Suppl. Fig 3. Top : List of maize B-Expansins genes and putative genes studied with corresponding names, GB# of assembled ESTs and genomic DNA. Bottom : Alignement of
translated sequences. ZmEXPB1 to ZmEXPB11 have been published and named by Wu et al 2001a and L.i et al 2003a.

Genebank accession#
Deposited | Gene name |representative ESTs cDNA (a) TIGR Contig | TIGR Genomic | TIGR TC Contig in sillico full or partial
name or ETG DNA (c) member # specificity ? genomic
ZmEXPB1 AF332174 TC279802 AZM5_12008 108 pollen/anther full
ZmEXPB2 AF332175 TC310573 AZM5_9615 48 no full
ZmEXPB3 AF332176 TC310577 AZM5_9614 21 no full
ZmEXPB4 AF332177 TC288029 AZM5_7010 28 no partial
ZmEXPB5 AF332178 TC280518 AZM5_2613 13 no full
ZmEXPB6 AF332179 TC305980 AZM5_9616 15 no full
ZmEXPB7 AF332180 TC280517 AZM5_2612 17 no full
ZmEXPB8 AF332181 TC310570 AZM5_9612 28 no partial
ZmEXPB9 AY197352 TC281284 AZM5_010 35 pollen/anther partial
ZMEXPB10 AY104125 TC292647 AZM5_ 126156 103 pollen/anther partial
ZmEXPB11 AY104999 TC292651 AZM5_122131 20 no partial
ZmEXPB12 DV515050 TC287648 AZM5_7380 34 no partial
ZmEXPB13 DY400881 TC280521 AZM5_977 18 no partial
ZmEXPB14 BG320486 TC280520 AZM5_2611 14 no full
ZmEXPB15 DV031017 TC311993 AZM5_12097 13 no full
ZmEXPB16 DV503456 TC289097 AZM5_84662 11 no partial
ZmEXPB17 CA405004 TC311991 lacking 11 no
ZmEXPB18 BQ538460 TC310578 AZM5_9613 10 no full
ZmEXPB19 CF635809 TC287642 AZM5_88389 6 no full
ZmEXPB20 BM267903 TC310589 AZM5_89613 5 no full
ZmEXPB21 DV493220 TC308480 AZM5_17733 3 no full
ZmEXPB22 BG873846 BG873846 (b) AZM5_7658 1 full
(a) published by Wu et al 2001 Plant Physiol or Li et al 2003 Plant Physiol
(b) singleton
(c) Blast search October 2006
(d) partial means that sequence extends beyond BAC end
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HGSLYNHIHYYGAYLAALYAGGSCGPPKYPPGPHITTHYHNGKHL TARATHY GOPHGAGAPDHGGACGIKH-YHLPPYSGHTACGH
HGSLANNIHYYGAYLAALYYGGSCGPPKYPPGPHITTHYNGKHL TARATHYGOPNGAGAPDNGGACGIKN=-YHLPPYSGHTACGH
HAYHVRTHHSSHRAOYANYYALYFLYSGAHCGPPKYPPGKHNITATYGKDHLDAKATHYGKPTGAGP DDHGGGCGYKD-YHKPPFHSHGACGH
HTAVSTHHSLYQVOYLYAYALAFLYGGAHCGPPKYPPGKHITAKYGSDHLDAKATHYGKP TGAGPDDHGGGCGYKD-YHKAPFHSHGACGH
HG5PSSLPARAALYLLALLAGAOCREROFDARDAGA--ENFHTSEARYYHGPHOKARATHYGAPHGAGPDDNGGACGF KH-THOYPFHSHGSCGH
HROGHSSPSARAALYLLLALLAGGACREADLDARDAGTGTENYTASDARYYHGPHORARATHYGAPHGAGP DDNGGACGF KH-THOYPFHSHGSCGH
HAYLHHHSSSCLSSRAYARALLCLLYAHGSDG TRHHSHHGGGSG55555K SHKOGGGGRAHARPTTPSPYPSPSPARGHHSSSDDG-HLHARATHY GAPHGAGPDDHGGACGF KG-YHHPPF SAHTSCGH
HASSSFSKYLALGAL IFSLLYTYGSCARPANF TRSDF TADPH-HEARRATHYGAPTGAGPDDDGGACGF KH-YHLPPF SAHTSCGH

