTFITKSTPASVLLKKAAGVSSGSKRPNTDKVGKVTRKQLEEIVKVKEADLTAAELEA
XF2579       ATQKVEQGLPIPVVITAYSDRTFTFITKTPPASILLKKIVGIQSGSKRPNTEKVGKVTRKQLEDIAKTKELDMTAADLDA
y3135        KTESIEKGLPIPVVITVYSDRSFTFVTKTPPAAVLLKKAAGIKSGSGVPNKDKVGKVTSAQVREIAETKAADMTGSDVDA
YPO104       KTESIEKGLPIPVVITVYSDRSFTFVTKTPPAAVLLKKAAGIKSGSGVPNKDKVGKVTSAQVREIAETKAADMTGSDVDA
Z0181        KTDSIEKGLPIPVVITVYADRSFTFVTKTPPAAVLLKKAAGIKSGSGKPNKDKVGKISRAQLQEIAQTKAADMTGADIEA

b0170        MTRSIEGTARSMGLVVEITKDQIIEAVAAMSVMDVVELISAMEEKFGVSAAAVAVAVEAAETEFDVILKAAGANKVAVIK
BBp214       ISKSIIGTANSIGLIIAITKEQILDAISEMSVMNIVELISDMEKKFGVSSIISSSTIETAETEFDVLLKSIGGNKVSVIK
Bfl31        ASKSIMGTARSIGLEVELKKEEVLDAISEMSVMDIMQLISMIEKKFGVSAASHISSVTESETEFTVILSSIGGNKIPVIK
bu232        MMRSIEGTAKSMGLIIEITKEQILEAISEMSVMNVVDLITAMEEKFGVSASMINSNKDLRETEFDIFLKVIGPNKVSVIK
BUsg22       MMRSIEGTAKSMGLIVEITKEQILEAVSEMSVMNVVELISAMEKKFGVSANMVNTNKSTIETEFDIFLKSIGPNKVSVIK
HI0914       KMKSIAGTARSMGLVVELTNEQIIEAIASKTVTEIVELIAAMEEKFGVSAAAVAAAAAAAETEFDVVLKSAGANKVAVIK
PA3655       AVRTIAGSARSMGLNVELTNEDIINAVSEMSVMQVVELIKAMEEKFGVTAAAATVAAAAAATEFTIVLAEAGDKKVNVIK
PM1985       KMKSIAGTARSMGLVVELTNEQIIEAIASKSVTEIVELIAAMEEKFGVSAAAAVAVAEAAETEFDVVLAGAGANKVAVIK
RSc140       AVRTIAGSARSMGITVEITKDDILEAVSAMSVMELNDLVKAFEDKFGVSAAAAVAGAAPAATEFDVILKGAGANKVGVIK
STM021       MTRSIEGTARSMGLVVEITKDQIIEAVSAMSVMDVVELISAMEEKFGVSAAAVAVAAEAAETEFDVILKAAGANKVAVIK
STY024       MTRSIEGTARSMGLVVEITKDQIIEAVSAMSVMDVVELISAMEEKFGVSAAAVAVAAEAAETEFDVILKAAGANKVAVIK
vc2259       MKRSIAGTARSMGLVVEITNEQILDAIAEMSVMQVVELISAMEEKFGVSAAAVVSGAAAVETEFNVILAAAGANKVAVIK
wbr31        ISKSIIGTAKSMGLSIEINKQQILDAVSEMSVLEISELVSMMEKKFGVSSINNNINDESVESEFDVLLLEIGKNKISVIK
XAC142       AVRTIAGSARSMGLTVELTNEQIVDAIAEKSLMEVMELVKAIEEKFGVSAAAVAAAAAVVETEFNVVLTNCGTNKVGVIK
XCC137       AVRTIAGSARSMGLTVELTNEQIVDAIAEKSLMEVMELVKAIEEKFGVSAAAVAAAAAVVETEFTVVLTSPGANKVAAIK
XF2579       AVRTIAGSARSMGLVVELTNEKIVEAIAEKSIMEVMELVKAIEDKFGVSAAAVMVSAAPVETEFTVTLKEAGAKKVEVIK
y3135        MMRSIEGTAHSMGLVVEITKDQILEGVAALSVMEIVELISAMEEKFGVSAAAAAGPVEAAETEFDVVLASFGENKVAVIK
YPO104       MMRSIEGTAHSMGLVVEITKDQILEGVAALSVMEIVELISAMEEKFGVSAAAAAGPVEAAETEFDVVLASFGENKVAVIK
Z0181        MTRSIEGTARSMGLVVEITKDQIIEAVAAMSVMDVVELISAMEEKFGVSAAAVAVAVEAAETEFDVILKAAGANKVAVIK

b0170        AVRGATGLGLKEAKDLVEAALKEGVSKDDAEALKKALEEAGAEVEVAKPETVKRDWYVVDATGKTLGRLATELARRLRGK
BBp214       AVRSATGLGLKEAKDLVETIIKERITQDAAESLKKILNETGAEVEIAKSNDFKKMWYCIDATGKILGRLATNIASRLRGK
Bfl31        AVRSITGLGLKEAKDLVEVTLKESVSKDDADNLKKTLESVGASVEISRLRIIKRLWYIVDAKNKVLGRLSSNIAKYLIGK
bu232        TVRSATGLGLKEAKDLVETVLKENISKEDAESLKKTLEDVGAEIEIIKSSNIKRHWYYVDATNKILGRLASALSFHLRGK
BUsg22       SVRSATGLGLKEAKDLVETVLKENMSKNDAESLKKTLEDAGAEIEILKLNDIKRNWFYVDATNKILGRFASAISIRLRGK
HI0914       AVRGATGLGLKEAKDLVEANLKEGVSKEEAEALKKELEEAGAEVEVAKPETVKRDWYVVDATGKTLGRLATELARRLRGK
PA3655       VVRELTGLGLKEAKAVVDGVVKEGASKEEAEAAKKALEEAGAKVELAKPETVQRDWFVVDAAGQTLGRLATEIARRLRGK
PM1985       AVRGATGLGLKEAKDLVEAVLKEGISKAEAEALKKELEEAGAQVEVAKPETVKRDWYVVDATGKTLGRLATELARRLRGK
RSc140       AVREITGLGLKEAKDLVDKTVKEAMPKADADAAAKKLIEAGAEVEVAKPHEVKRNWFVIDATDKVLGRVASEVALRLRGK
STM021       AVRGATGLGLKEAKDLVEAALKEGVSKDDAEALKKSLEEAGAEVEVAKPETVKRDWYVVDATGKTLGRLATELARRLRGK
STY024       AVRGATGLGLKEAKDLVEAALKEGVSKDDAEALKKSLEEAGAEVEVAKPETVKRDWYVVDATGKTLGRLATELARRLRGK
vc2259       AVRGATGLGLKEAKALVDASVKEAVSKEEAEALKKELEEAGATVEVAKPETVKRDWYVVDAEGKTLGRLASEIASRLRGK
wbr31        SVRSALSLGLKESKDLIEITLKTGLNKKDAESLKKEIETSGARIELLKKNIARQNWHIFDAKNKILGRFSTKLASILKGK
XAC142       AVRAVTGLGLKEAKDLTEGMLKEGASKDEAEKIKKELTEAGATVEIAKSETVQRDWYLVDAAGKTLGRLSTELARRLRGK
XCC137       AVRGVTGLGLKEAKDLTEGILKEGVSKDEAEKIKKEMTEAGATVEVAKSETVQRDWYLVDAAGKTLGRLSTELARRLRGK
XF2579       AVRAVTGLGLKEAKDLTEGILKEAVSKEEAEKVKKELEAAGATVEVAKNETVQRDWYLVDAEGKTLGRLATELARRLLGK
y3135        AVRGATGLGLKEAKDLVEAVLKEGVNKDEAETLKKSLEEAGASVEIAKPETVKRDWYVVDASGKTLGRLATELARRLRGK
YPO104       AVRGATGLGLKEAKDLVEAVLKEGVNKDEAETLKKSLEEAGASVEIAKPETVKRDWYVVDASGKTLGRLATELARRLRGK
Z0181        AVRGATGLGLKEAKDLVEAALKEGVSKDDAEALKKALEEAGAEVEVAKPETVKRDWYVVDATGKTLGRLATELARRLRGK

b0170        HKAEYTPHVDTGDYIIVLNADKVAVTGNKRDKVYYHHTGHIGGIKQATFEEMIRRPERVIEIAVKGMLPKGPLGRAMFRK
BBp214       HKVEYTPHVDIGDYLIVINAKNIKVTGKKCDKFYYHHTGYVGGLKKIAFKDMLRYPERIIEIAVRGMLPKGPLGRSMFKK



Bfl31        HKVEYAPYVDVGDYIIVINSKDVCVTGRKYDKIYYRHTGYVGGIKKLTFKQMISYPNKVIESSVRGMLPKNSLGRMMFKR
bu232        HKTEYTPHLDTGDYIIVINASKILVTGNKRNKIYYHHTGYVGGIKQSRFEEMISHPERVIEIAVKGMLPKGALGRSMFKK
BUsg22       HKIEYTPHLDTGDYIIVLNASKILVTGQKKNKVYYHHTGYIGGIKQLRFEEIMKNPAKVIEIAVKGMLPKGSLGRSMFKK
HI0914       HKAEYTPHVDTGDYIIVINADKVAVTGRKEDKLYYWHTGYVGGIKQATFKEMIRRPEAVIEIAVKGMLPKGPLGRAMFRK
PA3655       HKPEYTPHVDTGDYIVVINAEQVRVTGAKTDKMYYHHSGFPGGIKSINFEKLIKAPERVIETAVKGMLPKNPLGRDMYRK
PM1985       HKAEYTPHVDTGDYIIVINAEKVAVTGNKEDKLYHWHTGYVGGIKQATFKEMIRRPEAVIEIAVKGMLPKGPLGRAMYRK
RSc140       HKPEFTPHVDTGDFIIVINAAKLRVTGAKTDKKYYRHSGYPGGIYETTFGKMQRFPGRALEKAVKGMLPKGPLGYAMIKK
STM021       HKAEYTPHVDTGDYIIVLNADKVAVTGNKRDKVYYHHTGHIGGIKQATFEEMIRRPERVIEIAVKGMLPKGPLGRAMFRK
STY024       HKAEYTPHVDTGDYIIVLNADKVAVTGNKRDKVYYHHTGHIGGIKQATFEEMIRRPERVIEIAVKGMLPKGPLGRAMFRK
vc2259       HKAEYTPHVDTGDYIIVVNAEKVTVTGNKANKMYHRHSEFPGGLKSFSFEKLIRKPEMVLELAVKGMLPKGPLGRAMYRK
wbr31        NDITYTPHVDSGNYVIVINSKKIKITGKKLNKFYYHHTGYSGGIKKISLENMINNSELVIYKSVKGMLPKGSLGRVMIKK
XAC142       HKPVYTPHVDTGDYLVVINAEKIVVTGNKLDKKYHRFTGYIGNLKTESLEQALRHPERVIEIAVKGMLPKGPLGRTMYRK
XCC137       HKPVYTPHVDTGDYLVVINAEKIVVTGNKLDKKYHRFTGYIGNLKTESLEQALRHPERVIEIAVKGMLPKGPLGRTMYRK
XF2579       TKPVYTTHVDTGDYLVVINAEKVVVTGKKLDKYYHRFTGYVGNLKSESLGQALRHPERVLEIAVKGMLPKGPLGRAMYRK
y3135        HKAEYTPHVDTGDYIIVLNAEKVAVTGNKRDKIYYHHTGFVGGIKQATFEEMIRRPERVIEIAVKGMLPKGPLGRAMYRK
YPO104       HKAEYTPHVDTGDYIIVLNAEKVAVTGNKRDKIYYHHTGFVGGIKQATFEEMIRRPERVIEIAVKGMLPKGPLGRAMYRK
Z0181        HKAEYTPHVDTGDYIIVLNADKVAVTGNKRDKVYYHHTGHIGGIKQATFEEMIRRPERVIEIAVKGMLPKGPLGRAMFRK

b0170        LKVYAGNEHNHAAQQPQVLDMIQEQTMLNVADNSGARRVMCIKVLGGSHRRYAGVGDIIKITIKEAIPRGKVKKGDVLKA
BBp214       LKVYANDNHNHSAQNPKILNMIQEQSILNVADNSGARLAMCIKVLGGSRRRYAGIGDIIKISIKEAIPRGKVKKGEVFKA
Bfl31        LKVYSGSIHSHNAQSPKVLEVIQERTILNVADNSGARFAMCIKVLGGSKRRYANIGDVIKVTVKEAIPKAKVKKGDVLQA
bu232        LKVFSNENHEHIAQCPQLLNMIQEQTILHVADNSGARSAMCIKVLGGSRRRYAAIGDVIKITIKEAIPRGKVKKGEVLKA
BUsg22       LKVFSNENHDHIAQCPQFLNMIQEQTILNVADNSGARSAMCIKVLGGSRRRYARIGDIIKITIKEAIPRGKVKKGEVLKA
HI0914       LKVYAGGEHQHAAQQPQVLDMIQEQTMLDVADNSGARSVMCIKVLGGSHRRYAAIGDIIKITVKEAIPRGKVKKGDVLKA
PA3655       LKVYKGASHPHTAQQPQELKMIQTQSMLDVADNSGARRVMCIKVLGGSHRRYAGIGDIIKVTVKEAIPRGKVKKGQVMTA
PM1985       LKVYAGSEHNHAAQQPQVLDMIQEQTMLDVADNSGARSVMCIKVLGGSHRRYAAIGDIIKITVKEAIPRGKVKKGDVLKA
RSc140       LKVYAEGSHPHEAQQPQVLEMIQTESRLEVADNTGAREVMCIKVLGGSKRRYASVGDIIKVSVKDAAPRGRVKKGDIYNA
STM021       LKVYAGNEHNHAAQQPQVLDMIQEQTMLNVADNSGARRVMCIKVLGGSHRRYAGVGDIIKITIKEAIPRGKVKKGDVLKA
STY024       LKVYAGNEHNHAAQQPQVLDMIQEQTMLNVADNSGARRVMCIKVLGGSHRRYAGVGDIIKITIKEAIPRGKVKKGDVLKA
vc2259       LKVYAGAEHNHAAQQPKVLDMIQMQTMLDAADNSGARSVMCIKVLGGSHRRYAHVGDIIKVTVKEAIPRGKVKKGDVLKA
wbr31        LKIFSGESHNHEAQKPKKLLMIQVQTILSVADNSGARLVMCIKVLGGSRRRYAKISDIIKIAVKEAIPRAKVKKGEVLKA
XAC142       LKVYSGAEHPHAAQQPQVLDMIQMQSYLDVADNSGAKEVMCIKVLGGSKRRYAHIGDIIKVTVKDAIPRGKVKKGEVYDA
XCC137       LKVYSGAEHPHAAQQPQVLDMIQMQSYLDVADNSGAKEVMCIKVLGGSKRRYAHIGDIIKVTVKDAIPRGKVKKGEVYDA
XF2579       LKVYTGSKHPHAAQQPQVLDMIQMQSYLGVADNSGAKEVMCIKVLGGSKRRYASIGDIIKVTVKEAIPRGKVKKGEVYDA
y3135        LKVYAGTEHNHAAQQPQVLDMIQEQTMLNVADNSGARRVMCIKVLGGSHRRYAGIGDIIKITIKEAIPRGKVKKGDVLKA
YPO104       LKVYAGTEHNHAAQQPQVLDMIQEQTMLNVADNSGARRVMCIKVLGGSHRRYAGIGDIIKITIKEAIPRGKVKKGDVLKA
Z0181        LKVYAGNEHNHAAQQPQVLDMIQEQTMLNVADNSGARRVMCIKVLGGSHRRYAGVGDIIKITIKEAIPRGKVKKGDVLKA

b0170        VVVRTKKGVRRPDGSVIRFDGNACVLLNNNSEPIGTRIFGPVTRELRSEKFMKIISLAPEVMRLNTLSPAEGSKKAGKRL
BBp214       VIIRTKKGVKRSDGSIIRFDTNACVVLNNNDQPIGTRIFGPVTRELRNDKFMKIISLAPEVMYLNTLSPNSKSHKKSKRV
Bfl31        VIVRTKKGIRRIDGSIIRFDNNACVLLNDTNMPLGTRIFGPVTRELRYANFVRIISLAPEVFSLNTIAPALGAKRVGKRV
bu232        VVVRTKKGVRRSDGSVIRFDTNACVVLNNNEQPIGTRIFGPVTRELRTEKFMKIISLAPEVMRLNTLSPANGARHSRKRL
BUsg22       VVVRTKKGVRRSDGSIIRFDNNACVVLNNNEQPVGTRIFGPVTRELRIEKFMKIISLAPEVMRLNTLSPSLGSRKNHKRL
HI0914       VVVRTKKGVRRPDGSVIRFDGNACVILNNNTEPIGTRIFGPVTRELRSEKFMKIISLAPEVMRLNTLSPAEGAKHSAKRL
PA3655       VVVRTKHGVRRTDGSIIRFDGNAAVLLNNKQEPIGTRIFGPVTRELRTEKFMKIVSLAPEVMQLNDLRSAPGARREKHRP
PM1985       VVVRTKKGVRRPDGSVIRFDGNACVILNNNTEPIGTRIFGPVTRELRSEKFMKIISLAPEVMRLNTLSPAEGAKHSAKRL
RSc140       VVVRTAKGVRRPDGSLIKFDGNAAVLLNTKLEPIGTRIFGPVTRELRTERFMKIVSLAPEVMQLNNLKPAAGSKHAKRRV
STM021       VVVRTKKGVRRPDGSVIRFDGNACVILNNNSEPIGTRIFGPVTRELRNEKFMKIISLAPEVMRLNTLSPAEGSKKAGKRL
STY024       VVVRTKKGVRRPDGSVIRFDGNACVILNNNSEPIGTRIFGPVTRELRNEKFMKIISLAPEVMRLNTLSPAEGSKKAGKRL
vc2259       VVVRTRKGVRRPDGSVIRFDRNACVLLNNNSEPIGTRIFGPVTRELRNAKFMKIVSLAPEVMLLNTLSPAAGSKHAPKRL
wbr31        VIVRTKKNLHRSDGSVLRFDKNACVLLNDSTEPIGTRIFGPVTRELRTEKFMKIISLAPEVMYLNTISPMKKSNHSSKRK
XAC142       VVVRTRKGVRRPDGSLIRFDGNAAVLLNNKQEPIGTRIFGPVTRELRSEKFMKIVSLAPEVLRLNDLKPADGARTERTRV
XCC137       VVVRTRKGVRRPDGSLIRFDGNAAVLLNNKQEPIGTRIFGPVTRELRSEKFMKIVSLAPEVMHLNDLKPADGARTERTRV
XF2579       VVVRTRSGVRRPDGSLIRFDGNAAVLLNNKQEPIGTRVFGPVTRELRSEKLMKIVSLAPEVLRLNDLKPALGASSCRARV
y3135        VVVRTKKGVRRPDGSVIRFDGNACVILNNNSEPIGTRIFGPVTRELRNEKFMKIISLAPEVMRLNTLSPAEGAKHAPKRV
YPO104       VVVRTKKGVRRPDGSVIRFDGNACVILNNNSEPIGTRIFGPVTRELRNEKFMKIISLAPEVMRLNTLSPAEGAKHAPKRV
Z0181        VVVRTKKGVRRPDGSVIRFDGNACVLLNNNSEPIGTRIFGPVTRELRSEKFMKIISLAPEVMRLNTLSPAEGSKKAGKRL

b0170        GRGIGSGLGKTGGRGHKGQKSRSGGRRGFEGGQMPLYRRLPKFGFTTAEIRLSDLAKVEGGVVDLNTLKAANIIGIQIEF
BBp214       GRGIGSGFGKTSGRGHKGQKSRSGCRRGFEGGQMPLYRRIPKFGFVVAEVRLEDLKNFSNCIINLQFLKKTGLIKKNIKY
Bfl31        ARGIGSGFGKTAGRGHKGQKSRSGCKVSFEGGQTPLHRRLPKFGFKTQEITLFDLSRIPENVIDLNVLKKYDIVSRKIRF
bu232        GRGIGSGFGKTSGRGHKGQKSRSGSRRGFEGGQMPLYRRLPKFGFNTTEVRLSDLSNLSTNIIDLNVLKQENIIKKNIKY
BUsg22       GRGIGSGFGKTAGRGHKGQKSRSGGNRGFEGGQMPIYRRIPKFGFNTAEVRLSDISKLSTDIIDLKVLKKENIINKNIKY
HI0914       GRGIGSGLGKTGGRGHKGQKSRTGGRRGFEGGQMPLYRRLPKFGFTTAEVRLNELTKVEGNVVTLETLKAANILTKDIQF
PA3655       GRGIGSGLGKTGGRGHKGLTSRSGGAPGFEGGQQPLHRRLPKFGFVRAEVRTSELAKVEGDVVSLQTLKDANLINQHVQR
PM1985       GRGIGSGLGKTGGRGHKGQKSRTGGRRGFEGGQMPLYRRLPKFGFTTAEVRLNDLAKVEGGVVTLESLKAANVITKDIQF
RSc140       GRGIGSGLGKTAGRGHKGQKSRSGGKVGFEGGQMPLHRRLPKRGFTTAEVRLGDLAGLPVAEIDLLTLKQAGLVGELVKS
STM021       GRGIGSGLGKTGGRGHKGQKSRSGGRRGFEGGQMPLYRRLPKFGFTTAEVRLSDLAKVEGGVVDLNTLKAANIIGIQIEF
STY024       GRGIGSGLGKTGGRGHKGQKSRSGGRRGFEGGQMPLYRRLPKFGFTTAEVRLSDLAKVEGGVVDLNTLKAANIIGIQIEF
vc2259       GRGVGSGLGKTGGRGHKGQKSRSGGRPGFEGGQMPLKQRLPKFGFTSAEVRLSELAKVTGDVVDLNALKAANLVTKNIEF
wbr31        GRGIGSGKGKTSGRGHKGQRSRSGGRRGFEGGQMPLYRRLPKFGHNKKEIKLSEFMKIKDSFIDLIVLKKNKIINSKIKI
XAC142       GRGIGSGLGKTAGRGHKGSFARKGGKAGFEGGQTPMQRRLPKIGFRTAEVLSYQLDKLDAGDVDFAALRAANLVPSRAKK
XCC137       GRGIGSGLGKTCGRGHKGSFARKGGKAGFEGGQTPMQRRLPKIGFRSAEVLSYQLDKLEAGEIDFAALRAANLVPSRAKK
XF2579       GRGIGSGLGKTAGRGHKGSFARKGGKPGFEGGQTPMQRRLPKIGFRTAEVLSYKLDNLEPGEIDFASLRLAKLVPSTAKK
y3135        GRGIGSGLGKTAGRGHKGQNSRSGGRRGFEGGQMPLYRRLPKFGFTTAEVRLSELALVEGDVIDLNTLKAANVVGIQMEF
YPO104       GRGIGSGLGKTAGRGHKGQNSRSGGRRGFEGGQMPLYRRLPKFGFTTAEVRLSELALVEGDVIDLNTLKAANVVGIQMEF
Z0181        GRGIGSGLGKTGGRGHKGQKSRSGGRRGFEGGQMPLYRRLPKFGFTTAEVRLSDLAKVEGGVVDLNTLKAANIIGIQIEF

b0170        AKVILAEVTTPVTVRGLRVTKGARAAIEAAGGKIMLQPKRTKFRKMHKGRNRGLGTDVSFGSFGLKAVGRGRLTARQIEA
BBp214       VKIISSIITNILIIRNLFVSKSVRNIIESSGGKIMLQPKNTKFRKMHKGKNRGLGTNVHFGLYGLKAITRGRLKSSQIES
Bfl31        VKIIMSTFDKPVIIRNLRISKGARDLIKSVGGRILLQPKRTKFRKMHKGRNRGINDKINFGTFALKSVDRGRLKSCQIES
bu232        AKIILSKLTVPLIIRGLLVSKGARSEIENTGGKVMLQPKRTKFRKMHKGRNRGLGTDINFGTFGLQAIDRGRLTARQIES
BUsg22       VKIILSKLEVALTLHGLRVTRGARLAIENYGGKIMLQPKRTKFRKMHKGRNRGLGANVSFGLFGLKAIDRGRLTARQIES
HI0914       AKVILAEVKSAVTVRGLRVTKGAKAAIEAAGGSIMLQPKRTKFRKVHKGRNRGIGTEVSFGTYGLKAVGRCRLTARQIEA
PA3655       VKVMLSEVGRAVTLKGIAATKGARAAIEAAGGKFMLQPKRTKFRKQMTGHNRGLGSKVSFGEYALKATSRGRLTARQIES
PM1985       VKIILAEVKGAVVVRGLRVTKGAKAAIEAAGGSVMLQPKRTKFRKVHKGRNRGIGTEVSFGTFGLKAVGRGRLTARQIEA
RSc140       AKVILSSIDKKVTLKGLGATAGAKAAIEAAGGSLMLQPKRRKYRKEQKGRNTGIGNAVSFGEFGLKAMGRGRLTARQIES



STM021       AKVILAEVTTPVTVRGLRVTKGARAAIEAAGGKIMLQPKRTKFRKMHKGRNRGLGADVSFGSFGLKAVGRGRLTARQIEA
STY024       AKVILAEVTTPVTVRGLRVTKGARAAIEAAGGKIMLQPKRTKFRKMHKGRNRGLGADVSFGSFGLKAVGRGRLTARQIEA
vc2259       AKIVLSEINKAVTVKGLRVTKGAKAAIEAAGGKIMLQPKRTKFRKVQTGRNRGLGTEVSFGTFGLKAVGRGRLTARQIEA
wbr31        VKIIFSNFNKKINIKNLKVSKNAKKEIEFFGGTIMLQPKRTKFRKMQKGRNRGLNSEINFGKFGLKAIQRGRLTSRQIES
XAC142       AKIVLKELSKKFVLKGVAATAGAKAAIEAAGGSVMLQPKRTKYRKMHKGRNDGLGNAVSFGEYGLKATAHGQLTARQIEA
XCC137       AKIVLKELSKKFVLKGVAATAGAKAAIEAAGGSVMLQPKRTKYRKMHKGRNDGLGNAVSFGEYGLKATAHGQLTARQIEA
XF2579       AKIVKKRLTKVFVLKGIESTAGARAMIETTGGSFMLQPKRTKYRKMHKGRNCGLANVVSFGQYGLRATAHGQLTARQIEA
y3135        VKVILSEVNRAVTLRGLRVTKGARAAIEAAGGKIMLQPKRTKFRKMHKGRNRGLGTDVSFGEFGLKACGRCRLTARQIEA
YPO104       VKVILSEVNRAVTLRGLRVTKGARAAIEAAGGKIMLQPKRTKFRKMHKGRNRGLGTDVSFGEFGLKACGRCRLTARQIEA
Z0181        AKVILAEVTTPVTVRGLRVTKGARAAIEAAGGKIMLQPKRTKFRKMHKGRNRGLGTDVSFGSFGLKAVGRGRLTARQIEA

b0170        ARRAMTRAVKRQGKIWIRVFPDKPITEKPLAVRMGKGKGNVEYWVALIQPGKVLYEMDGVPEELAREAFKLAAAKLPIKT
BBp214       ARRAITRAIKRQGKIWIRIFPDKPITKKPLEVRMGKGKGNVEYWVALVQPGKILYEISGVSEELSRIAFKLAAAKLPVKT
Bfl31        ARRAITRAIKRQGKVWIRIFPDKPITQKPLEVRMGKGKGNVEYWVALVQPGKILYEMSGVSKELADHAFKLGSSKLPVRT
bu232        ARRAITRCIKRQGKMWIRIFPDKPITQKPLEVRMGKGKGNVEYWVALVQPGKILYELEGVTEEESRAAFKLAAAKLPIKT
BUsg22       ARRAITRYIKRQGKIWIRVFPDKPITQKPLEVRMGKGKGNVEYWVALIQPGKILYEMDGVSEEESREAFKLAAAKLPIKT
HI0914       ARRAMSRAVKRQGKIWIRVFPDKPITEKPLEVRMGKGKGNVEYWVALIQPGKVLYEMDGVSEEVARNAFALAAAKLPVKT
PA3655       ARRALTRHVKRGGKIWIRVFPDKPVTKKPLEVRMGKGKGGVEYWVAQIQPGKVLYEIEGVSEELAREAFALAAAKLPLAT
PM1985       ARRAMTRAVKRQGKIWIRVFPDKPITEKPLEVRMGKGKGNVEYWVALIQPGKVLYEMDGVSEEIARNAFALAAAKLPIKT
RSc140       ARRAMTRHIKRGGRIWIRIFPDKPISKKPAEVRMGNGKGNPEYYVAEIQPGKMLYEMDGVGEELAREAFRLAAAKLPIAT
STM021       ARRAMTRAVKRQGKIWIRVFPDKPITEKPLAVRMGKGKGNVEYWVALIQPGKVLYEMDGVPEELAREAFKLAAAKLPIKT
STY024       ARRAMTRAVKRQGKIWIRVFPDKPITEKPLAVRMGKGKGNVEYWVALIQPGKVLYEMDGVPEELAREAFKLAAAKLPIKT
vc2259       ARRAMTRHIKRQGKIWIRVFPDKPITEKPLEVRQGKGKGNVEYWVAQIQPGKVMYEVDGVPEELAREAFRLAARKLPFKT
wbr31        ARRAMSRSIKRQGKIWIRVFPDKPITKKPLEVRMGKGKGNVEYWVALIQPGKILYEIDEVSETIARYAFKLATAKLPITT
XAC142       ARRTISRHVKKGGKMWIRVFPDKPITKKPIEVRMGSGKGNVEYWVAQIQPGRMIYEIEGIPEETAREAFRLAAAKLSVTT
XCC137       ARRTISRHVKKGGKMWIRVFPDKPITKKPIEVRMGSGKGNVEYWVAQIQPGRMIYEIEGIPEDIAREAFRLAAAKLSVTT
XF2579       ARRSISRYVKRGGKLLIRVFPDKPITKKPIEVRMGSGKGNVEYWVAQIQPGRMIYEIEGVSEDVAREAFRLAASKLSVTT
y3135        ARRAMTRAIKRQGKVWIRVFPDKPITEKPLEVRMGKGKGNVEYWVALIQPGKVLFEMAGVPEETAREAFKLAAAKLPVGT
YPO104       ARRAMTRAIKRQGKVWIRVFPDKPITEKPLEVRMGKGKGNVEYWVALIQPGKVLFEMAGVPEETAREAFKLAAAKLPVGT
Z0181        ARRAMTRAVKRQGKIWIRVFPDKPITEKPLAVRMGKGKGNVEYWVALIQPGKVLYEMDGVPEELAREAFKLAAAKLPIKT

