
Supplemental Table 1 Oligonucleotide probes used for analysis of mouse gene expression by bDNA signal amplification assay

Gene Accession no. Target region Function Sequence

GSTA1 NM_008181 177—200
285—308
333—354
424—443
119—137

CE
CE
CE
CE
LE

cccgagttttcagaaatttttcttTTTTTctcttggaaagaaagt
tgtagttgagaatggctttggtctTTTTTctcttggaaagaaagt
gctctctccttcatgtccttccTTTTTctcttggaaagaaagt
ttgcctctttctcctcagggTTTTTctcttggaaagaaagt
gctccattcttcccctgccTTTTTaggcataggacccgtgtct

138—156
157—176
201—221
265—284
355—379

LE
LE
LE
LE
LE

gccaagagccaccggatagTTTTTaggcataggacccgtgtct
caaactccacaccagctgcaTTTTTaggcataggacccgtgtct
ttcgtaaccttgccaggtcatTTTTTaggcataggacccgtgtct
gcaccaggtttcatcccgtcgTTTTTaggcataggacccgtgtct
tccttctgtgacatgtcaatgatgTTTTTaggcataggacccgtgtct

380—400
486—507
531—549
550—569
222—243

LE
LE
LE
LE
BL

cattatctccagatccgccacTTTTTaggcataggacccgtgtct
ttcaacaccttttcaaaggcagTTTTTaggcataggacccgtgtct
ctgctcagcctgttgccaaTTTTTaggcataggacccgtgtct
caaccagggcaatatcagccTTTTTaggcataggacccgtgtct
tggaacatcagactcccatcac

244—264
309—332
401—423
444—463
464—485
508—530

BL
BL
BL
BL
BL
BL

atctctaccatgggcacttgc
catagaggttgtatttggaggcaa
ggcatgtgggggtaatagagaat
ttccttgatcttggcaaggc
ggaagtaacggttcctggtttg
cgagataatcttgtccatggctc

GSTA4 NM_010357 612—634
807—831
832—852
481—504
525—545

CE
CE
CE
LE
LE

attcttgtcttaaatgcctgcagTTTTTctcttggaaagaaagt
tctatataccttgcttctggaatgcTTTTTctcttggaaagaaagt
tgaagagcttgactcctgggaTTTTTctcttggaaagaaagt
ctccgtggtcttttaaaatcttttTTTTTaggcataggacccgtgtct
gatgtctgcccaactgagctgTTTTTaggcataggacccgtgtct

546—567
568—588
661—679
680—700
722—746

LE
LE
LE
LE
LE

tcaaaatggcttctaggagctgTTTTTaggcataggacccgtgtct
gggcactgagttcttccaccaTTTTTaggcataggaccgtgtct
tgacttccgggttgcaggaTTTTTaggcataggacccgtgtct
ccatctggaggaggcttcctcTTTTTaggcataggacccgtgtct
gctgcactagaacttcaggacaatcTTTTTaggcataggacccgtgtct

747—766
789—806
432—459
460—480
505—524

LE
LE
BL
BL
BL

tgggtgccaccttaaagcacTTTTTaggcataggacccgtgtct
tctgcagctggcctgtggTTTTTaggcataggacccgtgtct
ttttagctcttgacagtatcaaatcata
caaacactgggaagtaacggg
gttgccaacgagaaaagcct

589—611
635—660
701—721
767—788

BL
BL
BL
BL

cagagggaagtcggacagtacag
acttcttaattgtaggaatgttgctg
ctgaccacctcaacatagggg
tgacactgcaattggaaccttg

GSTM1 NM_010358 345—364
467—488

CE
CE

aactggcttcagcaggactgacTTTTTctcttggaaagaaagt
tccaggcccagcttgaactTTTTTctcttggaaagaaagt

729—747
765—786
324—344
411—429
430—446

CE
CE
LE
LE
LE

tgtctgcacggatcctctccTTTTTctcttggaaagaaagt
tgagctgcatgcgggtgtTTTTTctcttggaaagaaagt
ggacaaaacagcgggtcccTTTTTaggcataggacccgtgtct
gctggtgctgtggtcttctcaTTTTTaggcataggacccgtgtct
gtatcccagtatcataggcatggtTTTTTaggcataggacccgtgtct

