Suppl. Figure 2. Top : List of maize a-Expansins genes and putative genes studied with corresponding names, GB# of assembled ESTs and genomic DNA. Bottom :
Alignement of translated sequences. ZmMEXPA1 to ZmEXPADS have been published and named by Wu et al 2001a.

Genebank accession#
Deposited | Gene name |representative ESTs cDNA (a) TIGR Contig/ | TIGR Genomic | TIGR TC Contig in sillico full or partial
Name or ETG MAGI Contig DNA (c) member # specificity ? | genomic (d)
ZmEXPA1 AF332169 TC300662 AZM5_10694 22 no full
ZmEXPA2 AF332170 TC292884 AZM5_9655 16 no full
ZmEXPA3 AF332171 TC305812 AZM5_84479 12 no partial
ZmEXPA4 AF332172 TC292883 AZM5_9171 22 no full
ZmEXPAS AF332173 TC312134 AZM5_21648 21 no full
ZMEXPAG6 DR824570 TC310902 lacking 54 pollen/anther
ZmEXPA7 DV524240 TC310903 lacking 49 pollen/anther
ZMEXPAS8 CF009349 TC287543 AZM5_ 84998 46 pollen/anther full
ZmEXPA9 BT016845 TC292888 AZM5_22176 28 no full
ZmEXPA10 DR967444 TC298364 AZM5_93913 27 no partial
ZmEXPA11l AY106266 TC292885 AZM5_9172 13 no full
ZmEXPA12 DT644592 TC298359 AZM5_26440 10 no partial
ZmEXPA13 DY532520 TC291600 / AZM5_61641 4 no full
MEC85804 (b)
(a) published by Wu et al 2001 Plant Physiol
(b) One TIGR contig with few members was completed by a MAGI contig
(c) Blast search October 2006 \ \
(d) partial means that sequence extends beyond BAC end




AF332169_Z2nEXPA1
AF332173_ZnEXPAS
AF332171_ZnEXPA3
AF332172_Z2nEXPRA4
TC292885_2nEXPA11
AF332170_ZnEXPAZ
TC292888_ZnEXPAS
TC298364_2nEXPA10
TC298359_2nEXPA12
HEC85804_2nEXPA13
TC310902_ZnEXPAG
TC310903_ZnEXPA7
TC287543_ZnEXPAS
Consensus

AF332169_2nEXPA1
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AF332171_ZnEXPA3
AF332172_ZnEXPA4
TC292885_ZnEXPA11
AF332170_2nEXPAZ
TC292888_2nEXPA9
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TC292885_2nEXPA11
AF332170_ZnEXPAZ
TC292888_ZnEXPAS
TC298364_2nEXPA10
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HEC85804_2nEXPA13
TC310902_ZnEXPAG
TC310903_ZnEXPA7
TC287543_ZnEXPAS
Consensus
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FHLYLYTHYAGAGDYOSYSIKGSSTG-HOPHSEHHGONHOSHSLLDGOSLSFOYTASDGRTY TSHGYAPAGHOF GOTFEGROF
FHLYLYTHYAGAGDYRSYSTRGSRTG-HOPHSEHHGONHOSHSYLOROALSFOYTASDGRTYTSHGAYPAGHOF GO TFEGGOF
FELYLISHYGGCGSIOSASIKGSRTG-HHARSEHHGYHHOSHAYLHGOSLSFOYTSSOGATKTFPDYAPASHGFGATFATSOQFS
FHLYLITHYAGAGDYYRASYKAARSTG-HLPHSEHHGOHHOSHATL YGOALSFRYTASDRRTSTSHHAARPSTHOF GATFEGKHFRY
FHLYLITHYAGAGDYYRASYKASGTGEHHPHSEHHGONHOSSATLYGOALSFRYTGSDRRTSTSHHAARPROHRF GOTFEGKHF

FHLYLYTHYGGAGDYHAYAYKAERSPGHOALSEHHGONHOSHTLLDGOALSFRYTTSDGRSYLSHNAARPRGHSFGOTFSGAOFH
FHLYLYTHYGGAGDYHAYAYKGDRSAGHOALSEHHGONHOSHTLLDGOALSFRYTTSDGRSYYSSHAARPRGHGF GOTFSGAOFH
FFTY¥LISHYGGAGDYRSYKIKGTELG=-HLPHGRHHGOYHHINCDHRGOPLSFELSSSDSKTLTSFHYYPKDHEFGKT Y TGKOFLL
FFTY¥LISHYGGAGDYRSYKIKGTELG-HLPHGRHHGOYHHINCDHRGOPLSFELSSSDGKALTSFHYYPKDHEYGKTY TGKOFLL
FLOYLITHYAADGEYARYKYKGSRTG=-HIPHGRHHGONHOCDADL RAOPLSFEYTGGRGRTYTAYSYAPADHHFAOTFEGKAFAE
FHHYTITHYGGAGDIARYSYKGSKRYKHTEHKRHHGOYHOTGEDL TCESLTFRYHTSDHREATSHHYLPADHKF GY TYOASKHF
FHHYTITHYGGAGDIARYSYKGSKRYKHTEHKRHHGOYHOTGEDL TCESLTFRYHTSDHREATSHHYLPADHKF GY TYOASKHF
YSEYKYTHYGGAGDYYALHYEGHERYKHTPHKRSHGOLHTTEYOLTGESLTFRYATADHEKATSHHY TPRDHAOF GKTYOATKHF
#nl¥1!cHYggaiG#! .av, 'Kgs, 2. H,pEsEnHGOnHqsn, . ¥, ¥ . LeFrvt . sdegrt . bs, .vaP . dH . Feqli,g.qf ..

250 260 270 280 290 300 310 320 325