HATTLSSTYYYALGAPLFLLLYTCGSCARPYSFHASDL TADPG-HDAARATHYGAPTGAGPDDDGGACGF KN-YHLPPF SAHTSCGH

HARTSS5555TYYALAALLFLLLYTCGSCARPASFHASDF TADPH-HERRRATHYGAPTGAGPDDDGGACGF KH-YHLPPF SAHTSCGH
HSYOSKYYALGALIF--L¥SYGSCTRIVHFHASHITTDPY-HYARRATHYGAP TGAGP YDHGGAC GF KH-YHLPPFSAHTSCGH
HATALSFKALALAALLSHY--YASGARAEQAFKRHATTA--50DRSLLSYSS5G-HLPAKATHYGAPTGAGPLDHGGACGFKG-THOYPFSSHTSCGH
HATALSCKALAYAALLSYYSYYTYGARADNAPSHHASDSESSODRSLLSYSSG-HLPAKATHYGAPTGAGP DDHGGACGFKG-THOYPFSSHTSCGH
HAKLHTLLL-ARYYVLSLLYSPIACTRKLHKPKPKPGSYRRPYKPKPKPY TGS YKPAPYARRRHHTATPTPSPTYYGPGGHLSGAGAT Y YGATHGDGSD--GGACGYATAYGKKPF DSHIARGS
HAKSYTLLF-¥ALYVLALLYSPIACSRKLAKP-HKP--————~ KPTHKPA-————-| ARYTPGSHHTDIPAYS-ARYGSGGHLS-AGATY YGAPNGDGSD--GGACGYATAYGORPF SSHIAAGS
HAKSCTLLFGTYLY¥LLLLYSPIACSRKLAKPTHKH-------| RPRHKPA------| A-YRARSHHTATPSY 5-DAYGSGGHLS-AGATY YGAPDGDGSD--GGACGYATAYGARPF SSHIAAGS
HATKHYLCRFYALARYACLLRPGAPY-ELHRKL SGHSDDAGATHYGARTGAGSD--GGACGYONAYDAPPF SSHIARGS
HASTLOLLFSIAITALAFFLHPCASTDEFHRELYGHSHGI-ATHYGARDGAGTD--GGACGYONAYDAPPF SSHIARGC

