Table 3. Hydrogen bonding distances between the glycone moieties of dhurrin and DIMBOAGIc

and the amino acid side chains in the glycone-binding site of Glul E191D

Glucose position Amino acid Hydrogen bonding distance
Dhurrin DIMBOAGIc*

06 E464 OE2 2.6 A 2.6-2.7A

06 W457 NE1 29A 26-32A

O4 Q38 OE1 4.4 A 33A

04 W465 NE1 - 42 A

04 W457 NE1 2.4 A ]

H20 Q38 OE1 2.7A -

H20 W465 NE1 29A -

03 H142 NE2 36A 30A

03 N190 ND2 38A 32A

02 E406 OE2 31A 23-31A

02 D191 OD2 2.6A 2.7-37A

C1 E406 OE2 43A 3.6-38A

*The indicated range corresponds to the two possible conformers, “C, chair- and the 'S, skew-

boat.