b0170        VTKTVMRHRKSGRQLNRNSSHRQAMFRNMAGSLVRHEIIKTTLPKAKELRRVVEPLITLAKTDSVANRRLAFARTRDNEI
BBp214       VTKLVMRHRKIGRRFNKSATHVKAMLKNMVCSLFRYEMIKTTVSKAKELRRVAEPLITCAKIDSVANRRLVFSRIRDNKI
Bfl31        VVTGIMKHQKRVLKFNRSGSHRDAMVKNMMIALILNHIIKTTLSKAKILRQFIEPVITRAKINTIANRRLIFAKIRNTDS
bu232        VNKMVMRHRKSGRQLNRSSTHLNSMLKNMACSLFTHEVIKTTLSKAKELRRIVEPIITLSKIDTVSRRRLVFSRIRDNAI
BUsg22       VTKMVMRHRKIGRKLNCKSDHRNAIFKNMACSLILNEIIKTTLAKAKELRRIVEPMITLSKIDTVAHRRLLFSRIRNNEV
HI0914       VTKTVMRHRKSGRQLNRNSSHRQAMFRNLASALVSHEIIKTTLPKAKELRRVVEPLITLAKVDSVANRRLAFARTRNVET
PA3655       VKRTVMRHRKSGRHLSRTSAHRKAMFQNMAVSLFEHELIKTTLPKAKELRRVAEPLITLAKEDSVANRRLAFDRTRSKAA
PM1985       VTKTVMRHRKSGRQLNRNSSHRQAMFRNMASSLVSHEIIKTTLPKAKELRRVVEPLITLAKVDSVANRRLAFARTRNIET
RSc140       VVRQVMRHRHGLRKLNRTSAHRLAMLRNMSNSLFQHELIKTTLPKAKELRKVVEPLITLAKKDTVANRRLAFARLRDRDM
STM021       VTKTVMRHRKSGRQLNRNSSHRQAMFRNMAGSLVRHEIIKTTLPKAKELRRVVEPLITLAKTDSVANRRLAFARTRDNEI
STY024       VTKTVMRHRKSGRQLNRNSSHRQAMFRNMAGSLVRHEIIKTTLPKAKELRRVVEPLITLAKTDSVANRRLAFARTRDNEI
vc2259       VTKQVMRHRKSGRQLNRNSSHRKAMFSNMASSLVRHEVIKTTLPKAKELRRVVEPLITLAKTDSVANRRLAFARTRDNEV
wbr31        VNKMVMRHRNTGRYLGRNSSHRDSMLKNMIISLIRYEIIHTTLQKAKELRKILEPLITISKINSISNRRNIYSKIRNNEI
XAC142       VTRTVMRHQKSGRKFNRTSAHREAMFRNMAASLFKHELIKTTLPKAKELRRVAEPLITIGKVDGVANRRLAFARLRDKEA
XCC137       VTRTVMRHQKSGRKFNRTSAHREAMFRNMAASLFKHELIKTTLPKAKELRRVAEPLITIGKVDGVANRRLAFARLRDKEA
XF2579       VVRTVMRHQKSGRKFNRTDAHRGAMFSNMVASLFKYQLIKTTLPKAKELRRVAEPLITLAKVDSVANRRLAFARLRNKEA
y3135        VTKTVMRHRKSGRQLNRNSSHRQAMFRNMAGSLVRHEIIKTTLPKAKELRRVVEPLITLAKTDNVANRRLAFARTRDNEI
YPO104       VTKTVMRHRKSGRQLNRNSSHRQAMFRNMAGSLVRHEIIKTTLPKAKELRRVVEPLITLAKTDNVANRRLAFARTRDNEI
Z0181        VTKTVMRHRKSGRQLNRNSSHRQAMFRNMAGSLVRHEIIKTTLPKAKELRRVVEPLITLAKTDSVANRRLAFARTRDNEI

b0170        VAKLFNELGPRFASRAGGYTRILKCGFRAGDNAPMAYIELVDRRRATRARRKLQELGATRLVVHRTPRHIYAQVIAGSEV
BBp214       VFKLFRDLGPHFLGQFGGYTRILRCGFRSGDQAPMAYIQLINRRRAARTRFQIKKLHLIRLVVHRTSKHIYAQIIDNALV
Bfl31        VIKLFTQIGPHFYDRPGGYTRILKCGFRKGDNAPMAYIELVDRRRALKLRKKLYLLGSVRLVVYRSLRHMYAQIVSNCNV
bu232        VAKLFKKLGPCFFSRLGGYTRILKCGFRSGDKAPMAYIELVDRRRSMKTRCKIKKLGAIRLVVHRTSRHMYAQIISEAKV
BUsg22       IAKLFKKIGPIFYNRSGGYTRILKCGFRFGDKAPMAYIELVDRRRLLKARCKIKSLGAIRLVVHRTSRHMYAQIISESKV
HI0914       VAKLFNELGPRFAQRAGGYTRILKCGFRAGDNAPMAYIELVDRRRAARARHMMREQGVTRLVIHRTPRHIYAQVIAGSEV
PA3655       VGKLFNDLGKRYANRPGGYLRILKCGFRAGDNAPMAYVELVDRRRARKARLKMRELETVRLCVYRSSQHIYAQVIAGGKV
PM1985       VAKLFNELGPRFAQRAGGYTRILKCGFRTGDNAPMAYIELVDRRRAARARHMMREQGVTRLVIHRTPRHIYAQVIAGSEV
RSc140       VTKLFTELGPRYATRPGGYTRILKFGFRQGDNAPMALVELVDRRRARQTRLKIAELNVARLAVHRTNLHIYAQVFSGTKV
STM021       VAKLFNELGPRFASRAGGYTRILKCGFRAGDNAPMAYIELVDRRRATRARRKLKELGATRLVVHRTPRHIYAQVIAGSEV
STY024       VAKLFNELGPRFASRAGGYTRILKCGFRAGDNAPMAYIELVDRRRATRARRKLKELGATRLVVHRTPRHIYAQVIAGSEV
vc2259       VAKLFNELGPRFAARQGGYTRILKCGFRAGDKAPMAYIELVDRRRATRARRKIAELGATRLVVHRTPRHVYAQVIAGSEV
wbr31        IHKLFNDIGPRFLKKNGGYLSILKSGYRKGDNAYMAYIKFTNTIRATRTRKRIRSLEIERLVVYRTSKHVYAQIISCSNV
XAC142       VGKLFVELGPRYATRPGGYLRILKAGFRAGDNAPMAYVELVDRRRAKSTRAHIRELGVARLSVLRTGQHLYAQVFTGSKV
XCC137       VGKLFVELGPRYATRPGGYLRILKAGFRAGDNAPMAYVELVDRRRAKSTRAHIRELGVARLSVLRTGQHLYAQVFTGSKV
XF2579       VGILFSNLGPRYVTRPGGYIRLLKCGFRHGDNAPMAYVEMLERRRAKSTRVHIRKLGVPRLSVLRTGRHLYAQIFTGSKV
y3135        VAKLFNELGPRFASRAGGYTRILKCGFRAGDNAPMAYIELVDRRRATRARRKLKELGATRLVVHRTPRHIYAQVIAGSEI
YPO104       VAKLFNELGPRFASRAGGYTRILKCGFRAGDNAPMAYIELVDRRRATRARRKLKELGATRLVVHRTPRHIYAQVIAGSEI
Z0181        VAKLFNELGPRFASRAGGYTRILKCGFRAGDNAPMAYIELVDRRRATRARRKLQELGATRLVVHRTPRHIYAQVIAGSEV

b0170        LVAASTVEKAIAEQLGNKDAAAAVGKAVAERALEKGIKDVSFDRSGFQYHGRVQALADAAREAIIKQLEQEVPSFRPGDT
BBp214       LTSASTVEKEILNLVGNIHASICIGKKIAERALMKGIINVSFDRSGFQYHGRVKALADAARESYIQKYEKKIPIFKSGDT
Bfl31        LVAASTTEKLIASKLGNKEAAAVVGQVIAERAFKKGIVHVSFDRSGFKYHGRVQILAEYARQFKIRNFESNIPPLHPGDV

bu232        LVFASTLERKINCSLGNKEAAAKIGKIIAERALSKGISHVSFDRSGFKYHGRVQVLAESAREVIIQNIEKEIPVFRSGDT
BUsg22       LAFASTLESKIKSDLGNKEAAEIVGKIIAKRALLKGISNVSFDRSGFKYHGRIKKLADSARNFIIQEIEQEIPHFRPGDT
HI0914       LAAASTVEKAIREQVGNKDAAAAVGKAVAERALAKGVQAVAFDRSGFKYHGRVQTLADAAREAIIKQLEQEVPSFRPGDT
PA3655       LASASTLDKDLREGAGNIDAAKKVGQLVAERAKAAGVTQVAFDRSGFKYHGRVKALADAAREGIIQQIEAEIPAFAPGDT
PM1985       LAAASTVEKVISEQVGNKDAAAVVGKVVAERALAKGVKDVAFDRSGFKYHGRVQTLADAAREAIIKQLEQELPSFRPGDT
RSc140       LASASTAEAEVRKELGNTAAATLVGKRIAEKAKAAGIEAVAFDRSGFRYHGRVKALADAAREALIEQIEQEIPPFAPGDT
STM021       LVAASTVEKAIAEQLGNKDAAAAVGKAVAERALEKGIKDVSFDRSGFQYHGRVQALADAAREAIIKQLEQEVPSFRPGDT
STY024       LVAASTVEKAIAEQLGNKDAAAAVGKAVAERALEKGIKDVSFDRSGFQYHGRVQALADAAREAIIKQLEQEVPSFRPGDT
vc2259       IAAASTVEKAIREQVGNIDAAKAVGKAVAERALEKGVTVVAFDRSGFQYHGRVAALADSAREAIIKALEQELPQFAPGDT
wbr31        LASASTLEKKISNKVGNKKAALLVGKKIAERALKKNIKKIAFDRSGFKYHGRIKELAESARKFLINIIENSITKLFSGDI
XAC142       IAAANTLQADVKDGLKNSDAAAKVGKLIAERAKAAGIEKVAFDRSGYRYHGRIKALADAAREGILADFEAALPEFNQGDT
XCC137       IAAANTLQADVKDGLKNSDAAVKVGKLIAERAKAAGIEKVAFDRSGYRYHGRIKALADAAREGILADFEAALPEFNQGDT



XF2579       IAAANTLQSQVKDGLKNSLAATKVGKLIAERAKAVGVDRIAFDRSGYLYHGRIKILADAARDAIIAEFESAVPQFSQGDT
y3135        LVAASTVEKAINEQLGNKDAAAAVGKTIAERALEKGITKVSFDRSGFQYHGRVQALADAAREAIIKQIEQEVPAFRPGDS
YPO104       LVAASTVEKAINEQLGNKDAAAAVGKTIAERALEKGITKVSFDRSGFQYHGRVQALADAAREAIIKQIEQEVPAFRPGDS
Z0181        LVAASTVEKAIAEQLGNKDAAAAVGKAVAERALEKGIKDVSFDRSGFQYHGRVQALADAAREAIIKQLEQEVPSFRPGDT

b0170        VEVKVWVVERLQAFEGVVIAIRNRGLHSAFTVRKISNGEGVERVFQTHSPVVDSISVKRRGAVRKAKLYYLRERTGKAAR
BBp214       IIIKVWIVERIQLFEGIVIAIRNRGFNSSFCVRKVSNGEGIERVFPKYSPIIEEIIVKRHGDVKKSKLYYLRNRIGKSAK
Bfl31        VEISLWIIERFQIFEGMIIAIKNRGLNSAFTVRKISSGEGVERVFQIHSPVIKEINIKKIGVVRRAKLYYLRNLKGKSAR
bu232        IEVKVWVIERLQSFEGIVIAIKNRCLNSSFTVRKISNGEGVERVFQTHSHGIEEILVKRKGLVRKAKLYYLRTRTGKAAR
BUsg22       VEVKVWVIERLQSFEGIVISIKNRSLNSSFTVRKVSNGEGIERVFQTHSYSIDSIFVKRKGKVRKAKLYYLRTRTGKSAR
HI0914       LEVKVWVVERLQAFEGVVIAIRNRGLHSAFTLRKVSNGVGVERVFQTHSPAVDSIAVKRKGAVRKAKLYYLRERSGKSAR
PA3655       VIVQVKVKERLQAFEGVVIAKRNRGLNSAFTVRKISNGVGVERTFQTYSPIVDSLSVKRRGDVRKAKLYYLRALSGKAAR
PM1985       LEVKVWVVERLQAFEGVVIAIRNRGLHSAFTLRKVSNGVGVERVFQTHSPIVDSITVKRKGAVRQAKLYYLRERSGKSAR
RSc140       VIVNVNVVERVQAYEGVVIAKRNRGLNSSFIVRKISSGEGVERTFQLYSPLLASIEVKRRGDVRRAKLYYLRERSGKSAR
STM021       VEVKVWVVERLQAFEGVVIAIRNRGLHSAFTVRKISNGEGVERVFQTHSPVVDSIAVKRRGAVRKAKLYYLRERTGKAAR
STY024       VEVKVWVVERLQAFEGVVIAIRNRGLHSAFTVRKISNGEGVERVFQTHSPVVDSIAVKRRGAVRKAKLYYLRERTGKAAR
vc2259       VVVQVKVKERLQAFEGIVIAIRNRGLHSAFTVRKISNGEGVERTFQTHSPVVDSIEVKRRGAVRRAKLYYLRDLSGKAAR
wbr31        VKINIWVLERIQIFEGIIIAIKNKGISSSITVRKISNGEGVERMFPLHSPIIESIIVNRHSLVRKSKLYYLRNKKGRSSR

XAC142       VVVNVKVKERVQAYEGVVIGTKNAGLNSSFTVRKISHGFGVERVFQTHSAIIDSVEVKRRGKVRAGKLYYLRGLEGKAAR
XCC137       VVVNVKVKERVQAYEGVVIGTKNAGLNSAFTVRKISHGFGVERVFQTHSAIIDSVEVKRRGKVRAGKLYYLRGLEGKAAR
XF2579       IVVNVKVKERLQAYEGVVIATKNAGLNSAFTVRKISHGYGVERVFQTHSPIIESIEIKRRGKVRAAKLYYLRGLEGKAAR
y3135        VEVKVWVVERLQAFEGVVIAIRNRGLHSAFTVRKISNGEGVERVFQTHSPVIDSITVKRRGAVRQAKLYYLRERTGKSAR
YPO104       VEVKVWVVERLQAFEGVVIAIRNRGLHSAFTVRKISNGEGVERVFQTHSPVIDSITVKRRGAVRQAKLYYLRERTGKSAR
Z0181        VEVKVWVVERLQAFEGVVIAIRNRGLHSAFTVRKISNGEGVERVFQTHSPVVDSISVKRRGAVRKAKLYYLRERTGKAAR

b0170        IKERMARVKRGVIARARHKKILKQAKGYYGARSRVYRVAFQAVIKAGQYAYRDRRQRKRQFRQLWIARINAAARQNGISY
BBp214       IRELMAHVKRGVIARARHKKVLKQAKGYYGARSRTYRTARQAIIKAGQYSYRDRRQRKRYFRKLWITRINAAVRENQISY
Bfl31        IKTRMVRVKNSVTAHSRHKKILKRATGYYGARSRTYRVAYQAIIKAGQYAYRDRKQKKRIFRQLWISHINAVARQYGLSY
bu232        IKERMARIKRGVIAHARHKKILKQAKGYYGARSRIYRVAHQAVIKAGQYAYRDRRQRKRQFRQLWISRINAAVRQSKMSY
BUsg22       IKERMARVKRGVTAHARHKKVLKQAKGYYGARSRIYRVACQAVIKAGQYAYRDRRQRKRQFRQLWITRINAAVRQSQMSY
HI0914       IKERMARVKRGVIARARHKKVLKAAKGYYGARSRVYRVAFQAVIKAGQYAYRDRRQRKRQFRQLWIARINAAARQNGLSY
PA3655       IKEKMARVKRGVIARRRHKKILKLAKGYYGARSRVFRVAKQAVIKAGQYAYRDRRQRKRQFRALWIARINAGARQNGLSY
PM1985       IKERMARVKRGVIARARHKKVLKAAKGYYGARSRVYRVAFQAVIKAGQYAYRDRRQRKRQFRQLWIARINAAARQNGLSY
RSc140       IKEKMPRVKRGVTARARHKKVIDAAKGYRGRRNNVYRIAKQAVMRAGQYAYRDRRNKKRVFRALWIARINAGAREHGLSY
STM021       IKERMARVKRGVIARARHKKILKQAKGYYGARSRVYRVAFQAVIKAGQYAYRDRRQRKRQFRQLWIARINAAARQNGISY
STY024       IKERMARVKRGVIARARHKKILKQAKGYYGARSRVYRVAFQAVIKAGQYAYRDRRQRKRQFRQLWIARINAAARQNGISY
vc2259       IKEKMPRVKRGVQARARHKKVLKQAKGYYGARSRVYRVAFQAVIKAGQYAYRDRRAKKRQFRQLWIARINAAARQNGLSY
wbr31        IKQRMTRIKRGVSSKFRHKKILKKTKGYYGARSRSYRIAFQAFIKAGQYAYRDRKNKKRTFRKIWICRINSAVRKHGLSY
XAC142       IKEDMARVKRGVQARRRHKKILTLAKGYYNARRKVFRVAKQAVIKAQQYAYIGRKQKKRNFRSLWITRINAAARINGLSY
XCC137       IKEDMARVKRGVQARRRHKKILTLAKGYYNARRKVFRVAKQAVIKAQQYAYIGRKQKKRNFRSLWITRINAAARINGLSY
XF2579       IKEDMARVKRGVQARRRHKKILSLAKGYYNARRKVFRVAKQAVIKAQQYAYIGRKQKKRNFRSLWIVRINAAARINGLSY
y3135        IKERMARVKRGVIARARHKKILKQAKGYYGARSRVYRVAFQAVIKAGQYAYRDRRQRKRQFRQLWIARINAAARQNGLSY
YPO104       IKERMARVKRGVIARARHKKILKQAKGYYGARSRVYRVAFQAVIKAGQYAYRDRRQRKRQFRQLWIARINAAARQNGLSY
Z0181        IKERMARVKRGVIARARHKKILKQAKGYYGARSRVYRVAFQAVIKAGQYAYRDRRQRKRQFRQLWIARINAAARQNGISY

b0170        SKFINGLKKASVEIDRKILADIAVFDKVAFTALVEKAKAAMYAVFQSGGKQHRVSEGQTVRLEKLDIATGETVEFAEVLM
BBp214       SKFMYGLKKASIAVDRKMLSELAIFDNVSFCSLIKSSKDAMYAIFKSGGKQHKVIKGQTIRLEKINQSIGTQIKFKKILM
Bfl31        NNLINNLYKSSIYINRKMLAELATSDQVAFLNLVNNIKIHMYAVFQIGSKQYYVRTGQVIFIDRVKLDIGNQIEFNQVLL
bu232        SNFIFGLKKASINIDRKILSDIAIFDLLSFNALVKKAKEAMYAVFISGGKQYRVVKNQIIRLEKLNSPLGTTIEFDKILM
BUsg22       SSFMYGLKKASINIDRKILSDIAIFDGFSFNILIKKAKEAMYAVFMSGGKQYRVKKNQIIQLEKLNNSPGSIIEFDKILM
HI0914       SKFINGLKKASVEIDRKILADIAVFDKVAFAALVEKAKSAMYAVFQSGGKQHRVSEGQVVRLEKLELATGATVEFDSMLM
PA3655       SRLIAGLKKAAIEIDRKVLADLAVNEKAAFTAIVEKAKASMYAVIVTGGKQHKVTEGEFLKVEKLDVATGEAIDFDRVLL
PM1985       SKFINGLKKASVEIDRKILADIAVFDKVAFTALVEKAKSAMYAVFQSGGKQHRVSEGQVVRLEKLEVATGETVEFDSVLM
RSc140       SKFMNGLKKASIELDRKVLSDMAIHDKVAFAAIVNQVKANMYAVVKTGGKQYKVAAGEKLKVEQIPADVGAEITLDQVLA
STM021       SKFINGLKKASVEIDRKILADIAVFDKVAFTALVEKAKAAMYAVFQSGGKQHRVSEGQTVRLEKLDIATGETIEFAEVLM
STY024       SKFINGLKKASVEIDRKILADIAVFDKVAFTALVEKAKAAMYAVFQSGGKQHRVSEGQTVRLEKLDIATGETIEFAEVLM
vc2259       SRFINGLKKASIEIDRKILADIAVFDKAAFAVLVEKAKGAMYAVFQSGGKQHRVSEGQTLRLEKLDVETGATVEFDKVLL
wbr31        SCFMYKIKKLSIFIDRKILSDLAVLNKEAFSELIKKVKSIMYAIFKINGVQYKAKSGSVVCLNKISGDIGSTIEIKKIMA
XAC142       SRFMNGLLKAGITLDRKVLADIAVHDAAGFAALAEKAKGAMYAVLVTGGKQYRVAQGETLRVEKLEVEAGNEIKFDTILM
XCC137       SRFMNGMLKAGITLDRKVLADIAVHDAAGFAALAEKAKGAMYAVLVTGGKQYRVAQGETLRVEKLEVEAGNEIKFDTILM
XF2579       SRFMNGLLKCGITLDRKVLADIAVHDPAGFTALAEKAKSIMYAVLVTGGKQYRVVQGETLRVEKLDVETGSDVTFNSVLL

y3135        SRFINGLKKASVEIDRKILADIAVFDKVAFSALVEKAKAAMYAVFQSGGKQHRVSEGQTIRLEKLDIATGETIEFDQVLM
YPO104       SRFINGLKKASVEIDRKILADIAVFDKVAFSALVEKAKAAMYAVFQSGGKQHRVSEGQTIRLEKLDIATGETIEFDQVLM
Z0181        SKFINGLKKASVEIDRKILADIAVFDKVAFTALVEKAKAAMYAVFQSGGKQHRVSEGQTVRLEKLDIATGETVEFAEVLM

b0170        IAGEEVKIGVPFVGVIKAEVVAHGRGEKVKIVKFRRRKHYRKQQGHRQWFTDVKITGMETIAKHRHARSSAQKVRLVADL
BBp214       CCGTHITIGKPHINFILANIINHGRHKKIKIIKFNRRKHYKKQQGHRQNFTDVLITNMETIARHSQARSSAQKLRLVADL
Bfl31        IRMKNIYIGNPFIGKIIADILDHSLGKKIRIVKFRRRKHFRKFQGHRQCMTKIKVVKMETIARYRYIRSSAQKIRLVANM
bu232        LFKDSIKIGTPFVGTIKAHIQNHGRLKKIKIIKFNRRKHYKKQQGHRQYFTDVKIIDMETLAQHRQARSSAQKVRLIVDL
BUsg22       ISKKEVKIGEPFLTKIKAHVENHGRLKKIKIIKFNRRKHYKKKQGHRQYFTNVKILDMETLAQHRQARCSAQKIRLIADL
HI0914       VVGEDVKIGAPVVAKVVAEVVAQGRGEKVKIVKFRRRKHSRKQQGHRQWFTEVKITGMETIAKHRYARTSAQKARLVADL
PA3655       VAGEDVKIGLPVVAKVTAEVVSHGRHDKVRIIKFRRRKHHMKRQGHRQWFTEIKITGMEVAAKLSGARISAQKARLVADQ
PM1985       IVGEDVKIGAPVVGKVVAEVVAHGRGDKVKIVKFRRRKHSRKQQGHRQWFTEVKITGMETIAKHRYARTSAQKARLVADL
RSc140       VGGDQLKVGAPLVAAVKATVISHGRHDKVKIFKMRRRKHYQKHQGHRQNYTELRIDSMEVKAIHRGARISAQKTRLVADQ
STM021       IAGEEVKIGVPFVGVIKAEVVAHGRGEKVKIVKFRRRKHYRKQQGHRQWFTDVKITGMETIAKHRHARSSAQKVRLVADL
STY024       IAGEEVKIGVPFVGVIKAEVVAHGRGEKVKIVKFRRRKHYRKQQGHRQWFTDVKITGMETIAKHRHARSSAQKVRLVADL
vc2259       VAGEDIKVGAPLVGKVVAEVVQHGRGDKVKIVKFRRRKHSRKQQGHRQWFTEVKITGMEAIAKHNFARISPQKARLVADQ
wbr31        LFDEKIIFGQPFISRIIATIKKHINGKKISIVKFSRRKHFKKITGYRQKLTNIKIIDMETVAHHRYAKSSSQKVRLVADL
XAC142       LGSDGIKLGDALKASVTAKVVAHGRADKVRIIKFRRRKHHMKRQGHRQHYTEIEITGMEAKAILRTARISPQKARLVADQ
XCC137       LGSDGIKLGDALKASVTAKVVAHGRADKVRIIKFRRRKHHMKRQGHRQYYTEIEITGMEAKAILRTARISPQKARLVADQ
XF2579       MGSDGIHVGEALKASVTAKVVAHGRARKVRIIKFRRRKHHMKHQGHRQYYTEIQITGMEATAILRGARISPQKARLVAAQ
y3135        IAGEEINIGAPLVGKIKAEIIAHGRGEKIKIVKFRRRKHYRKQQGHRQWFTDVKITGMETIAKHRHARSSAQKVRLVADL
YPO104       IAGEEINIGAPLVGKIKAEIIAHGRGEKIKIVKFRRRKHYRKQQGHRQWFTDVKITGMETIAKHRHARSSAQKVRLVADL
Z0181        IAGEEVKIGVPFVGVIKAEVVAHGRGEKVKIVKFRRRKHYRKQQGHRQWFTDVKITGMETIAKHRHARSSAQKVRLVADL



b0170        IRGKKVSQALDILTYTNKKAAVLVKKVLESAIANAEHNDGADIDDLKVTKIFVDEGPSMKRIMPRAKGRADRILKRTSHI
BBp214       IRGKNIEHALNILTFCNKKASILVKKVLKSAISNAEHNHGSDINNLQVKKILIDEGPTMKRMMPRAKGRSDRILKRTSHI
Bfl31        IRKKEVVKAINILNYVNKKAALLVKKTLESAIANAEHNFGLNIDKLRVVKIFVDCGPSIKRVMPRAKGRSDRIVKRTSHL
bu232        IRGKKVPQALNILTYTNKKAAFLVKKVVESAVANAEHNDGADIDKLRIKKIFVNEGSTMKRMMPRAKGRADRILKRTSHI
BUsg22       IRGKKVPKALNILNFNNKKAAILVKKVLESALANAEHNDGLDVDQLRIKNIFVDEGSTMKRMMPRAKGRADRILKRTSHI
HI0914       IRGKKVAQALEILTFTNKKAAALVKKVLESAIANAEHNDGADIDDLKVAKIFVDEGPSMKRVMPRAKGRADRILKRTSHI
PA3655       IRGKKVGEALNLLAFSSKKAAEIMKKVLESAVANAEHNEGADVDDLKVSTVFVNEGRSLKRIMPRAKGRADRIVKRSCHI
PM1985       IRGKKVAAALEILTFTNKKAAALVKKVLESAIANAEHNDGADIDDLKVAKIFVDEGPSMKRVMPRAKGRADRILKRTSHI
RSc140       IRGLPIERALNVLAFSPKKAAVIVKKVVESAIANAEHNEGADIDELKVKSIYIDKATSLKRFTARAKGRGNRIEKQTCHI
STM021       IRGKKVSQALDILTYTNKKAAVLVKKVLESAIANAEHNDGADIDDLKVTKIFVDEGPSMKRIMPRAKGRADRILKRTSHI
STY024       IRGKKVSQALDILTYTNKKAAVLVKKVLESAIANAEHNDGADIDDLKVTKIFVDEGPSMKRIMPRAKGRADRILKRTSHI
vc2259       IRGKSVDQALELLTFSNKKAAELVKKVLESAIANAEHNEGADIDDLRVAKIFVDEGPVMKRIMPRAKGRADRILKRSSHI
wbr31        IRGCDASRAMEILNFSNKKAARLIKKILKSAISNAEHNEGENIENLKIKTIYVNPGPSIKRIMPRAKGRSDRILKRTSHI
XAC142       VRGLSAERAVNLLKFSDKKAAHLIKKVVESAIANAENNQGADVDELKVKTIMVDEGPSLKRFMARAKGRGTRILKRTSHI
XCC137       VRGLSAERAVNLLKFSDKKAAHLIKKVVESAIANAENNQGADVDELKVKTIMVDEGPSLKRFMARAKGRGTRILKRTSHI
XF2579       VRGLSAESAVNILRFSSKKAACLIKKVVESAIANAENNHGSNIDALKINTIIVDEGRMLKRFMARAKGRSSRIVKRSSHI
y3135        IRGKKVSQALETLTYTNKKAAGLVKKVLESAIANAEHNDGADIDDLKVTKIFVDEGPSMKRIMPRAKGRADRILKRTSHI
YPO104       IRGKKVSQALETLTYTNKKAAGLVKKVLESAIANAEHNDGADIDDLKVTKIFVDEGPSMKRIMPRAKGRADRILKRTSHI
Z0181        IRGKKVSQALDILTYTNKKAAVLVKKVLESAIANAEHNDGADIDDLKVTKIFVDEGPSMKRIMPRAKGRADRILKRTSHI