AGPDDNAGACGFKH-THOYPYHSHTSCGH
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YPIFKDGKGCGSCYEYRC--KEKPECSGHPYTYYITDH---NYEPIAPYHFDLSGKAFGSLAKPGLNDKIRHCGIHDYEFRRYRCKYPAGOKIYFHIEKGCHPHYLAYLYKYYADDGDIYLHEIQDKL--
YPIFKDGKGCGSCYEYRC--KEKPECSGHPYTYFITDH---NYEPIAPYHFDLSGKAFGSLAKPGLNDKLRHCGIHDYEFRRYRCKYPAGOKIYFHIEKGCHPHYLAYLYKFYADDGDIYLHEIQDKL--
IPIFKDGLGCGSCFEIKC--DKPYECSGKPYYYHITDH---HYEPTARYHFDLAGTAF GAHAKKGEEEKLRKAGIIDHOF RRYKCKY--DSKY TFHLEKGCGPHYLALLYKYYDGDGDIVAYDYKEKG——
YPIFKDGLGCGSCFEIKC--DKPAECSGKPYYYYITDH---NYEPIARYHFDLAGTAFGAHAKKGEEE KL RKAGIIDHOFRRYKCKY-~GSKYTFHLEKGCHPHYLALL YK YYDGDGDIYAYDIKEKG--
OPLFKDGKGCGSCYKIRC--RKDPSCSGRTETYIITDH---NYYPYSKYHFDLSGTAFGRLAKPGLNDKLRHSGIIDIEF TRYPCEFP-GLKIGFHYEEYSSPY YFAYLYEYEDGDGDYYOVDLHESKTA
OPLFKDGKGCGSCYKIRC--RKDPSCSGRTETYIITDH---HNYYPYSKYHFDLSGTAFGRLAKPGLNDKLRHSGIIDIEF TRYPCEFP-GLKIGFHYEEYSHPY YFAYLYEYEDGDGDYYOVDLHESKTA
EPIFKDGKGCGSCYOIRC--KAHPACSGYAETYIITDH---NYYPYAPYHFDLSGTAFGAHAKDEHNDEL RHAGIIDIOFKRYPCOYP-GLTYTFHIERGSHPHYLAYLYEYENGDGDYYOYDLHESSPD
OPLFKDGKGCGSCYOIRC--ONHPACSGHPET YIITDH---NYYPYAKYHFDLSGTAFGAHAKPGRNEEL RHAGIIDIOFKRYPCHYP-GOKYTFHYEEGSHAY YLAYLYEFEDGDGDYYRYDLHEAN--
EPLFKDGKGCGSCYOIRC--ONHPACSGHPET YIITDH---NYYPYAKYHFDLSGTAFGAHAKPGRNDELRHAGIIDIOFKRYPCHYP-GOKY TFHYEEGSHPY YFAYLYEFEDGDGDAYQYDLHEAN--
EPLFKDGKGCGSCYOIRC--ONHPACSGHPETYIITDH---NYYPYAKYHFDLSGTAFGAHAKPGRTDELRHAGIIDIOFKRYPCHYP-GOKYTFHIEEGSHPY YLAYLYEFEDGDGDYYOYDLHEAN--
OPLFKDGKGCGSCYQIRC--YHHPACSGHPETYHITDH-—-HYYPYAKYHFDLSGTAFGGHAOPGRDNELRHAGIIDIOFRRYPCIYP-GATYTFHIEHGSHPHYLAYLYEFEDGDGDYYOYDINEAN-~-
EPIFKDGKGCGSCYOIRCLKSHHPACSGYANTYIITDH---NYYPYAKYHFDLSGTAFGSHASHGLNDKLRHAGIIDHOFRRYPCHFP-GLTITFRYOHGSHPHYLAYLIEHENKDGDYYOADIHOSH--
EPIFKDGKGCGSCYOIRCLRSHHPACSGYPOTYIITDH---HNYYPYAKYHFDLSGTAFGAHASSGLNDRLRHAGIIDHOFRRYPCOFP-GLTYTFRYOHGSHPHYLAYLIEHANHDGDYYOADIHONN--
TPLYRGGEGCGACYEVKC--TTHARCSGOPYTIVITDASPGGLFPGEVEHFDHSGTANGAHARPGHADKLRAGGYLRILYRRYPCKY T-GYHNIAFKYDOAGANPYYFDYLIEFEDDDGDLSAYDLHEAG——-
PSLFKGGKGCGACY EYKC--DSHPACSGOPATYYITDECPGGYCLAEARHFDHSGTSHGAHAKPGHADRLRSAGILKIOYKRYPCKYS-GYNIAFRYDAGSHPF YLEYL IEFEDGDGDLSAYHLHEAG--
PSLFKEGKGCGACYEVKC--DSHARCSGKPATYYITDECPGGYCLAEARHFDHSGTSHGAHAKPGHADRLRASGILKYOYKRYPCKYS-GYHNIAF RYDOAGSHPF YFEYLYEFEDGDGDLSAYDLHEAG——
PSIFONGKGCGACY QYKC--TGHASCSGSPYTYYLTDECPGGACLDEPYHFDLSGTAF GAHAKDGORDALRGAGHLKIOY TRYPCHHR-GLDIAFKYDAGSHPHYLAYLIEYESGDGELESYELHORG--
S5IYDSGKGCGSCYOAYC--TGHDACSGHPYTYYITDECPDCPCPDEAYHFDHSGTAFGALAKPGOESALRGAGAIATOY TRYACENP-GYDYTFSYEPGSHPHYLAYLIEYEDSDSDLDSYDHHOTO--
EPLFKDGKGCGACY OTRCLHSSHDACSGRAKRYYITDH---HYYPYSKYHFDLSGTAFGAHARTGLNDKLRHAGIIDIOFRRYPCHYK-GLNYHF RYOVGSHPNYFAYLYOYAGKDGAYYOLDLHETHKD
GYAPYHFDLSGTAFGRLAKPGRHDDLRRAGIIDIOFARYPCEFP-GLKYGFHYEEGSTAYYFAYLYEYENGDGDYYOYDLHEKR——

