Supplemental Table 1 Oligonucleotide probes used for analysis of mouse gene expression by bDNA signal amplification assay

Gene Accession no. Target region Function Sequence

GSTA1 NM_008181 177—200 CE cccgagttttcagaaatttttctt TTT T Tctettggaaagaaagt
285—308 CE tgtagttgagaatggctttggtct TTTT Tctcttggaaagaaagt
333—354 CE gctctctecttcatgtecttec TTT T Tetcttggaaagaaagt
424—443 CE ttgcctcetttctcctcagggTTTT Tetcttggaaagaaagt
119—137 LE gctecattcttcceetgec TTTT Taggecataggaccegtgtet
138—156 LE gccaagagccaccggatagTTTT T Taggcataggaccegtgtct
157—176 LE caaactccacaccagctgcaTTTTTaggcataggaccegtgtct
201—221 LE ttcgtaaccttgccaggtcatTTTTTaggcataggaccegtgtct
265—284 LE gcaccaggtttcatcccgtcgTTT T Taggcataggaccegtgtct
355—379 LE tecttctgtgacatgtcaatgatg TTT T Taggcataggaccegtgtct
380—400 LE cattatctccagatccgecacTTTTTaggceataggaccegtgtct
486—507 LE ttcaacaccttttcaaaggcagTTTTTaggcataggacccgtgtct
531—549 LE ctgctcagectgttgeccaaTTTT Taggcataggaccegtgtet
550—569 LE caaccagggcaatatcagccTTTTTaggcataggacccgtgtct
222—243 BL tggaacatcagactcccatcac
244—264 BL atctctaccatgggcacttge
309—332 BL catagaggttgtatttggaggcaa
401—423 BL ggcatgtgggggtaatagagaat
444—463 BL ttcettgatettggcaagge
464—485 BL ggaagtaacggttcctggtttg
508—530 BL cgagataatcttgtccatggctc

GSTA4 NM_010357 612—634 CE attcttgtcttaaatgcctgcagTTTT Tetetiggaaagaaagt
807—831 CE tctatataccttgcetictggaatgc TTTT Tctettggaaagaaagt
832—852 CE tgaagagcttgactcctgggaTTTT Tctctiggaaagaaagt
481—504 LE ctcegtggtcttttaaaatctttt TTTTTaggcataggacccgtgtct
525—545 LE gatgtctgcccaactgagetgTTT T Taggcataggaccegtgtct
546—567 LE tcaaaatggcttctaggagctgTTTT Taggcataggacccgtgtct
568—588 LE gggcactgagttcttccaccaTTTTTaggcataggaccgtgtct
661—679 LE tgacttccgggttgcaggaT TTTTaggcataggacccegtgtct
680—700 LE ccatctggaggaggcttcctcTTTTTaggcataggacccgtgtct
722—746 LE gctgcactagaacttcaggacaatcTTTT Taggcataggacccgtgtct
747—766 LE tgggtgccaccttaaagcacTTTTTaggcataggacccgtgtet
789—806 LE tctgcagetggectgtgg TTTTTaggecataggaccegtgtcet
432—459 BL ttttagctcttgacagtatcaaatcata
460—480 BL caaacactgggaagtaacggg
505—524 BL gttgccaacgagaaaagcct
589—611 BL cagagggaagtcggacagtacag
635—660 BL acttcttaattgtaggaatgttgctg
701—721 BL ctgaccacctcaacatagggg
767—788 BL tgacactgcaattggaaccttg