b0170        TVVVSLKVLRAPHVSEKASTAMEKSTIVLKVAKDATKAEIKAAVQKLFEVEVEVVNTLVVKGKVKRHGQRIGRRSDWKKA
BBp214       TIVVSLKVLLGPHISEKSSTLSGNFTVIIKVSICATKLEIKRAVQNMFNVAVKNVNTLVVQGKCKRKKSRITCSSNWKKA
Bfl31        TIVVSLKVIKAPHVSEKSSIALDKNVIVLKVVNYVTKQDIRHAVCMLFSVKIKKINVLMVSGKSKGQRYNLGYRCNWKKA
bu232        TVIVSLKILLSPHVSEKTSISMEKFTVVLKVLNNATKYEIKYAVKKIFDVDVDSIKTLKVKGKKKRQSNRIIQRSHWKKA
BUsg22       TVIVSLKVLLSPHISEKSSISMEKFTVVLKVSRNTTKNEIKFAVQNLFNIQVESVKTVYVKGKKKRQSNRIIYRSDWKKA
HI0914       TVVVSLSVLRAPHISEKATNNAEKSTVVLKVALDANKAEIAAAVAQLFEVKVDSVRTVVVKGKTKRRGNKMGRRSDWKKA
PA3655       TVKVAFKVLLGPHISEKATGLADGKQFVFKVATDATKLEIKKAVESLFSVKVQRVTTLNVKGKTKRTARGLGKRNDWKKA
PM1985       TVVVSLKVLKAPHVSEKATNNAEKSTIVFKVALDANKVEIANAVEQLFEVKVDSVRTVVVKGKTKRHGARMGRRSDWKKA
RSc140       TVTLGMQVLLSPVVSEKATLVADKNQVVFEVARDANKGEVKAAVELLFKVEVESVQILNQKGKQKRFGRFMGRRDHVKKA
STM021       TVVVSLKVLRAPHVSEKASTAMEKTTIVLKVAKDATKAEIKAAVQKLFEVEVEVVNTLVVKGKVKRHGQRIGRRSDWKKA
STY024       TVVVSLKVLRAPHVSEKASTAMEKTTIVLKVAKDATKAEIKAAVQKLFEVEVEVVNTLVVKGKVKRHGQRIGRRSDWKKA
vc2259       TVVVALKVLRAPHISEKATMSAEKSTIVFKVAKDATKKEIKAAVEKLFEVEVKSVNTLIIKGKTKRQGLRQGRRSDVKKA
wbr31        TIVLSFKILTSSYSSEKSSILSEKNTFTFKVLKNSKKSEIKSSIEKFFNVKVKKVRTVMLKGKSKKHKNIIGKRKNWKKA
XAC142       TVVVGFSVLRAPRVSEKTARLQEISQYVFEVSNEATKADVKAAVEQLFDVKVKAVNVVNVKGKSKSFRNRAGNRGNWRKA
XCC137       TVVVGFSVLRAPRVSEKTARLQEISQYVFEVSNEATKADVKAAVEQLFDVKVKAVNVVNVKGKSKSFRNRAGSRGNWRKA
XF2579       TVVVGFGVLRSPRVSEKSSRLQEISVYVFEVSSDATKVDVKNAVERLFDVKVGVVRVLNVKGKSKSFRNRGGSRSGWRKA
y3135        TVVVSLKVLRSPHVSEKASAAMEKNTIVLKVAKDATKAEIKAAVQKLFEVEVEDVNTLLVKGKSKRHGQRVGRRSDWKKA
YPO104       TVVVSLKVLRSPHVSEKASAAMEKNTIVLKVAKDATKAEIKAAVQKLFEVEVEDVNTLLVKGKSKRHGQRVGRRSDWKKA
Z0181        TVVVSLKVLRAPHVSEKASTAMEKSTIVLKVAKDATKAEIKAAVQKLFEVEVEVVNTLVVKGKVKRHGQRIGRRSDWKKA

b0170        YVTLKEGQNLDFVGGAKIRRDDEVIVLTGKDKGKRGKVKNVIVEGINLVKKHQKPVGGIVEKEAAIQVSNVAIFNAAGKA
BBp214       YVTLKRGQNINFIGSAKIKKNDQVIVLIGKDKGKIGIVRKVIVEGVNIVKKHTKPSGGIVEQESSINISNIAILNPTKKS
Bfl31        YVILKRGYTVDLMNMNKIRCHDEVVVLTGKDKGKIGRVKFVIVSGINVVKKHQKPVGGIIEKEAFIHLSNVAIFNAANKA
bu232        YIKVKKGCNLDFIGNLKLRRNDSVVILTGKDKGKTGIIKNVIVKGLNLIKKHQKPVGGIIEKEAPIHISNIAILNPENKA
BUsg22       YIKVKKGQNLDFMSNLKLRRNDEIIILTGKDKGKKGIIKNAIVNGLNLVKKHQKPLGGILEKEAPIQISNIAIFNPEKKA
HI0914       YVTLAEGQNLDFVDSAKIRQNDEVIVLTGKDKGKRGKVTKVFVEGINIITKHEKPVGGLVKKEAAIDASNVAIFNPKNKA
PA3655       YIALQPGQDLDFATSQKIRRDDEVIVIAGKDKGKRGKVLKLVVGGVNLIKRHTKPNGGIVEKEAPLHVSNVAIFNTESKA
PM1985       YVTLQEGQSLDFVEGAKIRQNDEVIVLAGKSKGKRGKVTQVIVEGVNIITKHEKPVGGLVKKEAAIDVSNVAIFNPKNKA
RSc140       YVSLKPGQEINFEAENKIRKGDRVIVRTGKDKGKQGTVLAVTVEGVNVAKKHVRPNGGVVDKVMPIHISNVALVDANGKP
STM021       YVTLKEGQNLDFVGGAKIRRDDEVIVLTGKDKGKRGKVKNVIVEGINLVKKHQKPVGGIVEKEAAIQVSNVAIFNAAGKA
STY024       YVTLKEGQNLDFVGGAKIRRDDEVIVLTGKDKGKRGKVKNVIVEGINLVKKHQKPVGGIVEKEAAIQVSNVAIFNTAGKA
vc2259       YVTLNEGQDLDFVGGAKIRQNDEVIVLAGKDKGKKGKVTKVIVEGINLVKKHQKPVGGIVEQEAAIDVSNIAIFNAKGKA
wbr31        YVVLKKNQKINLIKNKKIKLNDEIIVRVGKYKGKTGKIKKAIIEGINISKKHKKPTGGIFEKEQPISLSNVAIFNIDNKP
XAC142       YVRLVDGQSIDVTAKNRIKKGDQVVINTGKDKGKQGEVVRVIVSNANVIKRHTKPNGGVVEREASIHISNVNIVNPAGKG
XCC137       YVRLVDGQSIDVTAKNRIKKGDQVVINTGKDKGKQGEVVRVIVSNANVIKRHTKPNGGVVEREASIHISNVNIVNPAGKG
XF2579       YVRLIDGQSIDVAANSRIKKGDQVIVIAGKDKGKQGEIIRVVVSNVNIVKRHTKPNGGLIDREAPIHVSNIQVLNPMGKG
y3135        YVTLKEGQNLDFIGGAKIRRDDEVIVLTGKDKGKRGKVKNVIVEGINLVKKHQKPVGGIVEKEAAIQVSNLALFNATGKA
YPO104       YVTLKEGQNLDFIGGAKIRRDDEVIVLTGKDKGKRGKVKNVIVEGINLVKKHQKPVGGIVEKEAAIQVSNLALFNATGKA
Z0181        YVTLKEGQNLDFVGGAKIRRDDEVIVLTGKDKGKRGKVKNVIVEGINLVKKHQKPVGGIVEKEAAIQVSNVAIFNAAGKA

b0170        DRVGFRVRFFKSNSETTINAEVRKEQGKGASRRLRANKFPAIIYGGKEAAIELDHDKVMNMQAKVLTIVVDKEIKVKAQD
BBp214       DRIGFRVRFFKSNNTITIYGISRTKCGKKASRRLRQNKFPAIIHVSLISSIELSQNDFINIEMKEVILIVDVKYIVKIQE
Bfl31        DRVGFKIRIFKSNGNLIIKAILRTEIKKSITRKIRNGGCPAVIYNKNKSNVQLSNKDLSHPENVKVQILINFTITAKIQD
bu232        DRIGFRVRFFKSTGKTTLQAETRKEKGTGFSRRLRHNKFPAVLYGVKKTLLILDHNTTFNLQKKNLLLCVQKKYKVKVQA
BUsg22       DRIGFRVRFFKSNKKTIVKAEIRDKKGKSFSRKLREDKFPGVLYGFNNTSITMDHNLVFNLQKKTLCLLIKKKYTVKVHA
HI0914       DRVGFRVRFFKSNNEIKFNAEVRTAQGKGASRRLRNGQIPAIVYGGSEESIILNHDELNNAQAHVITLVVEKEVAVKVQA
PA3655       DRVGFKIRVFKSTQKPILNAQVRSDLGKGASRRLRAGLVPAVVYGGDKESVTLELREIAKLLENVIALNVGAKETVLIKA
PM1985       DRVGFRVRFFKSNNEIKFNAEVRQSQGKGASRRLRNGQIPAIVYGGSEASIVLNHDDLNNAQVHVITLVIEKEVAVKAQA
RSc140       SRVGIKTRVLKTTGAAKVVAFERSVQGTGASRRLRAGKTPAIIYGAGAELIELDHNALYHALKKILDIEVAKVEKALLRD
STM021       DRVGFRVRFFKSNSETTINAEVRKEQGKGASRRLRANKFPAIIYGGSEAAIELDHDQVMNMQAKVLTLVVDKEVKVKAQA
STY024       DRVGFRVRFFKSNSETTINAEVRKEQGKGASRRLRANKFPAIIYGGSEAAIELDHDQVMNMQAKVLTLVVDKEVKVKAQA
vc2259       DRIGFRVRFFKSNNEIKFEAVLRTDLGKGASRRLRTGYFPAIVYGGEAASISLNHDDVMNQMDKAIVLVIDQEVKVKPQD
wbr31        DKVKFKYRIFKSNGKKIILAENRCKIGKKFSRRIREKKIPAIIYGKGKPPIELDQNIIFNLQCLKICLKFNLDILVKIKS
XAC142       ERVGFKLRVFRSSGEAEIKVERRADEGKGASRRLRAGVIPAIVYGGELESIQLNHEQIWLAQQNILDLNLNDVQQVLLRD
XCC137       ERVGFKLRVFRSSGEAEIKVERRADEGKGASRRLRAGVIPAIVYGGELESIQLNHEQIWLAQQNILDLNLNDVQQVLLRD
XF2579       DRVGFKLRIFRSTGEVQIKAQRRKDEGKGASRRLRAGMIPAIIYGGEQRSIQLNHEQIWLAQQNILDLNVDGGEKVLLRD
y3135        DRVGFRVRFFKSTSETTINVEVRNDQGKGASRRLRANKFPAIVYGGSEASIALDHDTTKNLELKVLTLVIDKETKVKVQA
YPO104       DRVGFRVRFFKSTSETTINVEVRNDQGKGASRRLRANKFPAIVYGGSEASIALDHDTTKNLELKVLTLVIDKETKVKVQA
Z0181        DRVGFRVRFFKSNSETTINAEVRKEQGKGASRRLRANKFPAIIYGGKEAAIELDHDKVMNIQAKVLTIVVDKEIKVKAQD

b0170        VQRHPYKPKLQHIDFVRMAHKKAGGSTRNGRDSEAKRLGVKRFGGESVLAGSIIVRQRGTKFHAGANVGCGRDHTLFAKA
BBp214       IQRHAFKSKILHIDFLKMAHKKAGGSSRNGRDSHSKRLGVKHFGGETIRSGSIIVRQRGTKFHAGNNVDCAKDHTLFATS
Bfl31        VQYHPYKSNIIHIDFIHMAHKKAGGSTRNGRDSRGKRLGVKHFGGEIISAGTIIVRQRGNKFHPGKYVGCGRDHTLFALQ
bu232        IQRHSFKSKLLHIDFLYMAHKKAGGSTRNGRDSNAQRLGVKCFGGQLISAGSIIVKQRGTKFHPGKNVGCGKDHTIFAIV
BUsg22       IQRHAFKMKILHIDFIYMAHKKAGGSTRNGRDSNAQRLGIKCFGGELIPAGSIIVRQRGTKFHPGKNVGCGKDHTIFATV
HI0914       MQRHPFKPKLVHIDFKRMATKKAGGSTRNGRDSEAKRLGVKRFGGESVLAGSIIVRQRGTKFHAGNNVGMGRDHTLFATA
PA3655       LQRHPAKGFVMHADFLRMAHKKAGGSTRNGRDSESKRLGVKLFGGQAVKAGNILVRQRGTKFHAGYGVGLGKDHTLFAKV



PM1985       MQRHPFKPKLVHIDFKRMATKKAGGSTRNGRDSEAKRLGVKRFGGESVLAGSIIVRQRGTKFHAGSNVGMGRDHTLFATA
RSc140       FQLHPFKQLVLHVDFQRMAQKKGGGSTRNGRDSESKRLGVKVYGGQAINAGGIIIRQRGTRTHAGVNVGMGKDHTLFALV
STM021       VQRHAYKPKLTHIDFVRMAHKKAGGSTRNGRDSEAKRLGVKRFGGEAVLAGSIIVRQRGTKFHAGTNVGCGRDHTLFAKA
STY024       VQRHAYKPKLTHIDFVRMAHKKAGGSTRNGRDSEAKRLGVKRFGGEAVLAGSIIVRQRGTKFHAGTNVGCGRDHTLFAKA
vc2259       VQRHAYKPKVEHMDFIRMAHKKAGGSTRNGRDSESKRLGVKRFGGESVLAGNIIVRQRGTKFHAGTNVGIGKDHTLFALS
wbr31        IQKHAFKLKIIHIDFIYMAHKKAGGSTRNGRDSIGKRLGVKLFGGQKAYPGNIIVRQRGTKFHPGKNVGCGKDYSLYALK
XAC142       MQRHPFKQLIMHIDFQRMAHKKGVGSSRNGRDSNPKYLGVKIFGGQAIDAGNIIVRQRGTQFHPGAGVGLGRDHTLFALV
XCC137       MQRHPFKQLIMHIDFQRMAHKKGVGSSRNGRDSNPKYLGVKIFGGQAIDAGNIIVRQRGTQFHPGAGVGLGRDHTLFALV
XF2579       LQRHPYRQLVMHVDFQRMAHKKGVGSSRNGRDSNPKYLGVKLFGGQAIEAGNIIIRQRGTQFHAGDGVGLGRDHTLFALV
y3135        VQRHAFKPKLTHIDFVRMAHKKAGGSTRNGRDSESKRLGVKRFGGEAVLAGSIIVRQRGTKFHAGINVGCGKDHTLFALA
YPO104       VQRHAFKPKLTHIDFVRMAHKKAGGSTRNGRDSESKRLGVKRFGGEAVLAGSIIVRQRGTKFHAGINVGCGKDHTLFALA
Z0181        VQRHPYKPKLQHIDFVRMAHKKAGGSTRNGRDSEAKRLGVKRFGGESVLAGSIIVRQRGTKFHAGANVGCGRDHTLFAKA

b0170        DGKVKFEVKKNRKFISIEMSRVCQVTGKRPVTGNNRSHALNATKRRFLPNLHSHRFWVESEKRFVTLRVSAKGMRVIDKK
BBp214       QGKVKFEKKCNRTYVSIIMSKICQITGKKPITGNNRSHAMNATKRRFFPNLHFHKFWNPKTKRFIILRVSAKGMRNIDKL
Bfl31        SGKLLFEKKLQRRLVSIIMSRTCQITRKKPMNGNKRSHAMNATKRWFIPNIHSHRFWIENKKKFIKLRISTKGIRLVDKL
bu232        KGKVEFKKKKKRTYINIIMSRICQITGKKRMIGNNRSHALNATKRKFLINIQYHRFWIADEKRFIKLHVSTNGMRYIDKK
BUsg22       KGKVEFKKKKKRTYINIVMSRICQVTRKKRMIGNNRSHAMNAKKRQFLPNIQYHRFWIPEEKRFIKLRISAHGMRCIDKK
HI0914       DGKVKFEVKKSRKYVVIVMSRVCQVTGKRPAVGNNRSHAMNATRRRFLPNLHTHRFWVESENRFVTLRLTAKGMRIIDKK
PA3655       DGVVKFETKFGRKYVSIVMSRVCQVTGKGPVTGNNISHAHNKTRRRFLPNLQHHRFWVESEKRFVRLRVSAKGMRIIDKR
PM1985       DGKVKFEVKKNRKYVSIIMSRVCQVTGKRPAVGNNRSHAMNATKRRFLPNLHTHRFWVESEKRFVTLRLTAKGMRIIDKK
RSc140       DGHVKFATRGKKQFVDVVMARVCQVTGKAPMVGNNVSHANNKTKRRFLPNLQNRRFWVESENRWVSLRVSNAGLRLIDKK
STM021       DGKVKFEVKKNRKYISIVMSRVCQVTGKRPVTGNNRSHALNATKRRFLPNLHSHRFWVESEKRFVTLRVSAKGMRIIDKK
STY024       DGKVKFEVKKNRKYISIVMSRVCQVTGKRPVTGNNRSHALNATKRRFLPNLHSHRFWVESEKRFVTLRVSAKGMRIIDKK
vc2259       DGKVKFEVKNNRKFVSIEMSRVCQVTGKRPAVGNNRSHAKNATKRRFLPNLQTHRFWVESEKRFVKLRLTAKGMRIIDKK
wbr31        SGIVFFKKKKNKKFINIIMSRICQITGKKPLSGNKRSHSMNAKKRKFFPNLHNHRFWLDKEKKFINLRISKQGLRLIDKY
XAC142       DGKVEFSTKKKRRTVSVVMSRVCQVSGKRVQTGNNVSHANNRTRRRFLPNLHERRFWVASENRWVKLRVSAHALRTIDKN
XCC137       NGKVEFTTKKKRRTVSVVMSRVCQVSGKRVQTGNNVSHANNRTRRRFLPNLHERRFWVASENRWVKLRVSAHALRTIDKN
XF2579       DGTVAFSIKKKRRTVNVIMSRVCQVTGKRVQTGNNVSHANNKTRRRFLPNLHKRRFWVASENRWVKLRVSTCAVRTIDKN
y3135        DGKVKFEVKKNRKFISIEMSRVCQVTGKRPMSGNNRSHAMNATKRRFLPNLHSHRFWVEGEKRFVTLRVSAKGMRVIDKK
YPO104       DGKVKFEVKKNRKFISIEMSRVCQVTGKRPMSGNNRSHAMNATKRRFLPNLHSHRFWVEGEKRFVTLRVSAKGMRVIDKK
Z0181        DGKVKFEVKKNRKFISIEMSRVCQVTGKRPVTGNNRSHALNATKRRFLPNLHSHRFWVESEKRFVTLRVSAKGMRVIDKK

b0170        IDTVLAELRAKELREKSVEELNTELLNLLREQFNLRMQAASGQLQQSHLLKQVRRDVARVKTLLNETQTRSAIGRLPKHK
BBp214       LNSLKIKKLHVEIKKKTIKELNIELMNLLREQFNLTLQHSAKKLQQSHLLQHVRRNIAQVNTILAETQIKSSIGRLPKHK
Bfl31        IEQFLSIVSFMNYNDSNIDNLYVKLHDVLREYCKLRIQLKLGQFKKVHLFKKLRYEIACIKLRLFKTQIRSSIGCIPKHK
bu232        IETVIRKINMVEFRKKNKKDLYTELLQLLREQFNLRMQSVSGKLKQPHLLRKVRRNIAQVKTLLDSTQIKSAIGRLPKHK
BUsg22       IELIIQEIGIIKFRKKNRQDLNIELLQLLREQFNLRMQSASGKLKQPHLLRKVRKNIAQVKMLLKETQIKSSIGRIPDHK
HI0914       IDAVLAEIRAQDLRTKSVEELNAELVNLLGEQFKLRMQTATGQLQQTHQAKQVRRDIARVKTVLTETQVRSSIARLPKHK
PA3655       IEAVLADLRANELREKSVEQLNEQLLGLLRDQFNLRMQKATGQLGQSHLLSQVKRDIARVKTVLNQTLVKSLNGRLANHK
PM1985       IDAVLADIRAQELRTKSVEELNAELVNLLGEQFKLRMQAATGQLQQTHQLKQVRRSIAQVKTVLTETQVRSSIARLPKHK
RSc140       IDEVLADLRASELRDKDVAGLNQELSELLKAQFGLRMQKATQQLQNTSQLKKVRRDIARVRTVLGEQLVRSLIGTREDHR
STM021       IETVLSELRAKELREKSVEELNTELLNLLREQFNLRMQAASGQLQQSHLLKQVRRDVARVKTLLTETQTRSAIGRLPKHK
STY024       IETVLSELRAKELREKSVEELNTELLNLLREQFNLRMQAASGQLQQSHLLKQVRRDVARVKTLLTETQTRSAIGRLPKHK
vc2259       IDAVLVEIRAQDLREKSVEELNSELLNLLKEQFNLRMQAATGQLQQTHTLKAVRRDIARVKTVLTETQTKSSIGRLPKHK
wbr31        IKKVMEKIKIKNLRKKNKKELNNELLNLLREQFNLRMQAGNGQLQHTHLLKEVRKNLAYVKMLINETQIKSSIGCLKKHK
XAC142       IDAVLKELRAEQLREKSADELKAHLTDLRKEQFSLRMQQVTGQLPKTHETRRVRREIARVKHLLGSRLVRGLRGTQSRHR
XCC137       IDAVLKELRAKQLREKSADELKAHLTDLRKEQFSLRMQQVTGQLPKTHETRRVRREIARVKHLLGSRLVRGLRGTQSRHR
XF2579       IDAVLAELRAEQFRAKSVDDLKAHLIELRKEQFSMRMQLAMGQFQKTHEIRRVRRNIARVKYVLSWCLVRSLIGVPSRHR
y3135        IETVLAEIRAQELREKSVEELNTELLNLLREQFNLRMQAASGQLQQTHLLKQVRRNVARVKTLLTETQTKSSIGRLPKHK
YPO104       IETVLAEIRAQELREKSVEELNTELLNLLREQFNLRMQAASGQLQQTHLLKQVRRNVARVKTLLTETQTKSSIGRLPKHK
Z0181        IDTVLAELRAKELREKSVEELNTELLNLLREQFNLRMQAASGQLQQSHLLKQVRRDVARVKTLLNETQTRSAIGRLPKHK

b0170        ATLLGLGLRRIGHTVEREDTPAIRGMINAVSFMVKVEMKKDIHPYEEITASCSCNVMKIRSTVGNLDVCSKCHPFFGKQR
BBp214       ATLSGLGLRYIGHTVLRKNTPSVRGMIKLLSFMLRINMKKKIHPYFKINVTCSCNNINIFSTLSNVDVCSKCHPFYGQQR
Bfl31        ATLRGLGLRRIGNTVSKIDTPSVRGMINLVLYMIQVKMKKNIHPYNVISASCSCNVIHVRSTLKNLDVCDACHPFYGTQR
bu232        KTLIGLGLRYIGHTVIREDTPSIQGMVKKISYILKIQMKKKIHPYSKITATCSCNIIEIFSTINNLDICAKCHPFYGKQR
BUsg22       KTLLGLGLRHIGHSVIRQDTPSIRGMIKKISYILKIQMKKKIHPYSQIIATCSCNIIEIFSTVNNLDICAKCHPFYGKQR
HI0914       ATLRGLGLRHIHHTVELIDTPAVRGMINQVSYMVKVEMKQGIHPYKEITATCSCNVIKTRSTLGNLDVCGNCHPFYGKQR
PA3655       ACVKGLGLRRINHTVEVQDTPENRGMINKAYYLLRVEMKPGIHPYRPVLFHDTSDVYFLIGSTATLDVSSASHPVYGEQR
PM1985       ATLRGLGLRHMHHTVELIDTPAVRGMINQVSYMVKVEMKKGIHPYRTVLFYDSNKQGFLIRSCAMCDTSSASHPYYGKTR
RSc140       ATVRGLGLRRLNSVSELQDTPAVRGMINKVSYLVKVIMKENTHPYREVVFQDMSDFSFVTRSTIKIEVSSESHPFYGTQK
STM021       ATLLGLGLRRIGHTVEREDTPAVRGMVNAVSFMVKVEMKPDIHPYRTVVFHDTSNEYVKVGSTITIDVSSKSHPFYGRQK
STY024       ATLLGLGLRRIGHTVEREDTPAVRGMVNAVSFMVKVEMKKGIHPYVEITATCSCNVIKTHSTVGNLDVCGKCHPFFGKQR
vc2259       ATLRGLGLRKINHTVELEDTPCVRGMINKVYYMVKVEMKAGIHPYKAVNATCSCNSFVFNSTLGHLDVCDKCHPFYGKQR
wbr31        STLYGLGLRHIGHTVIRQNSPRLLGMINSISYLVKIKMKKKIHPSLDILATCSCNSLKIKSTIKLLDVCNKCHPFYGTQK
XAC142       LSVRALGLNKLNDVRELKDSPQVRGLINTVHYLVKVEMKDNVHPYKDVVFHDVTDFKILTRSTMKVEISSSSHPFYGKHK
XCC137       LSVHALGLNKINDVRELKDSPQVRGLINTVHYLVKVEMKDNVHPYNDVVFHDVTDFKILTRSTMKVEISSASHPFYGKHK
XF2579       LSVRALGLRKVSDMRKVNDTPQVRGLIKKVHYLVRIQMKPEIHPYREVVFHDVTNFKFLTRSTMKVEISSASHPFYGKHK
y3135        ATLIGLGLRRIGHTVEREDTPAVRGMVNLVSYMVKVEMKQGIHPYEQVTASCSCNVIKINSTVGNLDVCGECHPFYGKQR
YPO104       ATLIGLGLRRIGHTVEREDTPAVRGMVNLVSYMVKVEMKQGIHPYEQVTASCSCNVIKINSTVGNLDVCGECHPFYGKQR
Z0181        ATLLGLGLRRIGHTVEREDTPAIRGMINAVSFMVKVEMKKDIHPYEEITASCSCNVMKIRSTVGNLDVCSKCHPFFGKQR

b0170        DVATGGRVDRFNKRFMAVQQNKPTRSKRGMRRSHDALTAVLSVDKTSGEKHLRHHIADGYYRGRKVIKLVSSAGTGHFYT
BBp214       TSDTGGRIEKFHKRFMAVQKNKPTRSKRGMRRSHDYLKIPLSKDKLSGEIHIRHHIKNGYYKGKKVIKLISSSGSKHYYT
Bfl31        IIDTRGRVNLFNKRFMAVQQNKSTRSKRGMRRSHNALPITISVDKVSKEIHRRHYIMNGFYRGVKMIYLFSSTGNGHFYT
bu232        VIDTGGRVERFKKRFMAVQKNKPTRSKRGMRRSHDSLTAPLSIDKFSGETHIRHHINNGYYKGKKVIKMISSAGTGHYYT
BUsg22       IIDTGGRVERFKKRFMAVQKSKPTRSKRGMRRSHDSLKEILSKDKFSGEMHIRHHIAKGYYRGKKVIKMISSAGTGHYYT
HI0914       VVDTGGRVERFNSRFMAVQQNKKSRSRRDMRRSHDALTTAVSVDKASGETHLRHHVADGYYRGRKVIRLVSTAETGHFYT
PA3655       KTKSEGRVAGFNKRFMAVQQNKKSRSARDMRRSHDALESNLSVEKSTGEVHLRHHVPDGFYRGRKVIRLVSSAGTGHFYT
PM1985       QIANEGRASDFVNRYMAVQQNKKSRSRRDMRRSHDALTTAISVDKASGEKHLRHHVADGYYRGRKVIKLVSTAETGHFYT
RSc140       IMDTAGRVEKFRQKFMAVQQNKKSPSKRGMHRSHDFLTSAIAVEATTGEVHLRHHVPNGYYRGRKVIKLESTAGTGHFYT
STM021       TFDSESSAARFQKRFMAVQQNKPTRSKRGMRRSHDALTAVLSVDKTSGEKHLRHHIADGYYRGRKVIKLVSSAGTGHFYT
STY024       VVDTGGRVERFNKRFMAVQQNKPTRSKRGMRRSHDALTAVLSVDKTSGEKHLRHHIADGYYRGRKVIKLVSSAGTGHFYT
vc2259       IVDTGGRVERFNKRFMAVQQNRKTRSRRGMRRSHDALTAALSVDATSGETHLRHNVAEGYYRGKKVIRLVSSAGTGHFYT
wbr31        KLNIGGRVSKFKKRFMAVQKNKPTRSKRGMRRSHDKINIHFSVDKVSGEIHIRHCLKSGFYCGKKVIKLISSAGTKHFYT
XAC142       VIDTGGRIDKFQKRYMAVQKSRVTPSRRGQRRSHDALTAKLSTDPTSGEIHLRHHIADGYYRGKKVIRMISSAATGHFYT