HCHHEGAHFDHSGTAFGAHAKPGHADOLRARGLLAIOY TRYACEWP-GYDYTFSYDSGSHPHYLAYLIEYEDCESDLSAYDIHOSS——
HAKPGOADOLRSAGRLRIOYXRYPCSHH-GHDIAFKYDAGSHANYLAYLYEYESGDGELRSYELHOAR--
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====SAEHKPHKLSHGATHRHDT --AKALKGP FSIRLTSESGKKYIAKDY IPANHRPDAYYTSHYOFY

SAEHKPHKLSHGATHRHDT --AKALKGPFSIRLTSESGKKYIAKDIIPANHRPDAVY TSHYOFY
SDTYEPLKHSHGATHRKDS--DKPLKGPLTYRLTTEGGTKSYYDDY IPANHKANTAYTAK

====5SDTYEPLKHSHGATHRKDS--DKPIKGP ITYOLTTEGGTKTYYDDY IPAGHKPHTAYTAK

RGPPTGRHAPHRESHGSIHRHOT --HHRHOPPFSIRIRHESGKTLYARNY IPANHRPHTFYRSFYOYS

RGPPTGRHTPHRESHGSYHRHOT --HHRHOPPFSIRIRHESGKTLYANNY IPANHRPHTFYRSFYOYS

DGEPTGYHEPHRESHGSTHRHOT--RRPLAOGP FSLRYTHESGKTLYADOY IPADHOPDHYYSSIVAFE
====SGYHTPHRESHGSIHRLDA--HHRLOAPFSLRITHESGRTLYANRY IPANHAPHT YYRSIIOY
SASHTPHRESHGSIHRLDS--GHRLTAPFSLRITHESGKTLYADHY IPANHYPHT YYRSIVOY

SGSHTPHRESHGSIHRLDS--GHRLAAPFSLRITHESGKTLYANQY IPANHYPHTYYRSIIOY

SGHHHPHRESHGSTHRHDS --KRRLOGPFSLRITHESGETLYAYOY IPANHAPHS Y YRSHIOYEAF GSARGOATGSAYGLYISSARRLHTLITRIIGLICLYLLYHLOGIEYP
SGHHEPHHESHGSIHRIDP --HRPLRGPFSHRITHESGROLYAKNY IPANYIPDYDYRSFYOY

SGYHEPLHESHGAYHRIDP--SRPLCGPFSYRITHESGKALYAONY IPANYIADYDYRSFYOYTH
=56-==-YHTPHAHNHGATHRLHNN--GRKLKAP FGLRL TSDSRRYLYANNAIPARHKPGK TYRSLYNYP

=CG---THTPHYOHHGALHRYHSHTGKALKAP FSLRLTSDSGRYLYANHY IPAGHHPGATYRSLYHYS
=CG---THTPHYONHGALHRYHSHSGKALSAPFSLRLTSDSGKYLYASHY IPASHKAGG TYRSLYNYY-—-P

=GG--GAHAPHOOSHGAYHRYHS --GDTLOAPFSYRLTSGSGRTYYASHY IPAGHTPGATYRSYYHFD-—-H

=GGTTGOHYPHOOSHGAYHKINS --GSYLOGP FHIRLTFSSGRALYASHATPAGHHAGY AYRSGGYAY-—-TRARPRSGACRGY--EAAGTLDGLYHRHLYYLLLLYLLTL
TGKPTGYHTPHHYSHGAYL -—==—= APRHOAP

====-ARRHTPHSOSHGSTHRLDS--HHRLOPPFSIRTRTDSGKTLYARDY IPLHHRPHTFYRSIVAYS
=——-AGOHYPHOHSHGATHRLDS--GSAL OGP FHLRLTFSSGRYLIASHATPAGHHAGY AYRAGGYAY -—-TRARPRSGGSOAGE-ARAGTFRGLYYHLLHFYYLAL
ARRSARAHAPHAOSHGAYHRYHS--GATLAGP FSYRLTSGSGRTYYASDY IPAGHTPGATYRSYYHFSH
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