447—466
489—511
512—529
530—552
598—623

LE
LE
LE
LE
LE

catgcggatcgggtgtgtcTTTTTaggcataggacccgtgtct
gcttgagtctgtgtattccaggagTTTTTaggcataggacccgtgtct
tctcattcagccactggcttcTTTTTaggcataggacccgtgtct
cgcaggatggcattgctctgTTTTTaggcataggacccgtgtct
ggtctttcgggcaaggtagTTTTTaggcataggacccgtgtct

685—709
365—387
388—410
553—574
575—597

LE
LE
LE
BL
BL

ccatgacctggttctccacaaTTTTTaggcataggacccgtgtct
gtcagggttgtaacagagcatgaTTTTTaggcataggacccgtgtct
aactctggcttctgcttctcaaaTTTTTaggcataggacccgtgtct
cagactactagagaaacgtgggca
tgtgtgtttggagttgtgactttata

624—640
641—660
661—684
710—728
748—764

BL
BL
BL
BL
BL

agtccgcggacgttcca
cccatggtgtatctcttctcatcata
tgtcaaagtcgggagcgtca
caagtaaggcagattgggaaag
ggtgatcttgtgtgatccatcgat



Supplemental Table 1 Continued

Gene Accession no. Target region Function Sequence

GSTM2 NM_008183 674—695
763—783
784—804
847—865
629—651

CE
CE
CE
CE
LE

caaagattggcttggagaggaaTTTTTctcttggaaagaaagt
taagagctagggccagcagagTTTTTctcttggaaagaaagt
ggagaagaaagctgcacgtggTTTTTctcttggaaagaaagt
acccagaggcttggctgagTTTTTctcttggaaagaaagt
gatatcttcttcaggccctcaaaTTTTTAggcataggacccgtgtct

717—740
741—762
887—911
950—973
990—1013

LE
LE
LE
LE
LE

tctgggctttgtatcctactttgTTTTTaggcataggacccgtgtct
cactcatgagtattcccccaggTTTTTaggcataggacccgtgtct
agacaagggataggaggagactaatTTTTTaggcataggacccgtgtct
ggattctcgggtctagtacattccTTTTTaggcataggacccgtgtct
ggcagcacacagacagatctaatcTTTTTaggcataggacccgtgtct

652—673
696—716
805—826
827—846
866—886

BL
BL
BL
BL
BL

gcggctgctcttcatgtagtca
ggttccaaaaggccatctttg
atggaggaatagggaatggaa
ggaagggctgggaagaggaa
gaagaatggagagcccaagg

912—928
929—949
974—989

BL
BL
BL

ggctggatgcagggcag
tccaaccatcactgagggaag
tctcaggccaggccgg

GSTM3 NM_010359 335—355
356—376
378—400
401—420
141—159

CE
CE
CE
CE
LE

tcatgagctgtatgcgggtgtTTTTTctcttggaaagaaagt
aatcgggactgcagcagactaTTTTTctcttggaaagaaagt
agaactctggcttctgcttctcaTTTTTctcttggaaagaaagt
tttctcagggatggccttcaTTTTTctcttggaaagaaagt
cagccactggcttcggtcaTTTTTaggcataggacccgtgtct

160—182
229—247
266—288
289—309
421—445

LE
LE
LE
LE
LE

aggccaagattgaatttctcactTTTTTaggcataggacccgtgtct
ggatggcattgctctgggtTTTTTaggcataggacccgtgtct
tgtctctccacacaggttgtgtctTTTTTaggcataggacccgtgtct
cacacggatcctctcctcctcTTTTTaggcataggacccgtgtct
ccaggaactcagagtagagcttcatTTTTTaggcataggacccgtgtct

512—534
183—202
203—226
249—264
310—334

LE
BL
BL
BL
BL

gggctcaaacatacgatactggtTTTTTaggcataggacccgtgtct
agggcagattgggaaaatcc
ccttgtgtgacccatcaattaagt
ccggccaaggtagcgc
ccataacttggttctccaaagtatc

446—464
465—486
487—511

BL
BL
BL

gcaaaccatggcctcttgc
cacataggtgaccttgtcccct
caagaatgtcataagcaaggaaatc