XCC137       VIDTGGRIDKFQKRYMAVQKSRVTPSRRGQRRSHDALTAKLSTDPTSGEIHLRHHIADGYYRGKKVIRMISSAATGHFYT
XF2579       LVDTSGRIDKFKKRYMAVQKSRVTPSRRGQRRSHDALTAKLSIDPTSGEVHIRHHVADGYYRGKKVIRLISSADTGHFYT
y3135        DVASGGRVDRFNKRFMAVQQNKPTRSKRGMRRSHDALTTALSVDKTSGETHLRHHIADGFYRGRKVIKLVSSAGTGHFYT
YPO104       DVASGGRVDRFNKRFMAVQQNKPTRSKRGMRRSHDALTTALSVDKTSGETHLRHHIADGFYRGRKVIKLVSSAGTGHFYT
Z0181        DVATGGRVDRFNKRFMAVQQNKPTRSKRGMRRSHDALTAVLSVDKTSGEKHLRHHIADGYYRGRKVIKLVSSAGTGHFYT

b0170        TTKNKRTKPEKLELKKFDPVVRQHVIYKEAKMKRTFQPSVLKRNRSHGFRARMATKNGRQVLARRRAKGRARLTMPKIKT
BBp214       TTKNKKAPSKKIELKKYDPKIRKHVLYKEAKMKRTFQPSTLKRNRSHGFRARMSTKNGRHILSRRRSKFRTRLTMPKIKT
Bfl31        TTKNKRSHPEKIKLKKFDPIIKKHITYTEKKMKRTYQPSVLKRNRTHGFRLRMSTQNGRQILSRRRAKGRIRLIMPKIKT
bu232        TTKNKRNTPDKLKLKKYDPVIRKHILYNEGKMKRTFQPSILKRNRSHGFRIRMATKNGRYILSRRRAKLRTRLTMPKIKT
BUsg22       TTKNKRNTPDKLKLKKYDPIIRKHILYNEGKMKRTFQPSILKRNRSHGFRTRMATKNGRYILSRRRAKLRTRLTMPKIKT
HI0914       TDKNKRNMPEKMEIKKFDPVVRKHVIYKEAKMKRTFQPSVLKRSRTHGFRARMATKNGRQVLARRRAKGRKSLSMPKIKT
PA3655       TDKNKRTKPEKIEIKKYDPVVRQHVIYKEAKMKRTFQPSTLKRARVHGFRARMATKNGRQVLSRRRAKGRKRLTMPKMKT
PM1985       TTKNKRNMPEKMEIKKYDPVVRKHVVYKEAKMKRTFQPSVLKRSRTHGFRARMATKNGRQVLARRRAKGRKSLSMPKIKT
RSc140       TTKNKRTKPEKMEIMKFDPVARKHVAYKETKMKRTYQPSVTRRKRTHGFRVRMKTRGGRAVLNARRAKGRKRLAMPKMKT
STM021       TTKNKRTKPEKLELKKFDPVVRQHVIYKEAKMKRTFQPSVLKRNRSHGFRARMATKNGRQVLARRRAKGRARLTMPKIKT
STY024       TTKNKRTKPEKLELKKFDPVVRQHVIYKEAKMKRTFQPSVLKRNRSHGFRARMATKNGRQVLARRRAKGRARLTMPKIKT
vc2259       TDKNKRNMPGKFEIKKYDPVVRQHVVYKEAKSKRTFQPSVLKRKRTHGFRARMATANGRKVLNARRAKGRKRLSMPKMKN
wbr31        TTKNKSHNLKKIKLKKFDPVIKKHVIYNEAKMKRTFQPSLLKRKKNHGFRLRMATKSGRKILSHRRRKNRCKLTVLKIKN
XAC142       TDKNKKNTPGKMEMMKYDPVVRKHVMYKEGKTKRTFQPSNLKRARDHGFRARMATADGRKILARRRAKGRKRLSMPKIKT
XCC137       TDKNKKNTPGKMEMMKYDPVVRKHVMYKEGKTKRTFQPSNLKRARDHGFRARMATADGRKILARRRAKGRKRLSMPKIKT
XF2579       TDKNKKNTPGKLEFKKYDPRVRRHVIYKEGKTKRTYQPSNLKRKRDHGFRARMSTADGRKILARRRAKGRKRLSMPKIKT
y3135        TTKNKRTKPEKLELKKFDPVVRQHVLYKEAKMKRTFQPSVLKRNRSHGFRARMATKNGRQVLARRRAKSRSRLTMPKIKT
YPO104       TTKNKRTKPEKLELKKFDPVVRQHVLYKEAKMKRTFQPSVLKRNRSHGFRARMATKNGRQVLARRRAKSRSRLTMPKIKT
Z0181        TTKNKRTKPEKLELKKFDPVVRQHVIYKEAKMKRTFQPSVLKRNRSHGFRARMATKNGRQVLARRRAKGRARLTMPKIKT

b0170        VRGAAKRFKKGKGGFKHKHANLRHILTKKATKRKRHLRPKAMVSKGDLGLMKVRASVKKLCCKIVKRDGVIRVICEPKHK
BBp214       LRSAAKRFKKESGKFKRKQAHLRHILTKKNTHYKRHLRSKVMISKKDIQKMKVRTSVKKLCCKIVRRYNVVRVICEPKHK
Bfl31        SRSASKRFKRSSNKYKFKHAYARHILTKKSTKHKRHLRIKSILSKKNNRKMKVRASVRKMCCFIIKRRNVIRVVCTPKHK
bu232        LKSAAKRFKIASGKFKRKQANLRHILTKKTTTKKRHLRPKILVSTGDMDRMKVQASVKVLCCKIIKRNNVVRVICDPKHK
BUsg22       LRSAAKRFKKASGKFKRKQANLRHILTKKTTTKKRHLRPKILVSKGDISKVKVKASVKVLCCKIVRRKNVVRVICDPKHK
HI0914       VRGAAKRFKKASGGFKRKQSHLRHILTKKTTKRKRHLRHKSMVAKADQVLMKVRASVKKMCCKIVKREGVVRVLCDPKHK
PA3655       KSGAAKRFKKTAGGLKHKHAFKSHILTKMTTKRKRQLRGTSMLNKSDVARMKVLASLKQAKCQVVKRRGRLYVICNPRFK
PM1985       VRGAAKRFKKASGGFKRKQSHLRHILTKKTTKRKRHLRHKSMVAKADQVLMKVRASVKKLCCKIVKREGVVRVLCDPKHK
RSc140       KKSASKRFTAPGGTIKRGQAFKRHILTKKTTKNKRQLRGTEGVHETNLKSMKVLASVKRICCKIIKRKGVVRVICDPRHK
STM021       VRGAAKRFKKGKGGFKHKHANLRHILTKKATKRKRHLRPKAMVSKGDLGLMQVLNSLRNAKCQIVKRKGRLYVICNPRFK
STY024       VRGAAKRFKKGKGGFKHKHANLRHILTKKATKRKRHLRPKAMVSKGDLGLMQVLNSLRNAKCQIVKRKGRLYVICNPRFK
vc2259       NKGAAKRFKKTAGGIKYKHATKRHILTKRTTKNKRQLRPNAILPKCELAAMKVRASVKKICCKVIKRNGVVRVICEPKHK
wbr31        IRSVCKRFKKSCNKFKYKKSNLRHILTKKSTKRKRKLRIKSFATKGDKKLVKVRTSVRKLCCKIVKRNRVIRVLCDAKHK
XAC142       NRAAAKRFRKASGKYKCGHANRSHILTKKATKRKRNLRQTNHVRAEDAGRMKVLSSLKSAKCKVVRRRGKVFVICNPRFK
XCC137       NRAAAKRFRKASGKYKCGHANRSHILTKKATKRKRNLRQTNHVRAEDAGRMKVLSSLKSAKCKVVRRRGKVFVICNPRFK
XF2579       NRAAAKRFRKASGKYKAGHANRSHILTKKATKRKRNLRQQNHVRAEDAGRMKVLSSLKSAKCKVIRRRGKIFVICNPRFK
y3135        VRGAAKRFKKANGGFKRKHANLRHILTKKATKRKRHLRPKGLVSKNDLGLMKVRASVKKLCCKIVKRNGVVRVICEPKHK
YPO104       VRGAAKRFKKANGGFKRKHANLRHILTKKATKRKRHLRPKGLVSKNDLGLMKVRASVKKLCCKIVKRNGVVRVICEPKHK
Z0181        VRGAAKRFKKGKGGFKHKHANLRHILTKKATKRKRHLRPKAMVSKGDLGLMKVRASVKKLCCKIVKRDGVIRVICEPKHK

b0170        QRQMTESFAQLFEESLKEIETPGSIVRGVVVAIDKDVVLVDAGLKSESAIPAEQFKNAVGDEVDVALDAVEDGFGETLLS
BBp214       QRQMTESFAQLFEESLKNIKTPGSIIQGTVVAITKDTILVDAKLKSESKIPIDQFKNSVGDQIDVALDAIEDGFGETLLS
Bfl31        QRQMIESFAQLFEESIKKTQTSGSIVQGVVIAISKEIVLVDAGLKSESAIPINQFYNSVGDYIDVILDAVEDGFGETILS
bu232        QRQMNESFAQLFEESLKEIKTPGSIIRGTIVSIEKDMVLVDAGLKSESAIPVEQFQNSVGDQIDVALDAIEDGFGETLLS
BUsg22       QRQMNESFAQLFEESLKEIKTPGSIIRGTIVSIEKDIVLVDAGLKSESAIPVEQFKNAVGDQIDVALDAIEDGFGETLLS
HI0914       QRQMSESFAQLFEESLKVLETQGSIVSGTVVAIQKGFVLVDAGLKSESAIPVAEFLNAVGDTVNVALDAVEDGFGETKLS
PA3655       CVQMSESFAELFEESLKSLDMPGAIITGIVVDIDGDWVTVHAGLKSEGVIPVEQFYNEVGDEVHVALDAVEDGFGETKLS
PM1985       QRQMTESFAQLFEESLKELETQGSIVSGTVVAIQKGFVLVDAGLKSESAIPVEEFLNAVGDVVNVALDAVEDGFGETKLS
RSc140       QRQTNESFAALFEESIARSNMAGEVISAEVVRIDHNFVVVNAGLKSEAFVPVEEFLNDVGDYVSVAIDALENGYGDTILS
STM021       AVQMTESFAQLFEESLKEIETPGSIVRGVVVAIDKDVVLVDAGLKSESAIPAEQFKNAVGDEVDVALDAVEDGFGETLLS
STY024       AVQMTESFAQLFEESLKEIETPGSIVRGVVVAIDKDVVLVDAGLKSESAIPAEQFKNAVGDEVDVALDAVEDGFGETLLS
vc2259       QRQMTESFAQLFEEFLNETQFQGTIVKGTVVAIENGYVLVDAGLKSESAIPAEQFKNAVGSQVDVALDAVEDGFGETQLS
wbr31        QRQMTESFARLFEESLKKIQTPGSLVKGTVIAILKDIVLVDAGLKSESAVPIEQFLNNVGDVIDVTLDAIEDGFGETILS
XAC142       ARQMTESFAELFEASQANLAKPGSIVTGTVVEVRGDVVVINAGLKSEGIVPIEQFRNDVGDQVKVALDSIENGFGETVLS
XCC137       ARQMTESFAELFEASQANLAKPGSIVTGTVVEVRGDVVVINAGLKSEGIVPIEQFRNDVGDQVKVALDSIENGFGETVLS
XF2579       ARQMTESFAELFEASQANLAKPGAIVTGTVVDVRGDVVVINAGLKSEGIVPIEQFRNDVGDQVKVALDAIENGFGETILS
y3135        QRQMIESFAQLFEESLKTIETPGSIVRGVVVSIDKDIVLVDAGLKSESAIPAEQFKNAVGDEVDVALDAVEDGFGETLLS
YPO104       QRQMIESFAQLFEESLKTIETPGSIVRGVVVSIDKDIVLVDAGLKSESAIPAEQFKNAVGDEVDVALDAVEDGFGETLLS
Z0181        QRQMTESFAQLFEESLKEIETPGSIVRGVVVAIDKDVVLVDAGLKSESAIPAEQFKNAVGDEVDVALDAVEDGFGETLLS

b0170        REKAKRHEAWITLEKAYEDAETVTGVINGKVKGGFTVELNGIRAFLPGSLVDVRPVRDTLHLEGKELEFKVIKLDQKRNN
BBp214       REKAKRHEAWLTLEQAYKDSKTVVGLINGKVKGGFTVELEDIRAFLPGSLVDIRPVRETMHLEGKELEFKVIKLDQKRNN
Bfl31        REKAKRHESWLYLEKAYQEVTTVTGVIHGKVKGGFTVELNGIRAFLPGSLVDIRPIKDSIDLEGQTCDFKVIKLDHKRNN
bu232        REKAKRHEAWLILEKAHEKSETVIGIINGKVKGGFTVELNDIRAFLPGSLVDVRPVRDTIHLEGKELEFKVIKLDQKRNN
BUsg22       REKAKRHEAWLILEQAHEKSETVIGIINGKVKGGFTVELNEIRAFLPGSLVDVRPVRDTIHLEGKELEFKVIKLDQKRNN
HI0914       REKAVRHESWIELEKAYEEKATVIGLITGKVKGGFTVELNGVRAFLPGSLVDTRPAREADHLLGKELEFKVIKLDQKRNN
PA3655       REKAKRAESWIVLEAAFAADEVVKGVINGKVKGGFTVDVNGIRAFLPGSLVDVRPVRDTTHLEGKELEFKVIKLDQKRNN
PM1985       REKAVRHESWIELEKAYEEQATVIGLINGKVKGGFTVELNGVRAFLPGSLVDTRPVRETLHLEGKELEFKVIKLDQKRNN
RSc140       RDKAKRLASWLNLEKALESGEIISGTVTGKVKGGLTVMVNGIRAFLPGSLVDVRPIKDTTPYEGKTLEFKVIKLDRKRNN
STM021       REKAKRHEAWITLEKAYEDAETVTGVINGKVKGGFTVELNGIRAFLPGSLVDVRPVRDTLHLEGKELEFKVIKLDQKRNN
STY024       REKAKRHEAWITLEKAYEDAETVTGVINGKVKGGFTVELNGIRAFLPGSLVDVRPVRDTLHLEGKELEFKVIKLDQKRNN
vc2259       REKAKRHEAWIVLEKAYEEAATVIGIINGKVKGGFTVELNGIRAFLPGSLVDVRPIRDTAHLENKELEFKVIKLDQKRNN
wbr31        REKAKRKEAWLNLEKAHLDSITVNGIINGKVKGGFTVELNGIRAFLPGSLVDIRPIRDTIHLEGKDLEFKVIKLDQKRNN
XAC142       REKAKRAMVWDELEEALEKNETITGRISGKVKGGFTVDIKDVRAFLPGSLVDVRPVRDPAYLEGKELEFKLIKLDRKRNN
XCC137       REKAKRAMVWDELEEALEKNETITGRISGKVKGGFTVDIKDVRAFLPGSLVDVRPVRDPAYLEGKELEFKLIKLDRKRNN
XF2579       REKAKRSMVWDELEEALEKNETISGRINGKVKGGFTVDIKDVRAFLPASLVDVRPVRDPAYLEGKELEFKLIKLDRKRNN
y3135        REKAKRHEAWLMLEKAYEEAATVTGVINGKVKGGFTVELNGIRAFLPGSLVDVRPVRDTLHLEGKELEFKVIKLDQKRNN
YPO104       REKAKRHEAWLMLEKAYEEAATVTGVINGKVKGGFTVELNGIRAFLPGSLVDVRPVRDTLHLEGKELEFKVIKLDQKRNN
Z0181        REKAKRHEAWITLEKAYEDAETVTGVINGKVKGGFTVELNGIRAFLPGSLVDVRPVRDTLHLEGKELEFKVIKLDQKRNN



b0170        VVVSRRAVIESENSAERDQLLENLQEGMEVKGIVKNLTDYGAFVDLGGVDGLLHITDMAWKRVKHPSEIVNVGDEITVKV
BBp214       VVVSRRAVIESEYNAERNLLLETLQEGLIVSGIVKNLTDYGAFVDLGGVDGLLHITDMAWKRVKHPSEIVNIGDEVKIKI
Bfl31        VVVSRRAAIEFEHSAERDQLLHKLHEGIIIKGVVKNLTDYGAFIDLGGIDGLLHITDIAWKRVKHPSDIISIGDEISVKV
bu232        VVVSRRAVIESENSAERDQLLENLQEGMHVKGIVKNLTDYGAFVDLGGVDGLLHITDMAWKRVKHPSEIVNVGDEINIKI
BUsg22       VVVSRRAVIESENSAERDQLLESLQEGIEIKGIVKNLTDYGAFVDLGGVDGLLHITDMAWKRVKHPSEIVNVGDEINVKI
HI0914       VVVSRRAVIESENSQEREQVLENLVEGSEVKGVVKNLTEYGAFVDLGGVDGLLHITDMAWKRVKHPSEIVNVGDEVTVKV
PA3655       VVVSRRSVLEAENSAEREALLESLQEGQQVKGIVKNLTDYGAFVDLGGVDGLLHITDMAWKRIKHPSEIVNVGDEIDVKV
PM1985       VVVSRRAVIESENSQEREQILENLQEGSEVKGIVKNLTDYGAFVDLGGVDGLLHITDMAWKRVKHPSEIVNVGDEITVKV
RSc140       VVLSRRAVVEATLGEERQKLMETLKEGAIVNGIVKNITDYGAFVDLGGIDGLLHITDLAWRRVRHPSEVLSVGQEITAKI
STM021       VVVSRRAVIESENSAERDQLLENLQEGMEVKGIVKNLTDYGAFVDLGGVDGLLHITDMAWKRVKHPSEIVNVGDEINVKV
STY024       VVVSRRAVIESENSAERDQLLENLQEGMEVKGIVKNLTDYGAFVDLGGVDGLLHITDMAWKRVKHPSEIVNVGDEINVKV
vc2259       VVVSRRAVIESESSVERDELLETLQEGTEVKGIVKNLTDYGAFVDLGGVDGLLHITDMAWKRVKHPSEIVNVGDEILVKV
wbr31        VVVSRRAVIESENSAERDHILKILQEGSKAVGVVKNLTDYGAFIDLGGVDGLLHITDMAWKRVKHPNEIVSIGDEITVKI

XAC142       VVVSRRAVVESEHSEEREQLMDKLQEGAILKGVVKNLTDYGAFVDLGGIDGLLHITDMAWKRVRHPSEVVNVGDELDVRV
XCC137       VVVSRRAVVESEHSEEREQLMDKLQEGAILKGVVKNLTDYGAFVDLGGIDGLLHITDMAWKRVRHPSEVVNVGDELDVRV
XF2579       VVVSRRAVVESEHSEEREQLLDKLQEGAVLTGTVKNMTDYGAFVDLGGVDGLLHITDMAWKRVRHPCEVVNIGDEVEVRV
y3135        VVVSRRAVIESENSAERDQLLENLQEGMEVKGIVKNLTDYGAFVDLGGVDGLLHITDMAWKRVKHPSEIVNVGDEITVKV
YPO104       VVVSRRAVIESENSAERDQLLENLQEGMEVKGIVKNLTDYGAFVDLGGVDGLLHITDMAWKRVKHPSEIVNVGDEITVKV
Z0181        VVVSRRAVIESENSAERDQLLENLQEGMEVKGIVKNLTDYGAFVDLGGVDGLLHITDMAWKRVKHPSEIVNVGDEITVKV

b0170        LKFDRERTRVSLGLKQLGEDPWVAIAKRYPEGTKLTGRVTNLTDYGCFVEIEEGVEGLVHVSEMDWTNKNIHPSKVVNVG
BBp214       LKFDREKIRVSLGLKQLSDDPWTKISERYPEKTKITGRVTNLTDYGCFVEIEEGVEGLVHVSEMDWTNKNIHPSKMVQVN
Bfl31        LKFDRERTRVSLGLKQLEDDPWISIVRNYKEGDKITGKVTNLTDYGCFIEIAGGVEGLVHISEMDWTNKNIHPSKVVEVG
bu232        LKFDRERTRVSLGLKQLGEDPWIAISKRYPEETKLSGRVTNLTDYGCFVEIEEGVEGLVHVSEMDWTNKNIHPSKVVTVN
BUsg22       LKFDKERTRVSLGLKQLGEDPWIAISNRYPEGIKLSGRVTNLTDYGCFVEIEEGVEGLVHVSEMDWTNKNIHPSKVVAVN
HI0914       LKFDKDRTRVSLGLKQLGQDPWAAIAENHPVNSKLTGKVTNLTDYGCFVEILDGVEGLVHVSEMDWTNKNIHPSKVVSLG
PA3655       LKFDRERNRVSLGLKQLGEDPWVAIKARYPEGTRVMARVTNLTDYGCFAELEEGVEGLVHVSEMDWTNKNIHPSKVVQVG
PM1985       LKFDKDRTRVSLGLKQLGQDPWVAIAENHPVNSKLSGKVTNLTDYGCFVEILDGVEGLVHVSEMDWTNKNIHPSKVVSLG
RSc140       LKFDQEKNRVSLGVKQLGEDPWVGISRRYPQGTRLFGKVTNLTDYGAFVEIEAGIEGLVHVSEMDWTNKNVAPSKVVQLG
STM021       LKFDRERTRVSLGLKQLGEDPWVAIAKRYPEGTKLTGRVTNLTDYGCFVEIEEGVEGLVHVSEMDWTNKNIHPSKVVNVG
STY024       LKFDRERTRVSLGLKQLGEDPWVAIAKRYPEGTKLTGRVTNLTDYGCFVEIEEGVEGLVHVSEMDWTNKNIHPSKVVNVG
vc2259       LKFDRDRTRVSLGLKQLGEDPWVAIAKRYPEGHKLSGRVTNLTDYGCFVEIEEGVEGLVHVSEMDWTNKNIHPSKVVNVG
wbr31        LKFDKEKTRVSLGLKQLGQDPWIEISKRYPENVKISGKVTNLTDYGCFVEIEEGVEGLVHISEMDWTNKNIHPSKVVNVG
XAC142       LKFDRERNRVSLGLKQLGEDPWDNIARRYPANSRVFGKVSNVTDYGAFVEIEPGVEGLVHVSEMDWTNKNVNPSKVVQVG
XCC137       LKFDRERNRVSLGLKQLGEDPWDNIARRYPANSRVFGKVSNVTDYGAFVEIEPGVEGLVHVSEMDWTNKNVNPSKVVQVG
XF2579       LKFDRERNRVSLGLKQLGEDPWDNISRRYPANCRVFGKVSNVTDYGAFVEIEAGVEGLVHVSEMDWTNKNVNPSKVVQVG
y3135        LKFDRERTRVSLGLKQLGEDPWVAIAKRYPESTKLTGRVTNLTDYGCFVEIEEGVEGLVHVSEMDWTNKNIHPSKVVNVG
YPO104       LKFDRERTRVSLGLKQLGEDPWVAIAKRYPESTKLTGRVTNLTDYGCFVEIEEGVEGLVHVSEMDWTNKNIHPSKVVNVG
Z0181        LKFDRERTRVSLGLKQLGEDPWVAIAKRYPEGTKLTGRVTNLTDYGCFVEIEEGVEGLVHVSEMDWTNKNIHPSKVVNVG

b0170        DVVEVMVLDIDEERRRISLGLKQCKANPWQQFAETHNKGDRVEGKIKSITDFGIFIGLDGGIDGLVHLSDISWNVAGEEA
BBp214       SVVKVMILDIDEERRRISLGLKQCKNNPWMEFSKKYNKGSHVVGKIKSITDFGIFIGLEGSIDGLVHLSDISWNISGEES
Bfl31        ECIEVMVLDIDEDRRRISLGLKQCKVNPWQRFSQIYARGDRVTGRIKSITDFGIFIGLEDGIDGLVHLSDIAWSVSNNEL
bu232        DVVEVMVLDIDEERRRISLGLKQCKINPWKEFSETHKKGVHVLGKIKSITDFGIFIGLNGGIDGLVHLSDISWTIPGEEA
BUsg22       NIVDVIVLDIDEERRRISLGLKQCKINPWQEFSETHKKGIHVSGKIKSITDFGIFIGLKGGIDGLVHLSDISWKISGEEA
HI0914       DTVEVMVLEIDEERRRISLGLKQCKANPWTQFADTHNKGDKVTGKIKSITDFGIFIGLEGGIDGLVHLSDISWSISGEEA
PA3655       DEVEVQVLDIDEERRRISLGIKQCKSNPWEDFSSQFNKGDRISGTIKSITDFGIFIGLDGGIDGLVHLSDISWNEVGEEA
PM1985       DVVEVMVLEIDEERRRISLGLKQCKPNPWLQFAETHNKGDKVEGKIKSITDFGIFIGLDGGIDGLVHLSDISWNVSGEEA
RSc140       DEVEVMVLDIDEDKRRISLGMKQCKANPWDDFARNHKKGDKLAGQIKSITDFGVFIGLPGGIDGLVHLSDLSWQETGEEA
STM021       DVVEVMVLDIDEERRRISLGLKQCKSNPWQQFAETHNKGDRVEGKIKSITDFGIFIGLDGGIDGLVHLSDISWNVAGEEA
STY024       DVVEVMVLDIDEERRRISLGLKQCKSNPWQQFAETHNKGDRVEGKIKSITDFGIFIGLDGGIDGLVHLSDISWNVAGEEA
vc2259       DEVEVMVLDIDEERRRISLGLKQCKANPWQSFAEAQAKGDKVTGKIKSITDFGIFIGLEGGIDGLVHLSDISWNVPGEEA
wbr31        DTVNVLVLDIDEERRRISLGLKQCKPNPWKNFSKLNKKGDKVQGRIKSITDFGIFIGLEGGIDGLVHLSDVSWNIQGEEA
XAC142       DEVEVMVLDVDEERRRISLGMKQVAANPWETFAATHKKNDKVSGQIKSITDFGIFIGLDGGIDGLVHLSDISWNTTGEDV
XCC137       DEVEVMVLDVDEERRRISLGMKQVAANPWETFAATHKKNDKVSGQIKSITDFGIFIGLDGGIDGLVHLSDISWNTTGEDV
XF2579       DEVEVMILDVDEERRRISLGMKQVAANPWETFALTHKKGDKVSGQVKSITDFGIFIGLDGGIDGLLHLSDISWNTTGEDI
y3135        DVVEVMVLDIDEERRRISLGLKQCKSNPWQLFAETHNKNDRVEGKIKSITDFGIFIGLDGGIDGLVHLSDISWNVAGEEA
YPO104       DVVEVMVLDIDEERRRISLGLKQCKSNPWQLFAETHNKNDRVEGKIKSITDFGIFIGLDGGIDGLVHLSDISWNVAGEEA
Z0181        DVVEVMVLDIDEERRRISLGLKQCKANPWQQFAETHNKGDRVEGKIKSITDFGIFIGLDGGIDGLVHLSDISWNVAGEEA

b0170        VREYKKGDEIAAVVLQVDAERERISLGVKQLAEDPFNNWVALNKKGAIVTGKVTAVDAKTVELADEGYLRASEASRSVGD
BBp214       VKKYKKGEEVLAVVLQVDPDRERISLGIKQLQEDPFAKYVSSHKKGSLVSGTIKKIDNNVVSLSEDGLIKFLNISDKIGE
Bfl31        ISQYKKGDEVTAVVLQVDSERERISLSIKQLTEDPLNIFLSIHKKGSIVSGKITFIDHDKITLSLEFVIGCVCYLDQIGD
bu232        VVKYKKNDEISAVVLQVDAERERISLGIKQLEEDPFNTYIANHKKGAIITGIIKSLDKKIVKLPEEGVIKLTEITRKIED
BUsg22       VKNYKKGDEISAVVLQVDAERERISLGIKQLEEDPFNVYVSNHKKGAIITGIIKDFDKKTVKLSDEGNIKFSDSSRKIDD
HI0914       VRQYKKGDEVSAVVLAVDAVKERISLGIKQLEEDPFNNFVAINKKGAVVSATVVEADAKKVELAGEGYIRSADLTSAVGD
PA3655       VRRFKKGDELETVILSVDPERERISLGIKQLEDDPFSNYASLHEKGSIVRGTVKEVDAKVISLGDEGILKASEISRKEGE
PM1985       VRQYKKGDEVAAVVLQVDAVKERISLGIKQLEEDPFNNFVAVNKKGAVLSAKVVEADAKKVELDGEGYIRAADLTNNAGD
RSc140       VRKYKKGDEVEAVVLAIDVEKERISLGIKQLSGDPFNNFISANDKGSIVSVTIKTVDPKVVQLADEGYLRASEISSKEGE
STM021       VREYKKGDEIAAVVLQVDAERERISLGVKQLAEDPFNNWVALNKKGAIVTGKVTAVDAKTVELADEGYLRASEASRSVGD
STY024       VREYKKGDEIAAVVLQVDAERERISLGVKQLAEDPFNNWVALNKKGAIVTGKVTAVDAKTVELADEGYLRASEASRSVGD
vc2259       VREFKKGDEISAVVLAVDAERERISLGIKQMENDPFNAYVSDNKKGALVNGTVTAVDAKTIELEDEGYIRASEVSRNVGD
wbr31        VKEYKKGDIISAMVLQVDSDRERISLGIKQLSEDPFNYYVKNNKIGDIVDGTISIIEKSKFVIKLSFVEGYVNIADKISN
XAC142       VRNYKKGDTLEAVVLAVDPERERISLGVKQLEQDPFGQYMASNPKGSKVEGVVREVDAKTIDLADEGYVAARDIANKVGD
XCC137       VRNYKKGDTLEAVVLAVDPERERISLGVKQLEQDPFGQYMASNPKGSKVEGVVREVDAKTIDLADEGYVAARDIANKVGD
XF2579       VRNFKKGDTLETVVLAVDPERERISLGVKQLEQDPFGQYMATHPKGSKVIGTVKEVDAKLIELDEEGYVSARDIANKVGD
y3135        VREYKKGDEIAAVVLQVDAERERISLGVKQLAEDPFNNYLSVNKKGAIVTGKVTAVDAKTVELAGEGYLRAFEATRNVGD
YPO104       VREYKKGDEIAAVVLQVDAERERISLGVKQLAEDPFNNYLSVNKKGAIVTGKVTAVDAKTVELAGEGYLRAFEATRNVGD
Z0181        VREYKKGDEIAAVVLQVDAERERISLGVKQLAEDPFNNWVALNKKGAIVTGKVTAVDAKTVELADEGYLRASEASRSVGD

b0170        EVEAKFTGVDRKNRAISLSVRAKAMAEAFKVSMRDMLKAGVHFGHQTRYWNPKMKPFIFGARNKVHIINLEKTVPMFNEA
BBp214       IVEVKLNSIDKKERIIYLSILEKAMTEAFKVSMRDMLNAGVHFGHQTRYWNPKMKPFIFGSKNKVHIINLEKTMTMFNFA
Bfl31        IIQSKIEGIDRKNRVINLSVYNDVMIEAFKLSMREMLQAGVHFGHQTRYWNPKMKPFIFGIRNKIHIINLDKTIVMFSNA
bu232        KILVKLSSFDRKNRIIYLTIHMIVMTEAFKVSMREMLKAGVHFGHQTRYWNPKMKPFIFGIRNRVHIINLEKTLPMFHFA
BUsg22       TILVKISNFDRKNRIINLTFHILVMAEAFKVSMRDMLKAGVHFGHQTRYWNPKMKPFIFGSRNKVHIINLEKTLPMFNFA