GSTMA1 NM_010358 345—364 CE aactggcttcagcaggactgacTTTT Tctecttggaaagaaagt
467—488 CE tccaggcccagcttgaactTTTT Tetcttiggaaagaaagt
729—747 CE tgtctgcacggatcctctecc TTT T Tetcttggaaagaaagt
765—786 CE tgagctgcatgegggtgt TTTT Tetettggaaagaaagt
324—344 LE ggacaaaacagcgggtcccTTTTTaggcataggaccegtgtct
411—429 LE gctggtgcetgtggtcttctcaTTT T Taggcataggacccegtgtct
430—446 LE gtatcccagtatcataggcatggtTTTT Taggcataggaccegtgtct
447—466 LE catgcggatcgggtgtgtc TTTT Taggcataggacccgtgtct
489—511 LE gcttgagtctgtgtattccaggagTT T T Taggcataggacccgtgtct
512—529 LE tctecattcagcecactggettc TTTT Taggcataggaccegtgtct
530—552 LE cgcaggatggcattgctctgTTT T Taggcataggaccegtgtct
598—623 LE ggtctttcgggcaaggtagTTTTTaggcataggaccegtgtct
685—709 LE ccatgacctggttctccacaaTTTTTaggcataggacccegtgtct
365—387 LE gtcagggttgtaacagagcatgaT TTT Taggcataggacccgtgtct
388—410 LE aactctggcttctgctictcaaaTTT T Taggcataggaccegtgtct
553—574 BL cagactactagagaaacgtgggca
575—597 BL tgtgtgttiggagttgtgactitata
624—640 BL agtccgeggacgttcca
641—660 BL cccatggtgtatctcttctcatcata
661—684 BL tgtcaaagtcgggagcgtca
710—728 BL caagtaaggcagattgggaaag
748—764 BL ggtgatcttgtgtgatccatcgat




Supplemental Table 1 Continued

Gene Accession no. Target region Function Sequence

GSTM2 NM_008183 674—695 CE caaagattggcttggagaggaaTTT T Tctcttggaaagaaagt
763—783 CE taagagctagggccagcagagT T TTTctcttggaaagaaagt
784—804 CE ggagaagaaagctgcacgtggTTT T Tctcttggaaagaaagt
847—865 CE acccagaggcttggctgagTTTTTctcttggaaagaaagt
629—651 LE gatatcttcttcaggccctcaaaTTT T TAggcataggacccegtgtet
717—740 LE tctgggctttgtatectactttgTTT T Taggcataggacccegtgtct
741—762 LE cactcatgagtattcccccaggTTTT Taggcataggacccgtgtct
887—911 LE agacaagggataggaggagactaatTTTT Taggcataggacccgtgtct
950—973 LE ggattctcgggtctagtacattccTTTT Taggcataggaccegtgtct
990—1013 LE ggcagcacacagacagatctaatcTTT T Taggcataggacccgtgtct
652—673 BL gcggctgctcttcatgtagtca
696—716 BL ggttccaaaaggccatctttg
805—826 BL atggaggaatagggaatggaa
827—846 BL ggaagggctgggaagaggaa
866—886 BL gaagaatggagagcccaagg
912—928 BL ggctggatgcagggcag
929—949 BL tccaaccatcactgagggaag
974—989 BL tctcaggccaggecgg

GSTM3 NM_010359 335—355 CE tcatgagctgtatgcgggtgt TTTT Tctcttggaaagaaagt
356—376 CE aatcgggactgcagcagactaTT T T Tctcttiggaaagaaagt
378—400 CE agaactctggcttctgetictcaTTT T Tetcttiggaaagaaagt
401—420 CE tttctcagggatggcecttcaTTTT Tetctiggaaagaaagt
141—159 LE cagccactggcttcggtcaTTTTTaggcataggacccgtgtct
160—182 LE aggccaagattgaatttctcactTTTTTaggcataggacccgtgtct
229—247 LE ggatggcattgetctgggtTTT T Taggcataggacccgtgtct
266—288 LE tgtctctccacacaggttgtgtctTTTTTaggcataggacccgtgtet
289—309 LE cacacggatcctctcctectcTTTTTaggcataggacccegtgtct
421—445 LE ccaggaactcagagtagagcttcatTTTTTaggcataggacccgtgtct
512—534 LE gggctcaaacatacgatactggtT TTTTaggcataggacccgtgtct
183—202 BL agggcagattgggaaaatcc
203—226 BL ccttgtgtgacccatcaattaagt
249—264 BL ccggccaaggtagege
310—334 BL ccataacttggttctccaaagtatc
446—464 BL gcaaaccatggcctcttge
465—486 BL cacataggtgaccttgtcccct
487—511 BL caagaatgtcataagcaaggaaatc