HI0914       VVEAKYTGVDRKSRIVHLSVKAKAMAEAFKVSMRDMINAGVHFGHQTRYWNPQMKPFIFGARNGVHIINLEKTLPLFNEA
PA3655       EVEAKIISIDRKSRVISLSVKSKTIGDLIRVNMRDMLKAGVHFGHQTRYWNPKMGKFIFGARNKIHIINLEKTLPMFNEA
PM1985       VVEAKYTGVDRKARIVHLSVRAKAMAEAFKVSMRDMLQAGVHFGHQTRYWNPKMKPFIYGPRNGVHIINLEKTVPMFNEA
RSc140       TMTAMIVNIDRKSRNINVSIKAKNLGALLKVTMREMLEAGVHFGHQTRFWNPKMAPFIFGHRNKIHIINLEKTLPMYLDA
STM021       DVEAKFTGVDRKNRAISLSVRAKAMAEAFKVSMRDMLKAGVHFGHQTRYWNPKMKPFIFGARNKVHIINLEKTVPMFNEA
STY024       DVEAKFTGVDRKNRAISLSVRAKAMAEAFKVSMRDMLKAGVHFGHQTRYWNPKMKPFIFGARNKVHIINLEKTVPMFNEA
vc2259       KVEAKFTGVDRKNRVINLSIKAKAMADAFKVSMRDMLTAGVHFGHQTRYWNPKMKQFIFGARNRVHIINLEKTVPMFNEA
wbr31        ILKLKIIGIDRKNRTINLSFIIDVMTEAFKLSMKDMIQSGVHFGHQTRYWNPNMKPFIFCKKNKVHIINLEKTLIMFEIA

XAC142       KIEAKFVGMDRKGRTLQLSIKAKLLRAQLNVTMRQMLEAGVHFGHQTRYWNPKMAPYIFGARGKIHIINLEKTVPLFNDA
XCC137       KIEAKFVGMDRKGRTLQLSIKAKLLRAQLNVTMRQMLEAGVHFGHQTRYWNPKLAPYIFGARGKIHIINLEKTVPLFNDA
XF2579       SVEAKFIGMDRKGRTLQLSIKAKLLREQLGVTMRQMLEAGVHFGHQTRYRHPKMSPNIFGARGKIHIINLEKTVPLFNDA
y3135        EVEAKYTGVDRKNRVISLSVRAKAMAEAFKVSMRDMLQAGVHFGHQTRYWNPKMKPFIFGARNKVHIINLEKTVPMFNEA
YPO104       EVEAKYTGVDRKNRVISLSVRAKAMAEAFKVSMRDMLQAGVHFGHQTRYWNPKMKPFIFGARNKVHIINLEKTVPMFNEA
Z0181        EVEAKFTGVDRKNRAISLSVRAKAMAEAFKVSMRDMLKAGVHFGHQTRYWNPKMKPFIFGARNKVHIINLEKTVPMFNEA

b0170        LAELNKIASRKGKILFVGTKRAASEAVKDAALSCDQFFVNHRWLGGMLTNWKTVRQSIKRLKDLETQSQDGTFDKLTKKE
BBp214       LFELKKISLRKGKILFVGTKQSASKIIKESAILCKQFYVNHRWLGGMLTNWKTVRQSIKRLKDLESQSQDGTFNKLTKKE
Bfl31        LVELKKIALAKGKILFVGTKRATRESIKSTALICGQFFVNYRWLGGMLTNWKTVRQSIKRLKDLENQSQDGTFDKLTKKE
bu232        LSELKKIALKKGRILFVGTKKAASKGIKEVAINCEQFYVNHRWLGGMLTNWKTVRQSIKRLKDLEIESKDGTFSKLTKKE
BUsg22       LSELKKISLKKGKILFVGTKRAASKKIKETALNCNQFYVNHRWLGGMLTNWKTVRQSIKRLKDLETESQDGTFSKITKKE
HI0914       LAELTRIASNNGKVLFVGTKRAASEAVQAAALDCQQYYVNHRWLGGMLTNWKTVRQSIKRLKDLETQSQDGTFDKLTKKE
PA3655       LTFVERLAAGKNKILFVGTKRSAGKIVREEAARCGMPYVDHRWLGGMLTNYKTIRQSIKRLRDLETQSQDGTFDKLTKKE
PM1985       LVELTRIAGNNGKILFVGTKRAATEAVKAAALDCQQYYVNHRWLGGMLTNWKTVRQSIRRLKDLETQSQDGTFDKLTKKE
RSc140       LKYVRQLAANRGTILFVGTKRQSREILAEEAARAGMPYVDSRWLGGMLTNFKTVKISIKRLKDMEAAKEAGALESMSKKE
STM021       LAELNKISARKGKILFVGTKRAASEAVKEAANSCDQFFVNHRWLGGMLTNWKTVRQSIKRLKDLETQSQDGTFEKLTKKE
STY024       LAELNKISARKGKILFVGTKRAASEAVKEAANSCDQFFVNHRWLGGMLTNWKTVRQSIKRLKDLETQSQDGTFEKLTKKE
vc2259       LAELAKVGEKKGKVLFVGTKRAASESVKEAALASNQYYVNNRWLGGMLTNWKTVRQSIKRLKELEVQSTDGTFDKLTKKE
wbr31        MNELSKISKRDGKILFIGTKRAASEAIKNSAINCNQFFVNYRWLGGMLTNWKTVRQSIKRLKELESQSKDGTFKKLTKKE
XAC142       MNFLSSVAQKRGTVLFLGTKRSARESIKEEAERCNMPFMTQRWLGGTLTNFRTVKQSVARLKELEAAETDGTFDKLVKHE
XCC137       MNFLSSIAQKRGTVLFLGTKRSARESIKEEAERCNMPFMTQRWLGGTLTNFRTVKQSVARLKELEAAETDGTFEKLVKHE
XF2579       MNFLSAVAQKRGSVLFVGTKRSARDAIKEEAERCGMPYMIQRWLGGTLTNFRTVKQSVARLKELELAETDGTFSKLVKHE
y3135        LAELTKISSRKGKILFVGTKRAASEAVKEAANNCDQFFVNHRWLGGMLTNWKTVRQSIKRLKDLEIQSQDGTFDKLTKKE
YPO104       LAELTKISSRKGKILFVGTKRAASEAVKEAANNCDQFFVNHRWLGGMLTNWKTVRQSIKRLKDLEIQSQDGTFDKLTKKE
Z0181        LAELNKIASRKGKILFVGTKRAASEAVKDAALSCDQFFVNHRWLGGMLTNWKTVRQSIKRLKDLETQSQDGTFDKLTKKE

b0170        ALMRTRELEKLENSLGGIKDMGGLPDALFVIDADHEHIAIKEANNLGIPVFAIVDTNSDPDGVDFVIPGNDDAIRAVTLY
BBp214       VLLRMRELSKLENSLGGIKEMGSLPDALFVVDADHEHIAIREANNLGISVFSIVDTNSDPDGVDFIIPGNDDAIRAVNLY
Bfl31        VLILNRELISLENSLGGIKNMGGLPDALFTAGAEQEHIAIKEANSLGIPVFSIVDTNSDPDGIDFIIPGNDDAIRAINLY
bu232        ALIRSRELFKLENSLGGIKNMGGLPDCLFVIDAAHENIAITEANNLGIPVFSIVDTNSNPDGVDYIIPGNDDAIRSVNLY
BUsg22       ALIRTRELSKLENSLGGIKNMGGLPDCLFVIDAAHENIAIKEANNLGIPVFAIVDTNSNPDGVDYVIPGNDDAIRSVTLY
HI0914       ALMRSREMEKLELSLGGIKDMGGLPDALFVIGADHEHIAVKEANNLGIPVFAIVDTNSTPAGVDFVIPGNDDATRAIQLY
PA3655       ALMRSRDLEKLERSLGGIKDMGGLPDALFVIDVDHERIAITEANKLGIPVIGVVDTNSSPEGVDYVIPGNDDAIRAVQLY
PM1985       ALMRTREMEKLELSLGGIKEMGGLPDALFVIGADHEHIAVKEANNLGIPVFAIVDTNSDPDGVDFVIPGNDDAARAIQLY
RSc140       ALMFEREMEKLEKSIGGIKDMGGIPDAIFVVDVGYHKIAVTEAAKLGIPVIGVVDTNHSPEGIDYVIPGNDDSSKAVALY
STM021       ALMRTRELEKLENSLGGIKDMGGLPDALFVIDADHEHIAIKEANNLGIPVFAIVDTNSDPDGVDFVIPGNDDAIRAVSLY
STY024       ALMRTRELEKLENSLGGIKDMGGLPDALFVIDADHEHIAIKEANNLGIPVFAIVDTNSDPDGVDFVIPGNDDAIRAVSLY
vc2259       ALMRTREMEKLEKSLGGIKDMGGLPDALFVIDADHEHIAIKEANNLGIPVFAVVDTNSSPDGVDYIIPGNDDAIRAVQLY
wbr31        ALIRTRTLNKLENSLGGIKNMGGLPDAIFVIDVEHEKTSIKEANKLGIPIFAIVDTNSNPKDIKFVIPGNDDSIRAIDLY
XAC142       VLGLRREREKLDASLGGIKEMNRLPDAIFVIDIGHEDIAIKEAKKLGIPVIAVVDTNYDPALVDYAIPGNDDAIRAVQLY
XCC137       VLGLRREREKLDASLGGIKEMNRLPDAIFVIDIGHEDIAIKEAKKLGIPVIAVVDTNYDPALVDYAIPGNDDAIRAVQLY
XF2579       VLRLRRESGKLQASLGGIKDMNRIPDAIFVIDIGHEDIAIKEAKKLGIPVVAVVDTNYDPSLVDYPIPGNDDAIRAVQLY
y3135        ALMRTRELNKLENSLGGIKDMGGLPDALFVVDADHEHIAIKEANNLGIPVFSIVDTNSDPDGVDFIIPGNDDAIRAVKLY
YPO104       ALMRTRELNKLENSLGGIKDMGGLPDALFVVDADHEHIAIKEANNLGIPVFSIVDTNSDPDGVDFIIPGNDDAIRAVKLY
Z0181        ALMRTRELEKLENSLGGIKDMGGLPDALFVIDADHEHIAIKEANNLGIPVFAIVDTNSDPDGVDFVIPGNDDAIRAVTLY

b0170        LGAVAATVREGRMGQKVHPNGIRLGIVKPWNSTWFANEFADNLDSDFKVRQYLTKELAKASVSRIVIERPKSIRVTIHTA
BBp214       LNAVSKVIKKNVMGQKVHPNGMRLGIIKHWNSVWFSNDFAKILDSDYQVRLFLRKELFKASVSRIVIERPKSIRVTIYSA
Bfl31        LNIVSNVICSDEMGQKVHPNGMRLGIIKSWHSTWYANNFSNNLNNDFEVRKFLLGQLSKALVSRIIIERPKSIRVTIYTA
bu232        LKSIMLTISKINMGQKVHPNGMRLGIIKKWNSVWFANDFADHLDSDYKVRQFLMKTLEKASISRIIIERPKSIRVTIYTA
BUsg22       LQAVSLSICKNQMGQKVHPNGMRLGIIKKWNSVWFANDFADHLDSDYKVRQFLMKKLVKASVSRIIIERPKSIRVTIYTA
HI0914       VSAAAAAVKEGRMGQKVHPHGIRLGIVKPWSSTWFANDFADNLEGDFKVRKFLNKELASASVSRITIERPKSIRVTIHTA
PA3655       LNSMAEAVIRGKMGQKVHPNGIRLGIVKEHTSVWYADNYADYLFADLKVREYLQDKLKSASVSRIDIHRPQTARITIHTA
PM1985       LSAAAAAVKEGRMGQKVHPHGIRLGIVKPWSSTWFANDFADNLDGDFKVRKFLNKELANASVSRITIERPKSIRVTIHTA
RSc140       VRGVADAILEGRMGQKIHPTGFRLAVSRNWASRWYASQFAGMLKEDIEVREFLKKKLKNASVGRVVIERPKNARITIYSS
STM021       LGAVAATVREGRMGQKVHPNGIRLGIVKPWNSTWFANEFADNLDSDFKVRQYLTKELAKASVSRIVIERPKSIRVTIHTA
STY024       LGAVAATVREGRMGQKVHPNGIRLGIVKPWNSTWFANEFADNLDSDFKVRQYLTKELAKASVSRIVIERPKSIRVTIHTA
vc2259       LNAAAQAINEGRMGQKVHPNGIRLGIVKPWNATWFANDFADNLDGDFKVRQYLSKELANASLSRIVIERPKSIRVTIHTA
wbr31        LKTVSETIKNSKMGQKVNPNGIRLGIIKSWSSTWYANEFSKNLISDFKVREFLKKSLSKAYVSKLIIERPKSIRINIYTA
XAC142       ARAAADAVLEGKMGHKVHPTGIRLGIAKDWNSKWYANEFASYLAADLKVREMLRKKLAQAGVSKILIERPKTARVTIHTA
XCC137       ARAAADAVLEGKMGHKVHPTGIRLGIAKDWNSKWYASDFAAYLAADLKVREMLRKKLAQAGISKILIERPKTARVTIHTA
XF2579       ARAAADAVLEGKMGHKVHPIGIRLGISADWNSKWYANEFAGYLAADLKVRQVLRKKMSQAGISKILIERPNTACVSMHVA
y3135        LGAVATAVREGRMGQKVHPNGIRLGIVKAWNSTWYANEFADNLDSDFKVRQFLTKELAKASVSRIVIERPKSIRVTIHTA
YPO104       LGAVATAVREGRMGQKVHPNGIRLGIVKAWNSTWYANEFADNLDSDFKVRQFLTKELAKASVSRIVIERPKSIRVTIHTA
Z0181        LGAVAATVREGRMGQKVHPNGIRLGIVKPWNSTWFANEFADNLDSDFKVRQYLTKELAKASVSRIVIERPKSIRVTIHTA

b0170        RPGIVIGKKGEDVEKLRKVVADIAGVPAQINIAEVRKPELDAKLVADSITSQLERRVMFRRAMKRAVQNAMRLGAKGIKV
BBp214       RPGIVIGKKGEDVEKLRLSITNITGVPTQINIAEIRKPELDAKLVADNIVSQLERRIMFRRAMKRAVQNAMRQGAKGIKV
Bfl31        RPGVIIGRKGEDIEKLREKVSKISGVPTKLNISEIRKPELEAKLLADNIASQLERRVIFRRAIKRVVQSAMRLGAKGIKV
bu232        RPGIVIGKKGEDVEKLRISIAKITGVPVQINISEVRKPELDAKLVSDSITSQLERRVMFRRAMKRSVQNAMRQGAKGIKV
BUsg22       RPGIVIGKKGEDVEKLRINIAKITGVPAQINISEVRKPELDAKLVSESITSQLERRVMFRRAMKRSVQNAMRQGAKGIKV
HI0914       RPGIVIGKKGEDVEKLRNAVSKIAGVPAQINIAEVKKPELDAKLVADSIASQLERRVMFRRAMKRAVQSAMRLGAKGIKV
PA3655       RPGIVIGKKGEDVEKLRQDLTKQMGVPVHINIEEIRKPELDAMLVAQSVAQQLERRVMFRRAMKRAVQNAMRIGAKGIKI
PM1985       RPGIVIGKKGEDVEKLRNAVAAIAGVPAQINIAEVKKPELDAKLVADSIASQLERRVMFRRAMKRAVQNAMRLGAKGIKV
RSc140       RPGVVIGKKGEDIELLKAELQRRMGVPVHVNIEEIRKPEVDAQLIADSITQQLERRIMFRRAMKRAMQNAMRLGAQGIKI
STM021       RPGIVIGKKGEDVEKLRKVVADIAGVPAQINIAEVRKPELDAKLVADSITSQLERRVMFRRAMKRAVQNAMRLGAKGIKV
STY024       RPGIVIGKKGEDVEKLRKVVADIAGVPAQINIAEVRKPELDAKLVADSITSQLERRVMFRRAMKRAVQNAMRLGAKGIKV



vc2259       RPGVVIGKKGEDVEKLRAAVAKIAGVPAQINIAEVRKPELDGQLVADSIASQLERRVMFRRAMKRAVQNAMRLGAKGIKV
wbr31        RPGIVIGRKGEDVDKLRKEISNITGVPAQISITEIKRPELDAKLVSENIASQLERRIMFRRAMKRAVQNAIRLGAKGIKV
XAC142       RPGVVIGKRGEDIEKLRKEVSELMGVPAHINVTEVRKPELDAQLVAESIAQQLERRIMFRRAMKRSVGNAMRLGALGIKV
XCC137       RPGVVIGKRGEDIEKLRKEVSEMMGVPAHINVTEVRKPELDAQLVAESIAQQLERRIMFRRAMKRSVGNAMRLGALGIKV
XF2579       RPGVVIGKRGEDIEMLRKQVSDIMGVSVHINVIEVRKPELDAQLVAESVAQQLERRIMFRRAMKRSVGNAMRLGALGIKI
y3135        RPGIVIGKKGEDVEKLRKVVADIAGVPAQINIAEVRKPELDAKLVADSITSQLERRVMFRRAMKRAVQNAMRLGAKGIKV
YPO104       RPGIVIGKKGEDVEKLRKVVADIAGVPAQINIAEVRKPELDAKLVADSITSQLERRVMFRRAMKRAVQNAMRLGAKGIKV
Z0181        RPGIVIGKKGEDVEKLRKVVADIAGVPAQINIAEVRKPELDAKLVADSITSQLERRVMFRRAMKRAVQNAMRLGAKGIKV

b0170        EVSGRLGGAEIARTEWYREGRVPLHTLRADIDYNTSEAHTTYGVIGVKVWIFKGEILMARYLGPKLKLSRREGTDLFLKS
BBp214       EISGRLGGTEIARREWYREGRVPLHTLRADIEYNVSEAHTTYGVIGVKVWIFKGEILMAKYLGPKLKLCRRENTDLFFKS
Bfl31        EVSGRLSGAEIARTEWYREGRVPLHTFRADIDYSLSEAHTSYGVVGVKVWVFKGEILMAKYVGPKLKLSRRENTDLFLKS
bu232        EVSGRLGGAEIARREWYREGRVPLHTLRANIDYSISEAHTTYGVIGVKVWIFKGEILMAKYLGPKLKLSRREGTDLFLKS
BUsg22       EVSGRLGGAEIARREWYREGRVPLHTLRANIDYSISEAHTTYGVIGVKVWIFKGEILMARYLGPKLKLSRREGTDLFLKS
HI0914       EVSGRLGGAEIARSEWYREGRVPLHTLRADIDYNTAEAHTTYGVIGVKVWIFKGEILMARYLGPKLKLSRREGTDLFLKS
PA3655       QVSGRLGGAEIARTEWYREGRVPLHTLRADIDYATYEAHTTYGVIGVKVWIFKGEVIMARYIGPKCKLSRREGTDLFLKS
PM1985       EVSGRLGGAEIARSEWYREGRVPLHTLRADIDYNTAEAHTTYGVIGIKVWIFKGEILMARYLGPKLKLSRREGTDLFLKS
RSc140       MSSGRLNGIEIARTEWYREGRVPLHTLRADIDYGFSEAETTYGIIGVKVWVYKGDHLVARYTGPKAKLSRREGTDLFLKS
STM021       EVSGRLGGAEIARTEWYREGRVPLHTLRADIDYNTSEAHTTYGVIGVKVWIFKGEILMARYLGPKLKLSRREGTDLFLKS
STY024       EVSGRLGGAEIARTEWYREGRVPLHTLRADIDYNTSEAHTTYGVIGVKVWIFKGEILMARYLGPKLKLSRREGTDLFLKS
vc2259       EVSGRLGGAEIARSEWYREGRVPLHTLRADIDYATSSAHTTYGVIGVKVWIFKGEILMARYLGPKLKLSRREGTDLFLKS
wbr31        EVSGRLGGAEIARKEWYREGRVPLHTFRADIDYNTSEAHTTYGIIGVKVTIFKGEILMAKYLGPKLKLSRREGTDLFLKS
XAC142       NVAGRLNGAEIARSEWYREGRVPLHTLRADIDYGFAEASTTYGIIGIKVWIYKGEVFMARYIGPTCKLARREGADLSLKS
XCC137       NVAGRLNGAEIARSEWYREGRVPLHTLRADIDYGFAEASTTYGIIGIKVWIYKGEVFMARYIGPTCKLARREGADLSLKS
XF2579       SVAGRLNGAEIARSEWYREGRVPLQTLRADIGYGFSEAHTNYGVTGVKVLIYHGDIFMARYIGPSCKLARREGADLSLKS
y3135        EVSGRLGGAEIARTEWYREGRVPLHTLRADIDYNTSEAHTTYGVIGVKVWIFKGEILMARYLGPKLKLSRREGTDLFLKS
YPO104       EVSGRLGGAEIARTEWYREGRVPLHTLRADIDYNTSEAHTTYGVIGVKVWIFKGEILMARYLGPKLKLSRREGTDLFLKS
Z0181        EVSGRLGGAEIARTEWYREGRVPLHTLRADIDYNTSEAHTTYGVIGVKVWIFKGEILMARYLGPKLKLSRREGTDLFLKS

b0170        VRAIDTEQAPGQHGARKPRLSDYGVQLREKQKVRRIYGVLERQFRNYYKEAARLKGNTGENLLALLEGRLDNVVYRMGFG
BBp214       IRAIDSDQFPGQHGSKRQRLSDYGVQLREKQKVRRLYGILEAQFRNYYKHASRLKGNTGENLLFLLENRLDNVTYRIGFG
Bfl31        IRSIDSDHAPGQHSIRKSRLSDYGVQLREKQKVKRMYGILENQFANYYRKSASMKGNTGEILLQLLESRLDNVVYRMGFG
bu232        LRSIESEQPPGQHGIRKPRLSDYAIQLREKQKVRRLYGVLERQFKIYYKLAASLKGNTGANLLQLLESRLDNVVYRMGFG
BUsg22       FRSIDSEHPPGQHGVRKPRLSDYAIQLREKQKVRRLYGVLERQFRIYYKKASRSKGNTGENLLQLLERRLDNVVYRMGFG
HI0914       VRAIDSDTAPGQHGARKPRLSDYGSQLREKQKVRRIYGILERQFRNYYKEANRLKGNTGENLLVLLEGRLDNVVYRMGFA
PA3655       ARALDSENVPGQHGQRRGRLSDYGLQLREKQKVRRIYGVLERQFRGYYQEASRRKGSTGENLLQLLECRLDNVVYRMGFG
PM1985       VRAIESDTAPGQHGARKPRLSDYGSQLREKQKVRRIYGILERQFRNYYKEANRLKGNTGENLLVLLEGRLDNVVYRMGFA
RSc140       RRSLADDSKPGQHGRTSARTSDYGNQLREKQKVKRIYGVLERQFRRYFAEADRRKGNTGENLLQLLESRLDNVVYRMGFG
STM021       VRAIDTEQAPGQHGARKPRLSDYGVQLREKQKVRRIYGVLERQFRNYYKEAARLKGNTGENLLALLEGRLDNVVYRMGFG
STY024       VRAIDTGQAPGQHGARKPRLSDYGVQLREKQKVRRIYGVLERQFRNYYKEAARLKGNTGENLLALLEGRLDNVVYRMGFG
vc2259       VRAIDTDNAPGVHGARRGRLSEYGVQLREKQKVRRIYGVLEKQFRNYYKEAARLKGNTGENLLQLLEGRLDNVVYRMGFG
wbr31        VRAIESDHLPGQHGSRRSRLSDYGIQLREKQKLRRMYVILERQFKKYYKKAVRMKGNTGENLLILLESRLDNVVYRMGFG
XAC142       ARALDSEQKPGQHGAARGKLSDYATQLREKQKVKRIYGLLERQFRNYYKKASTKKGNTGENLLQLLETRLDNVCYRMGFA
XCC137       ARALDSEQKPGQHGAARGKLSDYATQLREKQKVKRIYGLLERQFRNYYKKASTKKGNTGENLLQLLETRLDNVCYRMGFA
XF2579       SRALDSEQRPGQHGAVRSKLSDYASQLREKQKVKRIYGVLERQFRNYYKNASTKKGNTGENLLQLLETRLDNVIYRMGFA
y3135        VRAIDTEQPPGQHGARKPRLSDYGVQLREKQKVRRIYGVLERQFRNYYKEAARLKGNTGANLLQLLEGRLDNVVYRMGFG
YPO104       VRAIDTEQPPGQHGARKPRLSDYGVQLREKQKVRRIYGVLERQFRNYYKEAARLKGNTGANLLQLLEGRLDNVVYRMGFG
Z0181        VRAIDTEQAPGQHGARKPRLSDYGVQLREKQKVRRIYGVLERQFRNYYKEAARLKGNTGENLLALLEGRLDNVVYRMGFG

b0170        ATRAEARQLVSHKAIMVNGRVVNIASYQVSPNDVVSIREKAKKQSRVKAALELAEQEKPTWLEVDAGKMEGTFKRKPERS
BBp214       STRAEARQLVSHKSILVNNCTVNIPSYQVSPGDVISIHKNSKLQSRIKAALELSEQETPIWIEVDFNKMQGIYKRVPERS
Bfl31        STRAESRQLVSHKSIIVNDCIVNIASYQVVPNTVIQVYKKSHNQSRIYAALEIAEQESVPWIEVDSAKLKGIFKRRPERS
bu232        CTRSESRQLINHKSIMVNNKVVNIASYQVSPNDQISIRNKSKNQSRIKAALELVEQEKPIWLEVNSTKMEGIFKRFPERS
BUsg22       CTRSESRQLISHKSIKVNNNIVNIASYQISPNDRISVRDKSKNQSRIKAALELTEQEKLMWIEVNVTKMEGIFKRFPERS
HI0914       TTRAEARQLVSHKAIVVNGRVVNIPSFQVSVNDVVAIREKSKKQARIKASLELAEQEKPTWLEVDSAKMEGVFKRVPERS
PA3655       STRSESRQLVSHKAITVNGQTVNIPSYQVKAGDVVAVREKSKNQLRIAQALELCGQGRVEWVEVDLDKKAGTFKSAPARS
PM1985       ATRAEARQLVSHKAIVVNGRVVNIPSFQVSVNDVVAVREKSKKQARIKASLELAEQEKPTWLEVDAAKMEGVFKRVPERS
RSc140       STRAEARQLVSHKAILVNGQALNVPSAQIKSGDVVAIREKSKKQVRIAESLSLAEQGFPGWVAVDAKKMEGTFKQAPDRG
STM021       ATRAEARQLVSHKAIMVNGRVVNIASYQVSPNDVVSIREKAKKQSRVKAALELAEQEKPTWLEVDAGKMEGTYKRKPERS
STY024       ATRAEARQLVSHKAIMVNGRVVNIASYQVSPNDVVSIREKAKKQSRVKAALELAEQEKPTWLEVDAGKMEGTYKRKPERS
vc2259       ATRAEARQLVSHKAILVNGKVVNVPSFNVAANDVVAVREKAKKQSRIKAALEVAEQEKPTWIEVDVNTMEGTFKRMPERS
wbr31        STRLESRQLISHKSIIINKKVINIPSYQIKPNDCIEVKEIAKKQSRIKAAIEISEQEKQSWIDVDRVKMQGIFKKFPDRS
XAC142       VTRPAARQLVSHRGVLVNGKSVNLASYQIKAGDAITLSEKAQKQLRVQEALTVAEQMTPSWVEVDSKKFSGVFKAVPDRA
XCC137       VTRPAARQLVSHRGVLVNGKSVNLASYQIKAGDAITLSEKAQKQLRVQEALTVAEQMTPSWVEVDSKKFSGVFKAVPDRA
XF2579       VTRPAARQLVSHRRVLVNGKLVNLPSYHVKPGDVVALSQRAQKYLCVQESLTIKDQSAFSWVEVDSEKFSGVFKAFPDRA
y3135        ATRAESRQLVSHKAIMVNGRVVNIASYQVSPNDVVSIREKAKKQSRVKAALELAEQEKPTWLEVDAVKMEGVFKRIPERT
YPO104       ATRAESRQLVSHKAIMVNGRVVNIASYQVSPNDVVSIREKAKKQSRVKAALELAEQEKPTWLEVDAVKMEGVFKRIPERT
Z0181        ATRAEARQLVSHKAIMVNGRVVNIASYQVSPNDVVSIREKAKKQSRVKAALELAEQEKPTWLEVDAGKMEGTFKRKPERS

b0170        DLSDINEHLIVELYSGELQEKLIAVNRVSKTVKGGRIFSFTALTVVGDGNGRVGFGYGKAREVPAAIQKAMEKARRNMIN
BBp214       DLSEINEYLIIELYSGDLKEKLISVNRVSKTVKGGRIFSFSALTVVGDGHGKVGFGYGKAREVPSAIQKAMEKARRNMIQ
Bfl31        ELSNINEHLIVELYSHELQEKLITVNRVSKTVKGGRVFSFAALTVVGNVNGRVGFGYGKAREVPSAIQKAMEKARHNMID

bu232        DLSEINEYLIVELYSNDLQEKLITVNRVSKTVKGGRIFSFTALTVVGNGDGKVGFGYGKAREVPAAIQKAMEQARRNMIT
BUsg22       DLSEINEHLIVELYSSELQEKLITVNRVSKTVKGGRIFSFTALTVVGNGEGRVGFGYGKAREVPAAIQKAMEKARRNMVT
HI0914       DLSDINEHLIVELYSGELQEKLIAVNRVSKTVKGGRIMSFTALTVVGDGNGRVGFGYGKAREVPAAIQKAMEKARRNMIN
PA3655       DLSDINENLIVELYSEGYIEKLVQVNRVAKTVKGGRIFAFTALTVVGDGKGRVGFGRGKAREVPAAIQKAMEAARRNMIQ
PM1985       DLSDINEHLIVELYSGELQEKLIAVNRVSKTVKGGRIMSFTALTVVGDGNGRVGFGYGKAREVPAAIQKAMEKARRNMIN
RSc140       DIADINESLIVELYSDGLREKMIAVNRVTKVVKGGRILGFAALTVVGDGDGRIGMGKGKAKEVPVAVQKAMDEARRKMVK
STM021       DLSDINEHLIVELYSGELQEKLIAVNRVSKTVKGGRIFSFTALTVVGDGNGRVGFGYGKAREVPAAIQKAMEKARRNMIN
STY024       DLSDINEHLIVELYSGELQEKLIAVNRVSKTVKGGRIFSFTALTVVGDGNGRVGFGYGKAREVPAAIQKAMEKARRNMIN
vc2259       DLSDINEQLIVELYSNDLQEKLIAVNRVSKTVKGGRIMSFTALTVVGDGNGRVGFGYGKAREVPAAIQKAMEKARRSMVT
wbr31        DLSEINEHLIIELYSNELQEKLISVNRVSKTVKGGRIFSFTALTVVGDCQGKIGFGYGKSKEVPLAIQKAMDKARKNMII
XAC142       DLPDINEALIVELYSDGMIEKLVAVNRVSKTVKGGRQFTFTALTVVGDGLGKVGFGYGKAREVPVAIQKSMEQARKNLAT
XCC137       DLPDINEALIVELYSDGMIEKLVAVNRVSKTVKGGRQFTFTALTVVGDGLGKVGFGYGKAREVPVAIQKSMEQARKNLAT
XF2579       DLPDINEALIVELYSDGMIEKLVAVNRVSKTVKGGRQFTFTALTIVGNGEGSVGFGYGKAREVPVAIQKSMEYARKTMAN
y3135        DLSDINEHLIVELYSGELQEKLIAVNRVSKTVKGGRIFSFTALTVVGDGNGRVGFGYGKAREVPAAIQKAMEKARRAMIN



YPO104       DLSDINEHLIVELYSGELQEKLIAVNRVSKTVKGGRIFSFTALTVVGDGNGRVGFGYGKAREVPAAIQKAMEKARRAMIN
Z0181        DLSDINEHLIVELYSGELQEKLIAVNRVSKTVKGGRIFSFTALTVVGDGNGRVGFGYGKAREVPAAIQKAMEKARRNMIN

b0170        VALNNGTLQHPVKGVHTGSRVFMQPASEGTGIIAGGAMRAVLEVAGVHNVLAKAYGSTNPINVVRATIDGLENMNSPEMV
BBp214       VPLNNGTLQYSVTGSYTGSYIFMKPASNGTGIIAGGAMRSVLEVAGVHNVLAKTYGSTNPINVVRATMLVLESMKSPEMI
Bfl31        IPLPGRTLQHSIIGIYTGARIYMKPASEGTGIIAGGAMRAILEVVGIHNVLAKAYGSTNPINIVRATVNALKNMKSPEMV
bu232        IPLVNKTLQHSLKGSHTGSNVFMKPASDGTGIIAGGAMRAVLEVAGIHNVLAKTYGSTNPINVVRATMNGLVNMKSPEMI
BUsg22       IPLVNKTLQHSLKGSHTGSNIFMKPASDGTGIIAGGAMRAVLEVAGIHNVLAKTYGSTNPINVVRATMNGLTNMKSPEMI
HI0914       VALNEGTLQHPVKGVHTGSRVFMQPASEGTGIIAGGAMRAVLEVAGVRNVLSKAYGSTNPINVVRATIDALANMKSPEMV
PA3655       VDLNGTTLQYPTKSAHGASKVYMQPASEGTGIIAGGAMRAVLEVAGVQNVLAKCYGSTNPVNVVYATFKGLKNMQAPEAV
PM1985       VALNEGTLQHPIKGAHTGSRVFMQPASEGTGIIAGGAMRAVLEVAGVRNVLSKAYGSTNPINVVRATIDALANMKSPEMV
RSc140       VPLKNGTLQHEVIGKHGAAKVLMAPAKEGTGVIAGGPMRAIFEVMGVTNIVTKSHGSTNPYNMVRATLDGLRKMSTPAEI
STM021       VALNNGTLQHPVKGVHTGSRVFMQPASEGTGIIAGGAMRAVLEVAGVHNVLAKAYGSTNPINVVRATIDGLENMNSPEMV
STY024       VALNNGTLQHPVKGVHTGSRVFMQPASEGTGIIAGGAMRAVLEVAGVHNVLAKAYGSTNPINVVRATIDGLENMNSPEMV
vc2259       IALNEGTLHHPVKGRHSGSKVYMQPAAEGTGVIAGGAMRAVLEVAGVHNVLSKAYGSTNPINIVRATIDALVDVKSPEMV
wbr31        IPIVCKTLQHEINGYHTGSRVFMKPASEGTGIIAGGAMRAVLEVAGVHNVLAKVYGSTNPINVVRATVNALKKMRFPMHI
XAC142       VDLNNGTLWHAVKSGHGAARVYMQPASEGTGVIAGGAMRAVLEAVGVKNVLAKAVGSRNPINLVRATLKGLSEVQSPARV
XCC137       VDLNNGTLWHAVKSGHGAARVYMQPASEGTGVIAGGAMRAVLEAVGVKNVLAKAVGSRNPINLVRATLKGLSEVQSPARV
XF2579       VSLNNGTLWHPVKANHGAACVFMKPASEGTGVIAGGAMRAVLEAVGVKDVLAKAIGSRNPINLVRATLKGLEDMQSPTHI
y3135        VALNNGTLQHPVKGAHTGSRVFMQPASEGTGIIAGGAMRAVLEVAGVHNVLAKAYGSTNPINVVRATIAALEDMKSPEMV
YPO104       VALNNGTLQHPVKGAHTGSRVFMQPASEGTGIIAGGAMRAVLEVAGVHNVLAKAYGSTNPINVVRATIAALEDMKSPEMV
Z0181        VALNNGTLQHPVKGVHTGSRVFMQPASEGTGIIAGGAMRAVLEVAGVHNVLAKAYGSTNPINVVRATIDGLENMNSPEMV

b0170        AAKRGKSVEEIMRHYEIVFMVHPDQSEQVPGMIERYTAAITGAEGKIHRLEDWGRRQLAYPINKLHKAHYVLMNVEAPQE
BBp214       ALKRNKLVKEIVRHYEIILLIHPDCSEKLPIMIEKFKKLVIGYKGRIHRLEDWGRRQLAYSINKLHKAHYFLMNIEVPSN
Bfl31        AEKRGKSLEYIMRYYEIVLIIHPDSDNQIDNLVNYYSEIIINSTGKIHRLENWGRRQLAYAIKNLNKAYYLLLNIEISKN
bu232        AAKRNKRIKDIMRHYEIIFMVHPDQSDKIPLLIEKYKKIINDNNGIIHRLEDWGRRQLSYSINKLQKAHYILMNIEVFPK
BUsg22       AAKRNKLIEDIMRHYEIIFMIHPDYSEKVSVIIEKYKKIIHHNSGIIHRLEDWGRRQLAYPINKLHKAHYILLNIETFPK
HI0914       AAKRGKTVDEIMRHYEIVFMVHPDQSEQVPGMIERYTGSVKEAGGQVHRLEDWGRRQLAYPINKLHKAHYVLMNVEAPQQ
PA3655       AAKRGKSVEEIMRHYEIVFLVHPDQSEQVGGMVERYTKAIEEDGGKIHRLEDWGRRQLAYAINNVHKAHYVLMNVECSAK
PM1985       AAKRGKTVDEIMRHYEIVFMVHPDQSEQVPGMIERYTGSVKEAGGQVHRLEDWGRRQLAYPINKLHKAHYVLMNVEAPQE
RSc140       AAKRGKSVEEIMRHYEIVFIVHPDQSEQVPAMIERYKSTVTSQGGQVHRVEDWGRRQLAYMIQKLAKAHYVCVNIECGKE
STM021       AAKRGKSVEEIMRHYEIVFMVHPDQSEQVPGMIERYSAAITGAEGKIHRLEDWGRRQLAYPINKLHKAHYVLMNVEAPQE
STY024       AAKRGKSVEEIMRHYEIVFMVHPDQSEQVPGMIERYSAAITGAEGKIHRLEDWGRRQLAYPINKLHKAHYVLMNVEAPQE
vc2259       AAKRGLTVEAIMRHYEIVFMVHPDQSEQVAGMIERYTGSITEAGGKIHRLEDWGRRQLAYPINKLHKAHYVLMNVEADQA
wbr31        AEKRGKSIDDIMRHYEIVLMIHTDQSDQISNIIEHYTKMIKINKGSIHRLEDWGRRQLAYPIKKLNKAHYILMNIETSTK
XAC142       AAKRGKKVEELSRHYEVVFLVHPDQSEQVPAMIERYKSLIEGGNGTIHRLEDWGRRQLAYPIQNLVKAHYVLLNIEVDQA
XCC137       AAKRGKKVEELSRHYEVVFLVHPDQSEQVPAMIERYKSLIEGGNGTIHRLEDWGRRQLAYPIQNLVKAHYVLLNIEVDQA
XF2579       ALKRGKNVRGFGRHYEIVLLVHPDQSEQVQAMLERYKALIENGHGKIHRLEDWGRRQLAYPIQKLVKAHYLMMNIEVEQS
y3135        AAKRGKSVEEIMRHYEIVFMVHPDQSEQVPGMIERYSATITNAAGTIHRLEDWGRRQLAYPINKLHKAHYVLLNVEAPQE
YPO104       AAKRGKSVEEIMRHYEIVFMVHPDQSEQVPGMIERYSATITNAAGTIHRLEDWGRRQLAYPINKLHKAHYVLLNVEAPQE
Z0181        AAKRGKSVEEIMRHYEIVFMVHPDQSEQVPGMIERYTAAITGAEGKIHRLEDWGRRQLAYPINKLHKAHYVLMNVEAPQE

b0170        VIDELETTFRFNDAVIRSMVMRTKHAVTEASPMVKAKDMPRRRVIGQRKILPDPKFGSELLAKFVNILMVDGKKSTAESI
BBp214       CIQDLSNTFRYDDLVIRNIIMHVKKSVTEISPMLKSKEMPRRRGIGHRKILSDPKFSSEMVAKLINIIMVDGKKSIAEEI
Bfl31        ILDILDNDFRFNEIILRYLIMRTKNIIVDPSAMVKKKDMSRRRVTVKRVILADPRFKSDLLSKFINILMFNGKKSVAESI
bu232        TITLLETDFRFNNIILRNMIMSVKKAIVELSPILKLKDMPRRRIIGTRKILPDPKFSSELLAKFINILMIDGKKSIAEVI
BUsg22       TISLLETDFRFNNAVIRNIIISVKKAINEPSPVIKLKEMPRRRIISTRKILPDPKFSSELLAKFINILMVDGKKSIAEVI
HI0914       VIDELETTFRYNDAVLRSLVIHTKHAVTEASPMKAAKEMPRRRSVEARKILPDPKFGSELLAKFINVIMVDGKKSVAESI
PA3655       ALAELEDNFRYNDAVIRNLVMRRDEAVTEQSEMLKAEEMPRRRVAAKREVLADPKYGSQILAKFMNHVMESGKKAVAERI
PM1985       VIDELETTFRYNDAVLRNVIIRTKHAVTEASPMVKAKDMPRRRSIEPRKILPDPKFGSELLAKFINVLMVDGKKSIAEKI
RSc140       TLAELEHAFKFNDAVLRHLIVQTKKAETAPSPMMKEVQMPRRREVPKREILPDPKFGNVEVAKFMNVLMLDGKKSVAERI
STM021       VIDELETTFRFNDAVIRSMVMRTKHAVTEASPMVKAKDMPRRRVIGQRKILPDPKFGSELLAKFVNILMVDGKKSTAESI
STY024       VIDELETTFRFNDAVIRSMVMRTKHAVTEASPMVKAKDMPRRRVIGQRKILPDPKFGSELLAKFVNILMVDGKKSTAESI
vc2259       VVDELETAFRFNDAVLRNMIMRTKAAITEPSIMLKAREMPRRRVIGQRKILPDPKFKSELLAKFVNILMVDGKKSTAEKI
wbr31        VLNNIIQDLNLNNFIIRNMIMRVKNAINEPSPMKKTKEMPRRKMVNQRAILPDPKWNSEILSKFINILMVNGKKSISEKI
XAC142       VLSELVESFRFNDAVLRHLVVKRDGADTEQSLIMKSKDMSRKGSTPQRTVLPDPKHGSETIARFINMVMQSGKKSVAEKI
XCC137       VLSELVESFRFNDAVLRHLVIKRDGPDTEQSLIMKSKDMSRKGSTPQRTVLPDPKHGSETIARFINMVMQSGKKSVAEKI
XF2579       VLNELVDLFRFNDAILRHLAIKRSGPDTEQSFIMKSKDMSRKGSTPQRNVLPDPKYGSETIARFINMVMKSGKKSVAEKI

y3135        AIDELETNFRFNDAVIRSMVMRVKHAVTEASPMVKAKDMPRRRVIGQRKILPDPKFGSELLAKFVNILMVDGKKSTAEAI
YPO104       AIDELETNFRFNDAVIRSMVMRVKHAVTEASPMVKAKDMPRRRVIGQRKILPDPKFGSELLAKFVNILMVDGKKSTAEAI
Z0181        VIDELETTFRFNDAVIRSMVMRTKHAVTEASPMVKAKDMPRRRVIGQRKILPDPKFGSELLAKFVNILMVDGKKSTAESI

b0170        VYSALETLAQEAFEVALENVRPTVEVKSRRVGGSTYQVPVEVRPVRRNALAMRWIVEAARKRGDKSMALRLANELSDAAE
BBp214       VYQALTMLAKEVLELALENVRPTVEVKSRRVGGSTYQVPIEVRPVRRHALAMRWIVHSARKRIDKSMIIRLSNELSDAIE
Bfl31        IYSALDMVLDELFEEALDNVRPVVEVKSRRVGGSTYQVPVEVRLVRRNTLAMRWIIESARKRNDKSMEMRLANELFDASE
bu232        VYTALKNLSKEAFEIALENVRPTVEVKSRRVGGSTYQVPVEVRPVRRNALAMRWIVESARKRVDKSMSLRLSNELYDALE
BUsg22       VYTALKNLSEEAFEIALENVRPTVEVKSRRVGGSTYQVPVEVRPVRRNALAMRWIVDSARKRGDKSMALRLSNELYDAVE
HI0914       VYGALETLAQEAFEVALENVRPTVEVKSRRVGGSTYQVPVEVRPVRRNALGMRWIVEAARKRGDKSMALRLANELSDASD
PA3655       VYGALDKVKEETFEKALDAIAPLVEVKSRRVGGATYQVPVEVRPSRRNALAMRWLVDFARKRGEKSMALRLAGELLDAAE
PM1985       VYSALDTLAQEAFEAALDNVRPTVEVKSRRVGGSTYQVPVEVRPVRRNALGMRWIVDAARKRGDKSMALRLANELSDASE
RSc140       VYGAFDQIEKEVFTLAIGNIKPVVEVKSRRVGGANYQVPVEVRPSRRLALAMRWLREAAKKRSEKSMALRLAGELLEASE
STM021       VYSALETLAQEAFEVALENVRPTVEVKSRRVGGSTYQVPVEVRPVRRNALAMRWIVEAARKRGDKSMALRLANELSDAAD
STY024       VYSALETLAQEAFEVALENVRPTVEVKSRRVGGSTYQVPVEVRPVRRNALAMRWIVEAARKRGDKSMALRLANELSDAAD
vc2259       VYTALDTMAEAVFEEALENVRPAVEVKSRRVGGSTYQVPVEVRPVRRNALAMRWLVEAARKRGEKSMAARLAAEMLDAAE
wbr31        IYTALNNLKKTIFDLALEKVRPIVEVKSRRVGGSTYQVPIEVRSSRRNALAMRWIIEAARKRKDKSMSLRLAKEIEDALE
XAC142       VYGAMDVIGEELVQKALDNVAPAVEVKSRRVGGATYQVPVEVRSSRRMALAMRWLIDSARKRGENTMPRKLAAELLDASE
XCC137       VYGAMDVIGEELVQKALDNVAPAVEVKSRRVGGATYQVPVEVRSSRRMALAMRWLIDSARKRGENTMPRKLAAELLDASE
XF2579       VYGAMNVIGEELLQKALDNVSPAVEVKSRRVGGATYQVPVEVRASRRMALAMRWLIDSSRKRGENSMPHKLAAELLDASE
y3135        VYTALETLAQEAFEVALDNVRPTVEVKSRRVGGSTYQVPVEVRPVRRNALAMRWIVDAARKRGDKSMALRLANELSDAAE
YPO104       VYTALETLAQEAFEVALDNVRPTVEVKSRRVGGSTYQVPVEVRPVRRNALAMRWIVDAARKRGDKSMALRLANELSDAAE
Z0181        VYSALETLAQEAFEVALENVRPTVEVKSRRVGGSTYQVPVEVRPVRRNALAMRWIVEAARKRGDKSMALRLANELSDAAE

b0170        NKGTAVKKREDVHRMAEANKAFAHYRWMSMQDPIADMLTRIRNGQAANKAAVTMPSSKLKVAIANVLKEEGFIEDFKTKP
BBp214       NKGSAVKKREDVHRMAEANKAFAHYRWMSMQDPIADMLTRIRNGQFASKISVIMPSSKLKVKISILLKEEGYIKDFSNKP
Bfl31        GKGNAVKKREEVHRLAESNKAFAHYRWMSMQDPIADMLTVIRNGQVAKKDKVYVPSSTIKIAITKVLVEEGFLKDYSIKF



bu232        NKGTAVKKREEVHRMAEANKAFAHYRWMSMQDPVADMLTRIRNGQLANKYSVKMPSSKLKKSIIQLLKEEGYIKDYNTKL
BUsg22       NKGTSVKKKEEVHKMAEANKAFAHYRWMSMQDPVADMLTRIRNGQSANKYSVKMPCSKLKYSIIELLKKEGYIKNFNNKL
HI0914       NKGAAVKKREDVHRMAEANKAFAHYRWMSMQDPIADMLTRIRNGQAANKVAINMPSSKLKVAIANVLAAEGYIESVKAKP
PA3655       GKGAAVKKREDVHRMAEANKAFSHYRFMSMQDPLADMLTRIRNAQMAEKTVVSMPSSKLKAAVAKVLKDEGYIADFQVKP
PM1985       NKGAAVKKREDVHRMAEANKAFAHYRWMSMQDPIADMLTRIRNGQAANKVAISMPSSKLKVAIANVLAEEGYIESVKVKP
RSc140       GRGGAMKKRDEVHRMAEANKAFSHFRFMSMSDPIADMLTRIRNAQAVEKASVVMPSSKLKVAIAKVLKDEGYIDDFAGKA
STM021       NKGTAVKKREDVHRMAEANKAFAHYRWMSMQDPIADMLTRIRNGQAANKAAVTMPSSKLKVAIANVLKEEGFIEDFKTKP
STY024       NKGTAVKKREDVHRMAEANKAFAHYRWMSMQDPIADMLTRIRNGQAANKAAVTMPSSKLKVAIANVLKEEGFIEDFKTKP
vc2259       NKGSAVKKREDVHRMAEANKAFAHYRWMSMQDPISDMLTRIRNGQAANKVAVKMPSSKLKVAIAALLKAEGYIADFAVKA
wbr31        NKGTAVKKREEVHRMAEANKAFAHYRWMSMQDPISDMITRIRNGQSAKKELISMPYSNLKKSIANLLKEEGFILDYKKKP
XAC142       SRGGAIKKREETHRMAEANKAFAHYRWMSMTDPIADLLVRIKNAAAVGKQTVKLPSSKIKVAIAQVLKDEGYITDLRNKA
XCC137       SRGGAIKKREETHRMAEANKAFAHYRWMSMTDPIADLLVRIKNAAAVGKQTVKLPSSKIKVAIAQVLKDEGYITDLRNKS
XF2579       SRGGAIKKREETHRMAEANKAFAHYRWMSMTDPIADMLVRINNAASVGKPNVRFPFSRVKLAIALVLKHEGYIFDAKSKS
y3135        NKGSAVKKREDVHRMAEANKAFAHYRWMSMQDPIADMLTRIRNGQAANKVAVTMPSSKLKVAIANVLKEEGFIEDFKTKP
YPO104       NKGSAVKKREDVHRMAEANKAFAHYRWMSMQDPIADMLTRIRNGQAANKVAVTMPSSKLKVAIANVLKEEGFIEDFKTKP
Z0181        NKGTAVKKREDVHRMAEANKAFAHYRWMSMQDPIADMLTRIRNGQAANKAAVTMPSSKLKVAIANVLKEEGFIEDFKTKP

b0170        ELELTLKYFQGKAVVESIQRVSRPGLRIYKRKDELPKVMAGLGIAVVSTSKGVMTDRAARQAGLGGEIICYVMAENQYYG
BBp214       ILEIFLKYFRSKPVIENITRVSSPSLRIYARNNKLPQVMSGLGIVIISTSQGVLTDQVARKKGLGGEIICNVMENMYQYG
Bfl31        ILEISLKYYQNKPVIDHIQRISRPSLRVYKNKDMLPKVLSGMGVVVVSTSKGVMTDKKARKLNVGGEIICYVMIRNQYYG
bu232        ELEVFLKYFQGKSVVDMIQRISRPSLRIYKNKNNLPKVMSGLGIAVISTSKGVMTDRMARQEGLGGEVICYVMIQTQNYG
BUsg22       KIEVILKYFKGKSVIETIQRVSRPSLRIYKKKNNLPTVMAGLGIAIISTSQGIMTDRKARRLGLGGEVICYVMVKIQNYG
HI0914       ELEITLKYFQGKPVVESIQRVSRPGLRIYKRKDELPKVMGGLGVAVISTSKGVMTDRAARQAGLGGEIICYVMAENQNYG
PA3655       QLSIELKYFEGKPVIEEVKRISRPGLRQYKSVEQLPKVRGGLGVSIVSTNKGVMTDRAARAAGVGGEVLCTVMSATQNYG
PM1985       ELEITLKYFQGKPVVESIQRVSRPGLRIYKRKDELPKVMGGLGVAVVSTSKGVMTDRAARQAGLGGEIICYVMAENQNYG
RSc140       SLTIGLKYYAGRPVIERLERVSKPGLRVYKGRNEIPQVMNGLGVAIISTPQGLMTDRRARATGVGGEVICYVMIGNWNYG
STM021       ELELTLKYFQGKAVVESIQRVSRPGLRIYKRKDELPKVMAGLGIAVVSTSKGVMTDRAARQAGLGGEIICYVMAENQYYG
STY024       ELELTLKYFQGKAVVESIQRVSRPGLRIYKRKDELPKVMAGLGIAVVSTSKGVMTDRAARQAGLGGEIICYVMAENQYYG
vc2259       ELEITLKYFQAKPVIEQIKRVSRPGLRVYKKKDELPSVMGGLGVAVVSTSKGLMSDRAARKAGLGGEIICYVMAENQYYG
wbr31        TLKLNLKYFKNNPVIEKIKRISRPGLRIYKKRKHLPNVMSGMGIAIVSTSRGIMTDKLARTYNLGGEIICYVFMNEQYYS
XAC142       ELEIVLKYFEGRPVIETLKRFSRSGLRQYRGKTELPKVLGGLGIAIISTSKGIMTDAQAREAGVGGEVLCFVMAITQNYG
XCC137       ELEIVLKYFEGRPVIETLKRFSRSGLRQYRGKTELPKVLGGLGIAIISTSKGIMTDAQAREAGVGGEVLCFVMAITQNYG
XF2579       DIEIVLKYFEGRPVIRILKRVSRSGLRKYCGKAELPKVLGGLGISIISTSKGIMIDSKARESGVGGEVLCFVMPITQNYG
y3135        VLELALKYFQGKAVVESIQRISRPGLRIYKKKDELPKVMAGLGIAVISTSKGVMTDRAARQAGLGGEIICYVMAENQYYG
YPO104       VLELALKYFQGKAVVESIQRISRPGLRIYKKKDELPKVMAGLGIAVISTSKGVMTDRAARQAGLGGEIICYVMAENQYYG
Z0181        ELELTLKYFQGKAVVESIQRVSRPGLRIYKRKDELPKVMAGLGIAVVSTSKGVMTDRAARQAGLGGEIICYVMAENQYYG

b0170        TGRRKSSAARVFIKPGNGKIVINQRSLEQYFGRETARMVVRQPLELVDMVEKLDLYITVKGGGISGQAGAIRHGITRALM
BBp214       TGRRKSSSARVFLKTGTGNITINNRKLNNYFSRRTARLIILQPIEFVNMSKKCDLYITVKGGGISGQVGAIRHGISRALI
Bfl31        TGRRKSASARVFLRFGNGDIVINNLSLDKYFPKDNFQIIIKKPLEVTNVLNILDAYITVIGGGVSGQAGAISHGITRALL
bu232        TGRRKSSSARVFLRSGNGEIVVNKRSLNEYFGRETSCMIVRQPLELVDMVDKFNIYITVKGGGISGQAGAIRQGITRALI
BUsg22       TGRRKSSSARVFLRSGDGEITVNKRSLKDYFGRETSCMVVRQPLELVDMMNNFNIYITVKGGGVSGQAGAIRQGITRALI
HI0914       TGRRKSSSARVFIKPGSGKITINQRELDVYFGRETARMVVRQPLELVELTDKLDLYITVKGGGISGQAGAIRHGITRALM
PA3655       TGRRKTATARVFLRPGTGKISINNRGLDQFFGRETARMVVRQPLELTETVEKFDIFVTVVGGGVSGQAGAIRHGITRALI
PM1985       TGRRKSSSARVFIKPGSGKITINQRDLDVYFGRETARMIVRQPLELVEMTEKLDLYVTVKGGGISGQAGAIRHGITRALI
RSc140       TGRRKSAVARVFIKSGKGDIIVNGKPVADYFARETSLMMVRQPLELTNHGATFDIKVNVVGGGETGQAGAVRHGITRALI
STM021       TGRRKSSAARVFIKPGNGKIVINQRSLEQYFGRETARMVVRQPLELVDMVEKLDLYITVKGGGISGQAGAIRHGITRALM
STY024       TGRRKSSAARVFIKPGNGKIVINQRSLEQYFGRETARMVVRQPLELVDMVEKLDLYITVKGGGISGQAGAIRHGITRALM
vc2259       TGRRKSSAARVFIKPGSGNIVINKRSLEEYFGRPTSCMVVKQPLELVDMVEKLDLYITVKGGGISGQAGAIRHGITRALM
wbr31        TGRRKTASARVFIKIGKGKIKINYIDIKKYFNQKTYITLIKKPLEIINMTDKLDIFITVKGGGISGQAGAIRHGIARALI
XAC142       TGRRKSSTARVFLRKGTGNITVNDRPLDEFFGRETARMIVRQPLELTKNTESFDIMVTASGGGTTGQAGAIRLGIARALV
XCC137       TGRRKSSTARVFLRKGTGNITVNNRPLDEFFGRETARMIVRQPLELTKNTESFDILVTASGGGTTGQAGAIRLGIARALV
XF2579       TGRRKSSKARIFLRKGSGNITVNGRPLDEFFGRETARMIVRQPLELTKNVANFDILITATGGGTTGQAGAIRLGIARALV
y3135        TGRRKSSSARVFLKPGSGKIVINQRSLEVYFGRETARMVVNQPLELVDMVTKFDMYITVKGGGISGQAGAIRHGITRALM
YPO104       TGRRKSSSARVFLKPGSGKIVINQRSLEVYFGRETARMVVNQPLELVDMVTKFDMYITVKGGGISGQAGAIRHGITRALM
Z0181        TGRRKSSAARVFIKPGNGKIVINQRSLEQYFGRETARMVVRQPLELVDMVEKLDLYITVKGGGISGQAGAIRHGITRALM

b0170        EYDESLRSELRKAGFVTRDARQVERKKVGLRKARRRPQFSKRQRIRIRLKAFDHRLIDQATAEIVETAKRTGAQVRGPIP
BBp214       KYDSSFRNELRKLGFITRDSRQVERKKVGFRKARKRPQFSKRQRIRIRLKAFDHRLIDQSTSEIVETAKRTGAQVRGPIP
Bfl31        QYNAEFKSVLRATGLMTRDSRMVERKKVGLRKARRSPQFSKRQRIRIRLKAFDHRLIDRSTLDIVETAKRTGAQVHGPIP
bu232        KYNQTLRFELRKAGFVTRDSRQVERKKVGFRKARKRPQFSKRQRIRIRLKAFDHRLIDQSTTEIVETAKRTGAQVRGPIP
BUsg22       KYNHLLRSELRKSGFVTRDSRQVERKKVGFRKSRKRTQFSKRQRIRIRLKAFDHRLIDQSTAEIVETAKRTGAQVRGPIP
HI0914       EYDETLRPALRAAGFVTRDARRVERKKVGLHKARRRPQYSKRQRIRIRLKAFDHRLIDQSTAEIVETAKRTGAQVRGPIP
PA3655       EYDETLRSSLRKAGYVTRDAREVERKKVGLRKARKRPQYSKRQQIRIRLKAFDHRLIDQSTQEIVETAKRTGAQVRGPIP
PM1985       EYDESLRSVLRAAGFVTRDARQVERKKVGLRKARRRPQFSKRQRIRIRLKAFDHRLIDQSTAEIVETAKRTGAQVRGPIP
RSc140       DYDATLKPTLSKAGLVTRDAREVERKKVGLHKARRRKQFSKRQKIRIRLKAFDYRLIDQSAAEIVETAKRTGAIVKGPVP
STM021       EYDESLRGELRKAGFVTRDARQVERKKVGLRKARRRPQFSKRQRIRIRLKAFDHRLIDQSTAEIVETAKRTGAQVRGPIP
STY024       EYDESLRGELRKAGFVTRDARQVERKKVGLRKARRRPQFSKRQRIRIRLKAFDHRLIDQSTAEIVETAKRTGAQVRGPIP
vc2259       EYDESLRPVLRAAGYVTRDARRVERKKVGLRKARRRPQFSKRQRIRIRLKAFDYKLIDASTAEIVETAKRTGAQVRGPIP
wbr31        KYDSSLKTTLRDSGFITRDSRCVERKKVGFKKARRRPQFSKRQRIRIRLKAFDHRLIDQSTSEIVETAKRTGAQVRGPIP
XAC142       EYDETLKSELRKAGFMTRDAREVERKKVGLHKARRATQFSKRQKIRIRLKAFDHRLIDRSASEIVETAKRTGAQVRGPIP
XCC137       EYDETLKSELRKAGFMTRDAREVERKKVGLHKARRATQFSKRQKIRIRLKAFDHRLIDRSASEIVETAKRTGAQVRGPIP
XF2579       EYDASLKPELRKAGFMTRDAREVERKKVGLHKARRATQFSKRQKIQIRLKAFDCRLIDRSAGEIVETAKRTGAHVRGPIP
y3135        EYDESLRGELRKAGFVTRDAREVERKKVGLRKARRRPQFSKRQRIRIRLKAFDHRLIDQSTAEIVETAKRTGAQVRGPIP
YPO104       EYDESLRGELRKAGFVTRDAREVERKKVGLRKARRRPQFSKRQRIRIRLKAFDHRLIDQSTAEIVETAKRTGAQVRGPIP
Z0181        EYDESLRSELRKAGFVTRDARQVERKKVGLRKARRRPQFSKRQRIRIRLKAFDHRLIDQATAEIVETAKRTGAQVRGPIP

b0170        LPTRKERFTVLISPHVNKDARDQYEIRTHLRLVDIVEPTEKTVDALMRLDLAAGVDVQISLIRARKRRKQVSDGVAHIHA
BBp214       LPTHKEKFTVLISPHVNKDARDQYEIRTHKRLIDIVEPTEKTVDALMRLDLAAGVDVQISLIRVKKRKKQILDGIAHIHA
Bfl31        LPTKKERFTILVSPHVNKDARDQYEIRTHKRLIDIVDPTDKTVDALMKLDLAAGVDVQISLLRLRKRKKQVTDGIAHIHA
bu232        LPTRKERFTILVSPHVNKDARDQYEIRTHKRLIDIVEPTEKTVDALMRLDLAAGVDVQISLIRTRKRKKQILDGIAHIHA
BUsg22       LPTRKERFTILISPHVNKDARDQYEIRTHKRLIDIVEPTEKTVDALMRLDLAAGVDVQISLVRTRKRKKQITDGIAHIHA
HI0914       LPTRKERFTVLISPHVNKDARDQYEIRTHKRLVDIVEPTEKTVDALMRLDLAAGVDVQISLVRARKRKKQVVDGVRHIHA
PA3655       LPTRKERFTVLISPHVNKDARDQYEIRTHKRVLDIVQPTDKTVDALMKLDLAAGVEVQISLARPRKKKKTVVDGIAHIHA
PM1985       LPTRKERFTVLISPHVNKDARDQYEIRTHKRLVDIVEPTEKTVDALMRLDLAAGVDVQISLVRARKRKKQVVDGVAHIHA
RSc140       LPTRIQRFDVLRSPHVNKTSRDQFEIRTHQRLMDIVDPTDKTVDALMKLDLPAGVDVEIKLQRARKKRKNVADGIAHVHA
STM021       LPTRKERFTVLISPHVNKDARDQYEIRTHKRLVDIVEPTEKTVDALMRLDLAAGVDVQISLVRARKRRKQVSDGVAHIHA



STY024       LPTRKERFTVLISPHVNKDARDQYEIRTHKRLVDIVEPTEKTVDALMRLDLAAGVDVQISLVCARKRRKQVSDGVAHIHA
vc2259       LPTRKERFTVLISPHVNKDARDQYEIRTHKRLIDIVEPTDKTVDALMRLDLAAGVDVQISLTRARKRRKQVADGVAHIHA
wbr31        LPTRKEKFTILVSPHVDKDARDQYEIRTHKRLVDIVKPTEKTVDALMRLDLASGVDVQISLSISRKKKRQILEGIAHIHA
XAC142       LPTKIERYTILVSPHADKDARDQYETRTHKRVLDIVDPNDKTVDALMKLELAAGVDVQIKLKKTKKKKRVITDGVAHVHA
XCC137       LPTKIERYTILVSPHADKDARDQYETRTHKRVLDIVDPNDKTVDALMKLELAAGVDVQIKLKKTKKKKRVITDGVAHVHA
XF2579       LPTKIERCTILVSPHADKDARDQYETCTYKRVLYIVDPNDKTVDALMKLELAAGVDVQIKLVKIKKKKRVITDGVAHISA
y3135        LPTRKERFTVLISPHVNKDARDQYEIRTHKRLVDIVEPTEKTVDALMRLDLAAGVDVQISLIRARKRRKTVSDGVAHIHA
YPO104       LPTRKERFTVLISPHVNKDARDQYEIRTHKRLVDIVEPTEKTVDALMRLDLAAGVDVQISLIRARKRRKTVSDGVAHIHA
Z0181        LPTRKERFTVLISPHVNKDARDQYEIRTHLRLVDIVEPTEKTVDALMRLDLAAGVDVQISLIRARKRRKQVSDGVAHIHA

b0170        SFNNTIVTITDRQGNALGWATAGGSGFRGSRKSTPFAAQVAAERCADAVKEYGIKNLEVMVKGPGPGRESTIRALNAAGF
BBp214       SFNNTIISISDKKGNVLGWATSGGSGFRGSRKSTPFAAQVAVERCADIVKSYGIKNLEVMVKGPGPGRESSIRTLNTIGF
Bfl31        SFNNTIVTISDRQGNTLGWATSGGSGFRGSRKSTPFAAQIAAERCAEIVQEYGVKNLEVMVKGPGPGRESAVRALNAAGF
bu232        SFNNTIVTITDRQGNALGWATSGGSGFRGSRKSTPFAAQVAAERCAEIVKDYGIKNLEVMVKGPGPGRESTIRALNAAGF
BUsg22       SFNNTIVTITDRQGNALGWATSGGSGFRGSRKSTPFAAQIAAERCAEIVKDYGIKNLEVMVKGPGPGRESTIRALNAAGF
HI0914       SFNNTIVTITDRQGNALAWATAGGSGFRGSRKSTPFAAQVAAERCAEIVKEFGLKNLEVMVKGPGPGRESTIRALNAAGF
PA3655       SFNNTIVTITDRQGNALSWATSGGSGFRGSRKSTPFAAQVAAERAGQAALEYGLKNLDVNVKGPGPGRESAVRALNACGY
PM1985       SFNNTIVTITDRQGNALAWATAGGSGFRGSRKSTPFAAQVAAERCAEVVKEFGLKNLEVMVKGPGPGRESTIRALNAAGF
RSc140       SFNNTIITITDRQGNALSWATSGGQGFKGSRKSTPFAAQVAAESAGRVAQDQGIKNLEVRIKGPGPGRESAVRALNNLGI
STM021       SFNNTIVTITDRQGNALGWATAGGSGFRGSRKSTPFAAQVAAERCADAVKEYGIKNLEVMVKGPGPGRESTIRALNAAGF
STY024       SFNNTIVTITDRQGNALGWATAGGSGFRGSRKSTPFAAQVAAERCADAVKEYGIKNLEVMVKGPGPGRESTIRALNAAGF
vc2259       SFNNTIVTITDRQGNALAWATAGGSGFRGSRKSTPFAAQVAAERCAEMAKEYGLKNLEVMVKGPGPGRESTVRALNAAGF
wbr31        SFNNTIVTITDRQGNTLGWATSGGSGFRGSRKSTPFAAQVAAEKCSEIAKEYGIKNLEIMVKGPGPGRESTIRALNSSGF
XAC142       SFNNTIVTITDRQGNALSWATSGGAGFRGSRKSTPFAAQVAAEKAGRAALDYGVKSLEVRIKGPGPGRESAVRSLNNVGY
XCC137       SFNNTIVTITDRQGNALSWATSGGAGFRGSRKSTPFAAQVAAEKAGRAALDYGVKSLEVRIKGPGPGRESAVRSLNNVGY
XF2579       SFNNTIVTITDRQGNSLFWCTSGASGFRGSRKCTPFAAQVAAEKAGRAVLDYGMKSLEVRINGPGPGRESAVRSLNNVGY
y3135        SFNNTIVTITDRQGNALGWATAGGSGFRGSRKSTPFAAQVAAERCAEAVKEYGIKNLEVMVKGPGPGRESTIRALNAAGF
YPO104       SFNNTIVTITDRQGNALGWATAGGSGFRGSRKSTPFAAQVAAERCAEAVKEYGIKNLEVMVKGPGPGRESTIRALNAAGF
Z0181        SFNNTIVTITDRQGNALGWATAGGSGFRGSRKSTPFAAQVAAERCADAVKEYGIKNLEVMVKGPGPGRESTIRALNAAGF

b0170        RITNITDVTPIPHNGCRPPKKRRMATVNQLVRKPRARKVAKSNVPALEACPQKRGVCTRVYTTTPKKPNSALRKVCRVRL
BBp214       RIINITDVTPIPHNGCRSPKKRRMATVNQLVRKSRSRKLIKNNVPALNKCPQKRGVCIRVYTTTPKKPNSALRKVCRVRL
Bfl31        HIISIIDVTPIPHNGCRPAKKRRMVTINQLVGNARSIRVVKSSVPALESCPQKRGVCIRVYTTTPKKPNSALRKVCRVRL
bu232        RITNITDVTPIPHNGCRPPKKRRMATVNQLVRKPRVRKVIKSNVPALGKSPQKRGVCTRVYTTTPKKPNSALRKVCRVRL
BUsg22       RITNITDVTPIPHNGCRPPKKRRMATVNQLVRKPRLRKIVKTNVPALEGSPQKRGVCTRVYTTTPKKPNSALRKVCRVRL
HI0914       RITNITDVTPIPHNGCRPPKKRRMATINQLVRKPRVKKVVKSNVPALEACPQKRGVCTRVYTTTPKKPNSALRKVCRIRL
PA3655       KIASITDVTPIPHNGCRPPKKRRMATINQLVRKPRKRMVDKSDVPALQNCPQRRGVCTRVYTTTPKKPNSALRKVCRVRL
PM1985       RITNITDVTPIPHNGCRPPKKRRMATINQLVRKPRVKKVVKSNVPALEACPQKRGVCTRVYTTTPKKPNSALRKVCRIRL
RSc140       KIQVIEDVTPVPHNGCRPPKRRRMPTINQLVRKPRVSEKLKSKSPALENCPQRRGVCTRVYTTTPKKPNSALRKVAKVRL
STM021       RITNITDVTPIPHNGCRPPKKRRMATVNQLVRKPRARKVAKSNVPALEACPQKRGVCTRVYTTTPKKPNSALRKVCRVRL

STY024       RITNITDVTPIPHNGCRPPKKRRMATVNQLVRKPRARKVAKSNVPALEACPQKRGVCTRVYTTTPKKPNSALRKVCRVRL
vc2259       RITNIVDATPIPHNGCRPPKKRRMATINQLVRKPRAKQVVKSNVPALAACPQKRGVCTRVYTTTPKKPNSALRKVCRVRL
wbr31        KITNITDVTPIPHNGCRPPKRRRMVTINQLVRKSRSNKIIKTNVPALSSCPQKRGVCIRVYTTTPKKPNSALRKVCRVRL
XAC142       KITNIIDVTPIPHNGCRPPKKRRMTTINQLVRKPRQATTYKSASPALDKCPQRRGVCTRVYTTTPKKPNSALRKVAKVRL
XCC137       KITNIIDVTPIPHNGCRPPKKRRMATINQLVRKPRQATTYKSASPALDKCPQRRGVCTRVYTTTPKKPNSALRKVAKVRL
XF2579       KITNIIDVTPIPHNGCRPPKKRRMATINQLVRKPRQASTYKSASPALDKCPQRRGVCTRVYTSTPKKPNSALRKVAKVRL
y3135        RITNITDVTPIPHNGCRPPKKRRMATINQLVRKPRSMKVAKSNVPALEACPQKRGVCTRVYTTTPKKPNSALRKVCRVRL
YPO104       RITNITDVTPIPHNGCRPPKKRRMATINQLVRKPRSMKVAKSNVPALEACPQKRGVCTRVYTTTPKKPNSALRKVCRVRL
Z0181        RITNITDVTPIPHNGCRPPKKRRMATVNQLVRKPRARKVAKSNVPALEACPQKRGVCTRVYTTTPKKPNSALRKVCRVRL

b0170        TNGFEVTSYIGGEGHNLQEHSVILIRGGRVKDLPGVRYHTVRGALDCSGVKDRKQARSKYGVKRPARIAGINIPDHKHAV
BBp214       TNGYEVTAYIGGEGHNLQEHSVILIRGGRVKDLPGVRYHVIRGALDCSGVKSRSQGRSKYGVKKKARIAGINIANHKHVV
Bfl31        TNGLEVTCYIGGEGHNLQEHASILIRGGRVKDLPGVRYHVVRGALDCSGVKDRKNGRSKYGTKKLVRIAGVNVPDRKHAV
bu232        TNGFEVTAYIGGEGHNLQEHSVILIRGGRVKDLPGVRYHIVRGSLDCAGVKERKQGRSKYGVKKPARIAGINIPENKHTL
BUsg22       TNGFEVTAYIGGEGHNLQEHSVILIRGGRVKDLPGVRYHIVRGSLDCAGVKERKKGRSKYGVKKAARIAGINIPEHKHAL
HI0914       TNGFEVTSYIGGEGHNLQEHSVVLIRGGRVKDLPGVRYHTVRGALDCAGVKDRKQGRSKYGVKRPARIAGINIPDHKHAV
PA3655       TNGFEVSSYIGGEGHNLQEHSVVLIRGGRVKDLPGVRYHTVRGSLDTSGVKDRKQGRSKYGAKRPARIAGVNIPDNKHTV
PM1985       TNGYEVTSYIGGEGHNLQEHSVVLIRGGRVKDLPGVRYHTVRGALDCAGVKDRKQGRSKYGVKRPARIAGINIPDHKHTV
RSc140       TNGFEVISYIGGEGHNLQEHSVVLIRGGRVKDLPGVRYHIVRGSLDLQGVKDRKQARSKYGAKRPARIAGVNIPNHKHTV
STM021       TNGFEVTSYIGGEGHNLQEHSVILIRGGRVKDLPGVRYHTVRGALDCSGVKDRKQARSKYGVKRPARIAGINIPDQKHAV
STY024       TNGFEVTSYIGGEGHNLQEHSVILIRGGRVKDLPGVRYHTVRGALDCSGVKDRKQARSKYGVKRPARIAGINIPDQKHAV
vc2259       TNGFEVTSYIGGEGHNLQEHSVVLIRGGRVKDLPGVRYHTVRGALDCAGVNDRKQARSKYGVKRPARIAGINIPDHKHAV
wbr31        TNGFEVTSYIGGEGHNLQEHSSVLIRGGRVKDLPGVRYHIVRGALDCAGVKNRKKARSKYGVKKITRIAGVNIPEKKHIV
XAC142       TNQEEVISYIGGEGHNLQEHSVVLIRGGRVKDLPGVRYHTVRGSLDAAGVAKRRQGRSKYGAKRPARIAGVNLPAQKHVW
XCC137       TNQEEVISYIGGEGHNLQEHSVVLIRGGRVKDLPGVRYHTVRGSLDAAGVAKRRQGRSKYGAKRPARIAGVNLPAQKHVW
XF2579       TNQEEVISYIGGEGHNLQEHSVVLIRGGRVKDLPGVRYHTVRGSLDAAGVAKRRQGRSKYGAKRPARIAGVNLAIQKHVW
y3135        TNGFEVTSYIGGEGHNLQEHSVILIRGGRVKDLPGVRYHTVRGALDCSGVKDRKQSRSKYGVKKPARIAGINIPDQKHTV
YPO104       TNGFEVTSYIGGEGHNLQEHSVILIRGGRVKDLPGVRYHTVRGALDCSGVKDRKQSRSKYGVKKPARIAGINIPDQKHTV
Z0181        TNGFEVTSYIGGEGHNLQEHSVILIRGGRVKDLPGVRYHTVRGALDCSGVKDRKQARSKYGVKRPARIAGINIPDHKHAV

b0170        IALTSIYGVGKTRSKAILAAAGIAEDVKISELSEGQIDTLRDEVKFVVEGDLRREISMSIKRLMDLGCYRGLRHRRGLPV
BBp214       VALMDVYGIGKTRSKLICLRTNISESIKILDLTKDQLELLRCEVKFVVEGDLRREVTLSIKRLQDLNCYRGSRHRKKLPV
Bfl31        IALMSIYGIGRSRAKLICLSIGVDEYTKIGQLSDVYIDKMRNEIKYVVEGDLRREVTLNIKRLIDLGTYRGLRHRRNLPV
bu232        IALTAIYGIGKKRSKFICSIANIPEHSKIVDLNEEQIDLLRTHVKYVIEGDLRRERTLNIKRLIDLSCYRGLRHRRSLPV
BUsg22       IALTSIYGIGKKRSKIICFNANIAENSKISDLKEEEIELLRENVKYVTEGDLRREKTLNIKRLIDLNCYRGLRHRRSLPV
HI0914       IALTAIYGIGKTRSQAICAAAGIAEDVKIRELSEEQIDKLRDEVKFTVEGDLRREVTLNIKRLLDLGCYRGLRHRRSLPV
PA3655       ISLTYIYGVGRTTAQSICAATGVNPAAKIKDLSDEQIDQLRNEVKITTEGDLRREINMNIKRLMDLGCYRGLRHRRGLPV
PM1985       IALTAIYGIGKTRAQAICAATGIAEDVKISELSEEQIDKLRDEVKFTVEGDLRREVTLNIKRLLDLGCYRGLRHRRGLPV
RSc140       IGLTAIYGIGRSRARKICEATGIPTDKKVKDLTDPDQDALRKEIKFLVEGDLRRETTMNIKRLMDLGCYRGVRHRKGLPL
STM021       IALTSIYGVGKTRSKAILAAAGIAENVKISELSEEQIDTLRDEVKFVVEGDLRREISMSIKRLMDLGCYRGLRHRRGLPV
STY024       IALTSIYGVGKTRSKAILAAAGIAENVKISELSEEQIDTLRDEVKFVVEGDLRREISMSIKRLMDLGCYRGLRHRRGLPV
vc2259       IALTAIYGIGKTRSKAILADLGIAESVKISELTEEQIDQLRDGVKYTVEGDLRREVSMNIKRLMDLGCYRGLRHRRSLPL
wbr31        IALKKIYGIGNVLARKICKKTGINFSKKVNSLDSSEIELIRNEVKLKIEGDLRREMTLNIKRLIDLGTYRGLRHKKHLPV
XAC142       VGLQSIYGIGRTRSKKLCESAGVTSTTKIRDLSEPEIERLRAEVKYVVEGDLRREIGIAIKRLMDLGCYRGLRHRRGLPL
XCC137       VGLQSIYGIGRTRSKKLCESAGVTSTTKIRDLSEPEIERLRAEVKYVVEGDLRREIGIAIKRLMDLGCYRGLRHRRGHPL
XF2579       IGLQSIYGIGRTRSRKVCDAANVAIYTKIRDLSEPEIERLRVEVKYVIEGDLRREVGMAIKRLMDLNCYRGLRHRRGLPL



y3135        IALTAIFGIGKTRSQAICVAAGIAEHVKISELSEEQIEKLRDEVKYVVEGDLRREVTLSIKRLMDLGTYRGLRHRRGLPV
YPO104       IALTAIFGIGKTRSQAICVAAGIAEHVKISELSEEQIEKLRDEVKYVVEGDLRREVTLSIKRLMDLGTYRGLRHRRGLPV
Z0181        IALTSIYGVGKTRSKAILAAAGIAEDVKISELSEGQIDTLRDEVKFVVEGDLRREISMSIKRLMDLGCYRGLRHRRGLPV

b0170        RGQRTKTNARTRKGPRKMAKQSMKAREVKRVALADKYFAKRAELKAIISDVNASDEDRWNAVLKLQTLPRDSSPSRQRNR
BBp214       RGQRTKTNARTRKGPRKMAKQSMKAREVKRIKLAKKFYSRREHLKSIISDLSVLEQDRWKAVLKLQTFPRDSSPIRQRNR
Bfl31        RGQRTRTNARTRKGPKKMPRKSVQEREKKRLRLINKYFLRRSLLRKCVVDLKVSSEERWNAVLKLQTLPRDSSPSRLRNR
bu232        HGQRTKTNARTCKGPRKMAKQSMKAREVKRVKLANKFYTQRHELKNIISNMSISEEERWNAVLKLQSFPRDSSPSRQRNR
BUsg22       RGQRTKTNARTCKGPRKMAKQSMKAREVKRVKLANKFYAQRIALKNTITNLKLSEEERWDAVLKLQIFPRDSSPSRQRNR
HI0914       RGQRTKTNARTRKVHVSMAKQSMKARDVKRVKLAEKFYAKRVELKKIISDVNASDEDRWDAVLKLQTLPRDSSPSRQRNR
PA3655       RGQRTKTNARTRKGPRKMAKESMKNRELKRQLTVAKYAKKRAELKAIIANPNSSAEERWNAQVALQKQPRDASASRLRNR
PM1985       RGQRTKTNARTRKGPRKMAKQSMKARDVKRVKLAEKFYAKRAELKQIISDVNASDEDRWNAVLKLQTLPRDSSPSRQRNR
RSc140       RGQRTRTNARTRKGPRKVAKLSLIEREKKRAKLVAKYAEKRAALEAIVADQSKSEEERYEARLKLQQLPRNANPTRQRNR
STM021       RGQRTKTNARTRKGPRKMAKQSMKAREVKRVALADKYFAKRAELKAIISDVNATDEDRWNAVLKLQTLPRDSSPSRQRNR
STY024       RGQRTKTNARTRKGPCKMAKQSMKAREVKRVALADKYFAKRAELKAIISDVNATDEDRWNAVLKLQTLPRDSSPSRQRNR
vc2259       RGQRTKTNARTRKGPRKMAKQSMKAREEKRAKLVAQFAEKRATLKAIISDVNASEEDRWNAVLKLQSLPRDSSRSRQRNR
wbr31        RGQRTKTNARTRKGPRKVTRKSIQEREKKRIKLAKTFLKKRKELKKIISDPNIGNDIRWNAVLKLQSLPRDSSLSRQRNR
XAC142       RGQRTRTNARTRKGPRKMAKTSMIHRDIKRAKLAKKFAGKRDALKKILSSQDASYEEKIDASTKLQKLPRDSSPSRHRNR
XCC137       RGQRTRTNARTRKGPRKMAKTSMIHRDIKRAKLAKKFAGKRDALKKILSSQDASYEEKIDASTKLQKLPRDSSPSRHRNR
XF2579       RGQRTRTNARTRKGPRKMAKISMINRDLKRKRLAKKFADKRLSLKKVISSDASSYEEKIEASCKLQKLPRDSSPTRLRNR
y3135        RGQRTKTNARTRKGPRKMAKQSMKAREVVRVKLANKYRAKREELKAIISGVNSSDEDRWDAVLKLQSLPRDSSPSRQRNR
YPO104       RGQRTKTNARTRKGPRKMAKQSMKAREVVRVKLANKYRAKREELKAIISGVNSSDEDRWDAVLKLQSLPRDSSPSRQRNR
Z0181        RGQRTKTNARTRKGPRKMAKQSMKAREVKRVALADKYFAKRAELKAIISDVNASDEDRWNAVLKLQTLPRDSSPSRQRNR

b0170        CRQTGRPHGFLRKFGLSRIKVREAAMRGEIPGLKKASWEATAKIVSEFGRANDTGSTEVQVALLTAQINHLQGHFAEHKK
BBp214       CSQTGRPHAFLRKFGLSRIKVREAAMRGEIPGLKKSSWNIKSKIITQFGVSKDSGKSEVQIALLTNRINYLQNHFSLHKK
Bfl31        CGRTGRPHAFLRKFGLSRMKVREAAMKGEIPGLRKSSWEQKSKIILKFGFIKNTGITEVQVALLTQRINALKSHFNKHKQ
bu232        CRQTGRPHAFLRKFGLSRIKVREAAMKGEIPGLKKASWIDTKKIILKYGKEQNSGITEVQVVLLTNQINYLQIHFSQHKK
BUsg22       CRQTGRPHAFLRKFGLSRIKVREAAMKGEIPGLKKASWMTIKETILKYGKEKNTGKTDVQIALLTNQINHLQLHFSQHKK
HI0914       CRQTGRPHGVLRKFGLSRIKVREAAMRGEIPGLKKASWEKKAAIVAEFGRAKDTGSSEVQIALLTAQINHLQTHFAEHKK
PA3655       CRLTGRPHGFYRKFGLSRNKLREAAMRGDVPGLVKASWEEKAQIVNEYKQEGDTGSPEVQVALLSANINKLQDHFKANGK
PM1985       CRQTGRPHGVLRKFGLSRIKVREAAMRGEIPGLKKASWEKKAAIVAEFGRAKDTGSSEVQIALLTAQINHLQSHFATHKK
RSc140       CSITGRPRGTFRKFGLARNKLREIAFKGEIPGLTKASWINKQEVVKQFARTNDTGSPEVQVALLTARINELTPHFKAHMK
STM021       CRQTGRPHAFLRKFGLSRIKVREAAMRGEIPGLKKASWEATAKIVSEFGRANDTGSTDVQVALLTAQINHLQGHFAEHKK
STY024       CRQTGRPHAFLRKFGLSRIKVREAAMRGEIPGLKKASWEATAKIVSEFGRANDTGSTDVQVALLTAQINHLQGHFAEHKK
vc2259       CNQTGRPHGFLRKFGLSRIKVREACMKGEIPGLRKASWETKAAIVAEYARENDTGSPEVQIALLTASINHLQGHFQAHKG
wbr31        CSQTSRPHAFLRKFGLSRIKLREAAMRGEIPGLRKSSWKKKNKSYKETLHLNIKEDSEKQITLLTEKIKSLQKHFLENKN
XAC142       CELSGRPRGVYRKFGLGRNMLRKATMNGDVPGLRKASWVDTQKVIEDNKRAQDTGSPEVQVALLTARIELLTGHFKTHKK
XCC137       CELSGRPRGVYRKFGLGRNMLRKATMNGDVPGLRKASWVDTQKVIEDNKRAQDTGSPEVQVALLTARIELLTGHFKTHKK
XF2579       CEISGRPRGVYCKFGLGRNKLREAAMRGDVPGLRKASWIDTQSIIENNKRAHDTGSPEVQVALLTARIELLTKHFKIHKK
y3135        CNQTGRPHGFLRKFGLSRIKVRETAMRGEIPGLKKASWEAKAKIVADFGRTNDTGSSEVQVALLTAQINHLQGHFSEHKK
YPO104       CNQTGRPHGFLRKFGLSRIKVRETAMRGEIPGLKKASWEAKAKIVADFGRTNDTGSSEVQVALLTAQINHLQGHFSEHKK
Z0181        CRQTGRPHGFLRKFGLSRIKVREAAMRGEIPGLKKASWEATAKIVSEFGRANDTGSTEVQVALLTAQINHLQGHFAEHKK

b0170        DHHSRRGLLRMVSQRRKLLDYLKRKDVARYTQLIERLGLRMVTIRLARHGAKKRPFYQVVVADSRNARNGRFIERVGFFN
BBp214       DHCSRRGLLNMVSKRRKLLNYLKDENISRYINIINQLKLRMVKIRLVRLGAKKRPFYKIVIADSRYPRNGKFIEKIGFFK
Bfl31        DHHSRRGLLHIVTRRRKLLKYLKKSSVLRYNNLIESLALRMVRIRLARGGCKKSPFYYIVVTDSRNSRDGRFIERIGFFN
bu232        DHCSRRGLLNMVSKRRKLLDYLKKKNISRYSALIEDLHLRMVKIRLARYGTKKRPFYKLVVADSRFSRNGRFIERLGYFN
BUsg22       DHCSRRGLLKMVSKRRKLLNYLKKKNISCYTKLIESLNLRMVRIRLALYGTKKRPFYKMVVADSRFSRDGRFIEKLGHFN
HI0914       DHHGRRGLLRMVSRRRKLLDYLKRTDLALYQSTIARLGLRMVTIRLSRGGAKKRPFYQIVVADSRSPRDGRFIERVGFFN
PA3655       DHHSRRGLIRMVNQRRKLLDYLKGKDVSRYTALIGRLGLRMVTIRLARGGSKKRPFYHLTVTNSRNARDGRFVERIGFFN
PM1985       DHHGRRGLLRMVSRRRKLLDYLKRTNLELYTSTIARLGLRMVTIRLSRGGAKKRPFYQIVVADSRSPRDGRFIERVGFFN
RSc140       DHHSRRGLLKMVSRRRRLLDYLKKNDADRYRSLIEKLGLRMVVIRLARGGSKNRPFFNIVATDSRNRRDGRFIERVGFYN
STM021       DHHSRRGLLRMVSQRRKLLDYLKRKDVARYTALIERLGLRMVTIRLARHGAKKRPFYQVVVTDSRNARNGRFIERVGFFN
STY024       DHHSRRGLLRMVSQRRKLLDYLKRKDVARYTALIERLGLRMVTIRLARHGAKKRPFYQVVVTDSRNARNGRFIERVGFFN
vc2259       DHHSRRGLLRMVSSRRKLLDYLKGKDLSRYQDLIKRLGLRMVTIRLARHGAKKRPFYQIVVADSRNSATGRFIEKVGFFN
wbr31        DLHSRRGLLKKVSRRRKILNYLKRKNKMRYFDLIKKLNLRMVIIRLSRKGSKNKPFYQIVASDNRKPRDGKFIEKLGFFN
XAC142       DHHSRRGLLQMVNRRRSLLDYLKKKDNERYKSLIEKLGLRMVKIRLTRGGAKKRPFYHIIVTDVRSARDGRNIERLGYYN
XCC137       DHHSRRGLLQMVNRRRSLLDYLKKKDGERYKSLIEKLGLRMVKIRLTRGGAKKRPFYHIIVTDVRSARDGRNIERLGYYN
XF2579       DHHSRRGLLQMVNRRRSLLDYLNKKDNERYKLLIEKLGLRMVKIRLTRGGAKKRPFYQIIVTDSRNKRDGRNIERVGHYN
y3135        DHHSRRGLLRMVSTRRKLLDYLKRQDVARYASLIERLGLRMVTIRLARGGAKKRPFYQVVVTDSRNARDGRFIERVGFFN
YPO104       DHHSRRGLLRMVSTRRKLLDYLKRQDVARYASLIERLGLRMVTIRLARGGAKKRPFYQVVVTDSRNARDGRFIERVGFFN
Z0181        DHHSRRGLLRMVSQRRKLLDYLKRKDVARYTRLIERLGLRMVTIRLARHGAKKRPFYQVVVADSRNARNGRFIERVGFFN

b0170        ASEKEEGTRLDLDRIAHWVGQGATISDRVAALRTLQGRVVSDKMEKSIVVAIERFVKHPIYGKFIKRTTKLHVHDENNEC
BBp214       SIKHPPQICINTLRITHWIKNGAIMSKRVKKLRTLSGQVISNKMQKSAIVSIKRLIKHPLYKKFVKKTTKLCIHDENNQC
Bfl31        ELDIKKRLRVNLDRVRYWLSNGAQPSDRVFVLHVLQGIVIRSKMQKSIVVSINRIVKHSMYKKFINRTTKIYVHDTNNIS

bu232        AKGKSEILKLNLERIEHWTNQGAQMSERTKKLRTLQGRVISNKMQKSAVVAIERFVKHIIYGKFIKRTTKLHIHDEKNEC
BUsg22       SKCQNSTLKLNLNRIEYWQGKGAQISKRSQKLRTLQGRVTSNKMNKSAVVAIERFVKHPIYGKFVKKTTKLHIHDEKNEC
HI0914       AQGNAERLRINLERVNHWVAQGASLSDRVASLRSVQGKVVSDKMEKSFVVAIERKVKHPLYGKFIRRTTKLHVHDENNEA
PA3655       ATGGEVRLSVDQERATYWLGQGAQPSERVAQLRTLTGRVVSDKMDKTVTVLIERRVKHPIYGKYVKRSTKLHAHDESNQC
PM1985       ATGNAERLRLDLDRVNAWVEKGASLSDRVSALRSVQGKVVSDKMDKSFVVAIERKVKHPLYGKFIRRTTKLHVHDENNEA
RSc140       ATEGEEGLRIAQDRLSYWQGVGAQLSPTVARLRTLVGRVVSSKMDKTVTVLVENRVKHPLYGKYVVRSKKYHAHDEANQY
STM021       ASEKEEGTRLDLDRIAHWVGQGATISDRVAALRTLQGRVVSDKMEKSIVVAIERFVKHPIYGKFIKRTTKMHVHDENNEC
STY024       ASEKEEGTRLDLDRIAHWVGQGATISDRVAALRTLQGRVVSDKMEKSIVVAIERFVKHPIYGKFIKRTTKMHVHDENNEC
vc2259       ATGQEEGLRLDLDRVNHWVSQGASLSDRVAQLRTQLGRVVSDKMDKSIVVAIERMVKHPIYGKFVKRTTKVHAHDENNEC
wbr31        SIEKSKKIFIKTDRINLWMSKGAKLSDRVKNLQILKGSVIKNKMQKSIVVSVERFVKHPIYKKFMKKTTKLHVHDENNSS
XAC142       AQGAEPRIVLDVARVDHWVGNGAQLTDKVRNLRTVEGRVVSNKMDKTVTVLVERQVKHALYGKYIKRSTKLHAHDADNAC
XCC137       AQGAEPRVVLDVARVDHWVGQGAQLTDKVRNLRTVEGRVVSNKMDKTVTVLVERQVKHPLYGKYIKRSSKLHAHDADNAC
XF2579       AQGAESRVVLNMARVEHWVKNGAQLTDKVRSLRTIKGRVISNKMQKTVTVLVERQIKHALYGKYIKRSTKLHAHDADDLC
y3135        ASGQAEALRLDLDRIEHWIGLGATVSDRVSVLRTLQGRVVSDKMEKSMVVAIERVVKHPIYGKFIRRTTKLHVHDENNEC
YPO104       ASGQAEALRLDLDRIEHWIGLGATVSDRVSVLRTLQGRVVSDKMEKSMVVAIERVVKHPIYGKFIRRTTKLHVHDENNEC
Z0181        ASEKEEGTRLDLDRIAHWVGQGATISDRVAALRTLQGRVVSDKMEKSIVVAIERFVKHPIYGKFIKRTTKLHVHDENNEC

b0170        GIGDVVEIRECRPLSKTKSWTLVFRRRKFCRFTAEGVQEIDYKDIATLKNYITESGKIVPSRITGTRAKYQRQLARAIKR
BBp214       SFGDIVEIRECRPISKTKSWMLVFRRRKFCRFTVEKIKEIDYKDLSMLKNYITESGKIVPSRITGTSARYQRQLARAIKR



Bfl31        NVGDIVEITECRPISKTKCWKLTIRHRKFCRFTADKCIYVDYKDLSKIQHSIIENAKIIPSRITGTRSKYQRQLARAIKI
bu232        TVGDLIEIRESRPISKTKSWVLVFRRRKFCRFTAEGVQEIDYKDIAVLKNYITESGKIVPSRITGTRAKYQRQLSRAIKR
BUsg22       SIGDLIEIRESRPISKTKSWILVFRRRKFCRFTAEGIQEIDYKDIAMLKNYITENGKIVPSRITGTRAKFQRQLSRAIKK
HI0914       KVGDTVEIRECRPLSKTKSWTLVFRRRKFCRFTAENVVEIDYKDIATLKNYISESGKIVPSRITGTRAKYQRQLARAIKR
PA3655       RIGDLVTIRETRPLAKTKAWTLVFRRRKFCRFTAEGVKEIDYKDLNTLKAYVSETGKIVPSRITGTKAKYQRQLATAIKR
PM1985       KLGDIVEIKECRPLSKTKSWTLVFRRRKFCRFTAENVVEIDYKDVATLKNYITESGKIVPSRITGTRAKYQRQLARAIKR
RSc140       KEGDRVEIVESRPISRTKAWVVSFKRKKFCRFTVAGVEQIDYKDLDTLKDFIGENGKITPARLTGTRSHYQRQLDTAIKR
STM021       GIGDVVEIRECRPLSKTKSWTLVFRRRKFCRFTAEGVQEIDYKDIATLKNYITESGKIVPSRITGTRAKYQRQLRRAIKR
STY024       GIGDVVEIRECRPLSKTKSWTLVFRRRKFCRFTAEGVQEIDYKDIATLKNYITESGKIVPSRITGTRAKYQRQLARAIKR
vc2259       GIGDTVEIRECRPLSKTKSWTLVFRRRKFCRFTAEGVQEIDYKDVATLKNYITEAGKIVPSRITGTSAKYQRQLARAIKR
wbr31        KVGDVVEIQECRPISKTKSWKLIFRRRKFCRFTLEKINNIDYKDIILLKNYITENGKIVPSRITGTRARYQRQLSRAVKR
XAC142       NEGDVVRVTEIAPMSKTKNWRVVFRRRKFCKFTAEGVKEIDYKDLNTLRQYLTENGKIVPSRVTGTKSKYQRQLATAVKR
XCC137       NEGDVVRVTEIAPMSKTKNWRVVFRRRKFCKFTAEGVKEIDYKDLNTLRQYLTENGKIVPSRVTGTKSKYQRQLATAVKR
XF2579       NEGDVVLMTEVAPISKTKNWRVVFRRRKFCKFTAEGIKEIDYKDLNTLRQYLTENGKIVPSRVTGTKSKYQRQLTTAVKR
y3135        GIGDVVEIRECRPLSKTKSWTLVFRRRKFCRFTAEGVVEIDYKDIATLKNYITESGKIVPSRITGTRAKYQRQLARCIKR
YPO104       GIGDVVEIRECRPLSKTKSWTLVFRRRKFCRFTAEGVVEIDYKDIATLKNYITESGKIVPSRITGTRAKYQRQLARCIKR
Z0181        GIGDVVEIRECRPLSKTKSWTLVFRRRKFCRFTAEGVQEIDYEDIATLKNYITESGKIVPSRITGTRAKYQRQLARAIKR

b0170        ARYLSLLPYTDRHMPRSLKKGPFIDLHLLKKVEKAVESKKPLRTWSRRSTIFPNMIGLTIAVHNGRQHVPVFVTDEMVGH
BBp214       ARYLSLLPYTDQHVPRSLKKGPFIDIALLRKVEQAVEIKKPIRTWSRRSTIFPKMVGLTMLIHNGRQHIPVFITEDMVGH
Bfl31        ARFLSLLPYIDQNMSRSLRKGPFIDLHLLRKVEKVIKTKKPIRTWSRRSTIFPKMIGLTISVHNGKQHIPVFISDEMVGH
bu232        ARYLALLPYTDQHMPRSLKKGPFIDISLLKKVEKSVKIKKPIKTWSRRSTIFPNMVGLTISIHNGRSHIPVFVTEEMVGH
BUsg22       ARYLALLPYTDQHMPRSLKKGPFIDVSLLKKVEKAVKIKKPLKTWSRRSTVFPNMVGLTISVHNGRHHIPIFITEEMVGH
HI0914       ARYLALLPYTDNHMPRSLKKGPFLDLHLLKKVEKAVESKKPIKTWSRRSMIIPSMIGLTIAVHNGRQHVPVYVSDEMIGH
PA3655       ARYLALLPYTDSHVPRSLKKGPFIDLHLLKKVEVAVEKRKPIKTWSRRSMILPHMVGLTIAVHNGRQHVPVLVNEDMVGH
PM1985       ARYLALLPYTDNHMPRSLKKGPFLDLHLLKKVEKAVESKKPIKTWSRRSMIIPSMIGLTIAVHNGRQHVPVYVSDEMIGH
RSc140       ARFLALMPYTDQHMTRSAKKGPFIDAHLLKKVEAAAGGKKPIKTWSRRSTILPDFIGLTIAVHNGRQHVPVYVTENMVGH
STM021       ARYLSLLPYTDRHMPRSLKKGPFIDLHLLKKVEKAVESKKPLRTWSRRSTIFPNMIGLTIAVHNGRQHVPVFVSDEMVGH
STY024       ARYLSLLPYTDRHMPRSLKKGPFIDLHLLKKVEKAVESKKPLRTWSRRSTIFPNMIGLTIAVHNGRQHVPVFVSDEMVGH
vc2259       ARYLALLPYTDKHMPRSLKKGPFIDLHLLKKVEKAVESKKPIKTWSRRSMIIPTMIGLTIAVHNGRQHVPVFVTDEMIGH
wbr31        ARYLSLLPYTDHHMPRSLKKGPFIDFHLLKKIEEIKQTKKLIRTWSRRSTIFPDMIGMTISVHNGKQHIPIFIGDEMVGH
XAC142       ARFLALIPYTDNHMARSLKKGPFVDHHLAKKVESAAGSKKPIKTWSRRSMILPEMVGITIAVHNGKNHIPVLVNENMVGH
XCC137       SRFLALIPYTDNHMARSLKKGPFVDHHLAKKVESAAGSKKPIKTWSRRSMILPEMVGITIAVHNGKNHIPVLVNENMVGH
XF2579       ARFLALIPYTDNHMPRSTKKGPFFDHHLIKKVESAAGSKRPIKTCSRRSVILPQMVGHTIAIHNGKNYYPVVINENMVGH
y3135        ARYLSLLPYTDRHMPRSLKKGPFIDLHLLKKVEKAVESKKPIRTWSRRSTVFPNMIGLTIAVHNGRQHVPVFVSDEMVGH
YPO104       ARYLSLLPYTDRHMPRSLKKGPFIDLHLLKKVEKAVESKKPIRTWSRRSTVFPNMIGLTIAVHNGRQHVPVFVSDEMVGH
Z0181        ARYLSLLPYTDRHMPRSLKKGPFIDLHLLKKVEKAVESKKPLRTWSRRSTIFPNMIGLTIAVHNGRQHVPVFVTDEMVGH

b0170        KLGEFAPTRTYRGHAADKKAKANIKSAKKRAIQSEKARKHNASRRSMMRTFIKKVYAAIEAGDKAAAQKAFNEMQPIVDR
BBp214       KLGEFVLTRTYRGHTADKKVKANIKSSKKDSIKSRKKKKLNASKKSMIKTLIKKVKIAILSGDKLKSELAFSKIQPILDR
Bfl31        KLGEFAPTRTYRGHSVDKKIKANTKSAKKFIIKSKKNRNRNLSNRSMLKTFIKKVNIAINKRNISEALFAFKNMQKCIDR
bu232        KLGEFSLTRTYRGHTADKKVKANIKASKKDALTSEKRRKKNSSRRSMIRTFVKKVRVAIMSGNKTTAEDAFKKMQPIIDS
BUsg22       KLGEFSLTRTYRGHTADKKVKANIKSAKKDSIISEERRKKNASQRSKMRTFIKKVRLAISSGDKEKSYDAFKKMQPIIDK
HI0914       KLGEFAPTRTYRGHAADKKAKANIKSAKKRAVQSEKRRQHNASQRSMMRTYIKKVYAQVAAGEKSAAEAAFVEMQKVVDR
PA3655       KLGEFAATRTYRGHAADKKAKANTPSAKKRAKQAEKRRSHNASLRSMVRTYIKNVVKAIDAKDLEKAQAAFTAAVPVIDR
PM1985       KLGEFAPTRTYRGHAADKKAKANIKSAKKRAIQSEKRRQHNASQRSMMRTYIKKVYAAVAAGDKSVAEKAFVEMQKVVDR
RSc140       KLGEFALTRTFKGHAADKKAKANTAQARKRARQAVVQNAHNSALRSRLRTAVKAVRKAIAGGDKAAAANVFKQAQSTIDS
STM021       KLGEFAPTRTYRGHAADKKAKANIKSAKKRAVQSEKARKHNASRRSMMRTFIKKVYAAIEAGDKAAALKAFNEMQPIVDR
STY024       KLGEFAPTRTYRGHAADKKAKANIKSAKKRAVQSEKARKHNASRRSMMRTFIKKVYAAIEAGDKAAALKAFNEMQPIVDR
vc2259       KLGEFAPTRTYRGHAADKKAKANNKSAKKRAIQAEKRRQHNASRRSMMRTYMKKTVAAIAAGDKEAATAAFAVVTPILDR
wbr31        KLGEFVPTRTYRGHSADKKIKANIKSSKKRSIQSEKKRKYNSSKKSMIRSFIKKVKNSILKKEKDTINNSFIEMQSILDR
XAC142       KLGEFAVTRTFKGHGGDKKSGANIKSAKKRAKQTIVRNERNTGQRSMLRTAVKKVIKALDANDAAGAEAAFAVAQPILDR
XCC137       KLGEFAVTRTFKGHGGDKKSSANIKSAKKRAKQTVVRNERNTGQRSMLRTAVKKVIKALDANDAAGAEAAFAVAQPILDR
XF2579       KLGEFSITRVFKGHGGDKKSGANIKSAKKRVKQTVVRNERNTAQRSMLRTAVKKVIKALSIKDIAGAETAFAVAQPILDR

y3135        KLGEFAPTRTYRGHAADKKAKANIKSAKKRAVQSEKRRKHNASRRSMVRTFIKKVYAAIAAGDKDAAQKAFNEMQPIVDR
YPO104       KLGEFAPTRTYRGHAADKKAKANIKSAKKRAVQSEKRRKHNASRRSMVRTFIKKVYAAIAAGDKDAAQKAFNEMQPIVDR
Z0181        KLGEFAPTRTYRGHAADKKAKANIKSAKKRAIQSEKARKHNASRRSMMRTFIKKVYAAIEAGDKAAAQKAFNEMQPIVDR

b0170        QAAKGLIHKNKAARHKANLTAQINKMPVIKVRENFDVALRRFKRSCEKAGVLAEVRRREFYEKPTTERKRAKASAVKRRE
BBp214       YSAKGLIHKNKAARHKSNLKCKINAMPIIKVRDNFDVALRRFKRSCEKAGILSEIRRREFYEKPTTERKRAKASAIKRRE
Bfl31        QSIKGLIHKNKAARCKSKIFRRISLMPIIKVRENFDVALRRFKRSCEKAGILSEVRRREFYEKPTTERKRAKASAIKRRE
bu232        HVNKGLIHKNKAARYKSNLSLQIKKMPIIKVRENFDVALRRFKRSCEKAGILAEIRRREFYEKPTTERKRAKASAVKRRE
BUsg22       YATKGLIHKNKAARYKSILSFKIAKMPIIKVRENFDVALRRFKRSCEKAGILAEIRRREFYEKPTTERKRAKASAIKRRE
HI0914       MASKGLIHANKAANHKSKLAAQIKKMPVIKVRENFDVALRRFKRSCEKAGILAEVRAREFYEKPTTIRKRENATLAKRRE
PA3655       MADKGIIHKNKAARHKSRLSGHIKAMPAVKVKENFDVALRRFKRSCEKAGVLAEVRSREFYEKPTAERKRKAAAAVKRRE
PM1985       MASKGLIHANKAANHKANLSAQIKKMPVIKVRENFDVALRRFKRSCEKAGILAEVRSREFYEKPTTIRKRENATRAKRRE
RSc140       IADKKIVHKNKAARAKSRLSAAIKAMTTIRLKENVEVALRRFRREIERTGLIKELRARTAYEKPTTERKRKKAAAVSRRS
STM021       QAAKGLIHKNKAARHKANLTAQINKMPVIKVRENFDVALRRFKRSCEKAGVLAEVRRREFYEKPTTERKRAKASAVKRRE
STY024       QAAKGLIHKNKAARHKANLTAQINKMPVIKVRENFDVALRRFKRSCEKAGVLAEVRRREFYEKPTTERKRAKASAVKRRE
vc2259       MATKGLIHKNKAARHKSRFFAAINAMPVVKVRENFDVALRRFKRSCEKAGILSEVRRREHYEKPTTVRKRAKAAAQKRRE
wbr31        YAKKNLIHKNKASRLKSRLSKKIKFMPIIKIRENFDVALRRFKRSCEKAGILSEVRRREFYEKPTTERKRAKASAIKRRE
XAC142       FSARGLIHKNKAARHKSRLTARIKAMPSVKVRENFEFALRRFKRTCEKAGVLAETRKREFYEKPTQERKRKAAAAVKRRD
XCC137       FSARGLIHKNKAARHKSRLTARIKAMPSVKVRENFEFALRRFKRTCEKAGVLAETRKREFYEKPTQERKRKAAAAVKRRD
XF2579       FSSRGLIHKNKAARHKSRLTARIKAMPSVKVRENFEFALRRFKRICEKAGILAETRKREFYEKPTQERKRKAAAAVKRRD
y3135        QSCKGLIHKNKAARHKSNLVAQINAMPVIKVRENFDVALRRFKRSCEKAGVLAEVRRREFYEKPTTERKRAKASAVKRRE
YPO104       QSCKGLIHKNKAARHKSNLVAQINAMPVIKVRENFDVALRRFKRSCEKAGVLAEVRRREFYEKPTTERKRAKASAVKRRE
Z0181        QAAKGLIHKNKAARHKANLTAQINKMPVIKVRENFDVALRRFKRSCEKAGVLAEVRRREFYEKPTTERKRAKASAVKRRE

b0170        NARASLVKELRERTGAGMMDCKKALTEANGDIELAIENMRKSGAIKAAKKAGNVADGVIKTKGIILEVNCQTDFVAKDAG
BBp214       NLKAFLVKKLRARTGVGIMDCKRALMCMKGDIDKSVDFLRKMGQIKAEKKQFLLTNGSIFISGVMLELSSETDFVSKHKD
Bfl31        QLKSDLIRELRKRTSVSIIKCKQALIDSNGDIELAIDNMRKSGLQTDFIQSNRLTSGLIAIKGLMIEINCETDFVSRNSM
bu232        NARTGLIKELRSRTGAGFLACKRALLEENGDIESAIDNLRKSGKLTAEKKINNITQGAIFSKGVMLELNCETDFVSKDNL
BUsg22       NARALLIKELRLRTGAGFMECKRALIEEKGDIELSIDNLRKSGQARAEKKIHNITQGLIFAKGAMVELNCQTDFVAKDTL
HI0914       NARASLVKELRDRTGAGMMECKKALVEANGDIELAIDNMRKSGQAKAAKKAGRVAEGVILARGVLVEMNCETDFVAKDAG
PA3655       QRRAAMVKELRERTGLGMMECKKALTAAGGDIEKAIDDMRAAGAIKAAKKAGNIAEGSIAVKAVIIEVNSQTDFLALQDD
PM1985       NARASLVKELRERTGAGMMECKKALVEANGDIELAIDNMRKSGQAKAAKKAGRVAEGVILARGVLVEMNCETDFVAKDAG



RSc140       QMLASMVAELRAKTDAPMMECKKALTEAEGNMEKAEEILRVKLGNKAGKAAARITEGVIASFGALVELNCETDFVSRNDD
STM021       NARASLVKELRERTGAGMMDCKKALTEANGDIELAIENMRKSGAIKAAKKAGNVADGVIKTKAFILEVNCQTDFVAKDAG
STY024       NARASLVKELRERTGAGMMDCKKALTEANGDIELAIENMRKSGAIKAAKKAGNVADGVIKTKAFILEVNCQTDFVAKDAG
vc2259       NARAALVKELRERTGAGMMECKKALVETNGDIELAIENMRKSGAAKAAKKAGNIAEGTIMIKAALVEVNCQTDFVAKDSN
wbr31        NLKSNLIKEMRNRTNLGILECKKALLENNENIELAIQFIKKSGTLNIEKNVNNLSNGIVLAKGALIELNSETDFVAKNKQ
XAC142       VTKASLVKELRERTGAGMMECKKALVENAGDIDAAAEWLRKSGLAKADKKADRVAEGRIATAAVLVEVNSETDFVAKDEN
XCC137       VTKASLVKELRERTGAGMMECKKALVENAGDIDAAAEWLRKSGLAKADKKADRVAEGRIATAAVLVEVNSETDFVAKDEN
XF2579       VTKASLVKELRERTGVGMMECKKALSENAGNIDAAVEWLRKSGLVKADKKAGRIAEGRIVVVAVLVEINSETDFVAKDSH
y3135        NARAALVKELRERTAAGMMECKKALVEANGDIELAIDNMRKSGQAKAAKKAGRIAEGIILAKGVILELNCETDFVAKDAG
YPO104       NARAALVKELRERTAAGMMECKKALVEANGDIELAIDNMRKSGQAKAAKKAGRIAEGIILAKGVILELNCETDFVAKDAG
Z0181        NARASLVKELRERTGAGMMDCKKALTEANGDIELAIENMRKSGAIKAAKKAGNVADGVIKTKGIILEVNCQTDFVAKDAG

b0170        FQAFADKVLDAAVAGKIVEVLEEERVALVAKIGENINIRRVAALEGGSYQARIGVLVKHIAMHVAASKPEFIKPEDVSAE
BBp214       FLCLGEKILDYVLTHPMIEFIEDLRTSLVMQVNENIVIRRIQTLNKTGYLRRIGVLVKEIAMHIAASNPKYLRSDLVPKS
Bfl31        FREFINTVMVTALNESIINALEEQRLFLMNKIGENIKIRRFFVLIGSSYISRIGVLVKHVAMHIAARNPKYVGVSNISED
bu232        FICLGEDILVEALEKRIINQLESRRTELVSKVGENINIRRFHLIEGFSYLVRIGVLVKNIAMHIAASKPEYLHPKNVSSE
BUsg22       FYSLGKEIILTALSKKIIDDIEIKKTELIVKTGENIKINRFSFIEGISYIGRIGVLVKNIAMHIAASKPEYLSPNDISDS
HI0914       FLGLANEVTDFAAANKGIEALEEKRAALVAKIGENMNIRRVAYLDGAQYLAKIGVLVKKVAMHVAASKPEFVNPEDVSAE
PA3655       FKGFVAESLEKAFNEKLAAPLEEARLALVAKTGENVNIRRLTRVEGGAYLHRIGVVVKDIAMHVAASNPQFLSASEVSEE
PM1985       FLGLANEVADYALANKGIEALEEKRATLVAKIGENMNIRRVQFLDGGSYLAKIGVLVKKIAMHVAASRPEFVKPEDVSAD
RSc140       FLGFANEIAKLIATQNPVAALEAVRTRLIGKIGENMTIRRFQRFEGASYLTRIGVMVKDVAMHAAAMKPVALSSDEVPAE
STM021       FQAFADKVLDAAVAGKIVEVLEEERVALVAKIGENINIRRVASLEGGSYQARIGVLVKQLAMHVAASKPEFVKPEDVSAD
STY024       FQAFADKVLDAAVAGKIVEVLEEERVALVAKIGENINIRRVASLEGGSYQARIGVLVKQLAMHVAASKPEFVKPEDVSAD
vc2259       FVAFANQVTDAALASKAVEELEEARVALVAKIGENINIRRVQYVEGATYRDRIGVVVKHVAMHVAASRPEFLTPDDVPAE
wbr31        FQNFGKEIISIILKEKIIDILKEKISYFSLTFKEKINIKRIKLFYGFNYIKRIGVIVKKIAMHIAASNPKYISVKSIPNI
XAC142       FLAFTEVVANAALNSDAAEALEERRAAVIAKVGENLQVRRLVRIDSAAYVGRIGVLVRGIAMHIAAMNPPHVKASDVPAE
XCC137       FLAFTDVVANAALNSDAADALEERRAAVIAKVGENLQVRRLVRIDSAAYVGRIGVLVRGIAMHIAAMNPPHVKASDVPAE
XF2579       FLAFAEAVAQAALVAGAVEALEEARAAVIAKIGENVRVRRLARIDSAAYVGRIGVLVRGIAMHVAAMNPPYNKVADVSAE
y3135        FKAFGEEVINAALAEKIIDVLEEQRANLVAKIGENINIRRVAVLEGGTYLARIGVMVKHIAMHIAASKPEYVKPDDVPAE
YPO104       FKAFGEEVINAALAEKIIDVLEEQRANLVAKIGENINIRRVAVLEGGTYLARIGVMVKHIAMHIAASKPEYVKPDDVPAE
Z0181        FQAFADKVLDAAVAGKIVEVLEEERVALVAKIGENINIRRVAALEGGSYQARIGVLVKHIAMHVAASKPEFIKPEDVSAE

b0170        VVEKEYQVQLDIAMQGKPKEIAEKMVEGRMKKFTGEVSLTGQPFVMEPSKTVGQLLEHNAEVTGFIRFEVGEG
BBp214       IMEREYEIQLELAMQKKSKPILEKIIKGRMIKFANEISLLGQNFIFDPHRKVSEVIKNNIDVISFVRYEVGEK
Bfl31        IMIRERHIQMDIAKKKKDPEILEKIVEGRMEKFMSEIVLEKQDFVMDINRTVGSILEYCIKINNFVRFEIGDN
bu232        VFQREYQIQLELAKNNKPSNLLKKIIDGRMEKFVNNISLTSQSFIMNPIKTVGDILENHAHIESFIRFELGEL
BUsg22       VFKREYEIQLELAKKNKSSEILKKIVQGRMNKFVNDISLVGQKFIMDNTKTVGALLEYNARIISFIRFEIGDK
HI0914       VVEHERQIQIDIAINGKPKEIAEKMVEGRMKKFTGEVSLTGQAFVMDPSVSVGDFLSVNTSVSNFIRLEVGEG
PA3655       AIAKEKEIFLALNADGKPENIVENMVKGRISKFLAEASLVEQPFVKNPEVKVGDLAQAGAEIVSFVRYEVGEG
PM1985       VVAKEREIQVAIAMEGKPREIAEKMVEGRMKKFTGEVSLTGQPFVMDPAKSVGEFLESGADVTNFVRFEVGEG
RSc140       LIAKERSIAEQKAAEGKPAEIVAKMVEGSVQKYLKEVSLLNQPFVKNDKQTVEQMLAANTTVKGFTLFVVGEG
STM021       VVEKEYQVQLDIAMQGKPKEIAEKMVEGRMKKFTGEVSLTGQPFVMEPSKSVGQLLEHNADVTGFIRFEVGEG
STY024       VVEKEYQVQLDIAMQGKPKEIAEKMVEGRMKKFTGEVSLTGQPFVMEPSKSVGQLLEHNADVTGFIRFEVGEG
vc2259       VVAKEREVQVGIAMNGKSKEIAEKMVEGRMKKFTGEVSLTGQPFVMEPKKTVGEILEKGATVSAFIRLEVGEG
wbr31        IKENEKMIYIKSALKGKTKEIAEKISNGKMKKFFEKIALEEQFFIFDDTKKIKNIIERNIYIKKFIRFEVGEN
XAC142       FVAKEKEIELAKMSEAKPAEILEKIISGKISKIVNEVTLYGQPYVLNTDQTVEQAVAAGAEVIGFQRLAVGEG
XCC137       FVAKEKEIELAKMSEAKPAEILEKIISGKISKIVNEVTLYGQPYVLNTDQTVEQAVAAGAEVIGFQRLAVGEG
XF2579       FLEKEKEIELSKMSESKPADILEKIISGKINKIVKEVTLYGQPYVLNADQSVEQVVAAGADVIGFQRMEVGEG
y3135        VVAREHQIQLDIAIEGKPREIAEKMVEGRMRKFTGEVSLTGQNFVMDPSKTVGDLLENNADVVNFIRFEVGEG
YPO104       VVAREHQIQLDIAIEGKPREIAEKMVEGRMRKFTGEVSLTGQNFVMDPSKTVGDLLENNADVVNFIRFEVGEG
Z0181        VVEKEYQVQLDIAMQGKPKEIAEKMVEGRMKKFTGEVSLTGQPFVMEPSKTVGQLLEHNAEVTGFIRFEVGEG

The alignment was obtained by concatenating the independently obtained alignments of 61

from 19 selected genomes after extraction of their clearly conserved portion.
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