Suppl. Table S2. The iron regulon in Rhodobacteraceae

Locus ID

Operon

Position Score

| r on- Rhodo- box

Function

Rhodobacter sphaeroides

RSP_6006 hmuP-irpA -bfd-bfr -199 4.53 TCcGACTgATTCAGTCAcc hemin uptake protein, iron-regulated protein A, ferredoxin, bacterioferritin
RSP_3416 fecBCDE -156 4.43 TCcGACTgt TcTt GTCgGA iron(lll) dicitrate ABC transporter
RSP_3417 OMP1 -289 4.43 TCcGACaAgAacAGICgGA TonB-dependent siderophore receptor
RSP_2913 fbpA -81 4.38 gt TGACTgATagAcTCAGe ferric cations ABC transporter
RSP_1545 RSP_1545-1544-1543 -64 4.33 TCcGAt TgAAagAcTCgCGg thiol oxidoreductase, periplasmic protein, hypothetical protein
RSP_0443 iscR -sufSBCD -120 4.22 ct TGACaAAAacgcTCgGA  Fe-S cluster assembly
Rsph03003247 fecl-fecR -69 4.16 gCcGAgcgATaTt GTCgGg iron transport sigma factor and sensor
RSP_0920 exbB-exbD-tonB -133 3.97 ct TGACTgt TTTcGlraAac components for TonB-dependent iron transporters
Rhodobacter capsulatus
RRC03231 hemN2 -143 4.78 ct TGACAaAAATTAcTCgGA paralog of oxygen-independent coproporphyrinogen Il oxidase
RRC03288 X-feoAB -66 4.22 cCat ACTAt TTcCAGTCAGg |ferrous iron transporter
-35 4.5 ct TGACTt ATccAGTCAGA
RRC04402 VIUA -242 4.42 gCcGAt aAAAaTAcTCgGA vibriobactin receptor precursor
RRC04403 fepBDGC -74 4.42 TCcGAgTAt TTTtaTCgGe ferrienterobactin ABC transporter
RRC04414 arax2 -421 4.41 TgTGACaAAAaTAGICAac AraC-type regulator for siderophore uptake (next to fhuA3<>fepBDGC2-mxcB)
RRC04415 arax3 -50 4.41 gt TGACTAt TTTt GTCAcCA AraC-type regulator for siderophore uptake
RRC02269 arax4 - fhuAl-fhuDBC -56 4.38 gt TGAt Tgt TTct GTCAGA ferrichrome iron receptor, ABC transporter
RRC00211 FTR1-COG2837-chpA -32 4.28 TCcGACaAAATaAaTaAGy High-affinity Fe2+ transport component and permease, peroxidase
RRC04484 araxX1-irp6ABC -100 4.26 TG gTaATTtt GTCAGG ferrisiderophore ABC transporter
RRC04485 fhuA2-fes -40 4.26 cCTGACaAAATTAcaCAag ferrichrome iron receptor, enterochelin esterase
RRC01804 X-hmuP -85 4.26 cCcGACTAAAagAt TCgGg hemin uptake protein
RRC01044 fopAB -83 4.2 ct TGACQgATTTAGICAt g ferric cations ABC transporter
RRC02196 troA-fecD -34 4.18 at cGACTct TTcAcTCgGA iron siderophore ABC transporter
RRC04521 hmuRSTUV -98 4.17 ct TGACaAAATgAcTagGA hemin receptor, ABC transporter
RRC04412 fepBCDE2 -121 4.11 aCTGAt ggt TTTt GTCAGA ferrienterobactin ABC transporter
RRC04413 fhuA3 -173 4.11 TCTGACaAAAaccaTCAG  ferrichrome iron receptor
RRC01434 exbB-exbD-tonB -92 4.11 ct TGACaAgTTcAcTCAac components for TonB-dependent iron transporters
RRC00380 fssA -55 3.93 ct TGACggt TTcgGTCgGe  hypothetical Fe-S scaffold protein
Silicibacter s p. TM1040
TM1040 0124 fbpA -125 4.77 TCTGACTgAATTt aTCgGA ferric cations ABC transporter
TM1040_2198 hmuP-irpA -259 4.56 TCTGACcAAATaAaTCAGg hemin uptake protein, iron-regulated protein A
TM1040_2633 -117 4.38 TCcGACaAAAaTAcTagGg hypothetical protein A, conserved regulation in MED193 and ISM
TM1040_3525 sdhCDAB -174 4.08 TCTGACTgt TaTAcTt gGg succinate dehydrogenase
TM1040_2200 bfd-bfr -72 4.08 gCTt At Tct TTTACTCgGA bacterioferritin ferredoxin, bacterioferritin
TM1040_0347 hmuR-Smc01514-exbBD-tonB  -190 3.91 ct TGACagATTTAaTaAat hemin receptor, conserved protein, components of TonB-dependent transporters
TM1040_0346 hmuSTUV -127 3.91 at Tt At TAAATct GTCAag hemin ABC transporter
TM1040_1240 iscR -sufSBCD -138 3.7 ct TGACgAATTTtaTCcGy Fe-S cluster assembly
Silicibacter pomeroyi
SPO0086 irpA -89 4.94 aCTGACAAATTTAGICAGA iron-regulated protein A




SP03139 -32 4.68 TCcGACTtt AacAGTCgGA similar to truncated hemoglobins
SP03287 fbpA -51 4.56 cCcGACTgAAaTAaTCAG |ferric cations ABC transporter
-2 4.67 at TGACTAt TTcAGTCgGA
SPO0789 hmuP-hmuXx* -100 4.44 ggcGACaAAAaTAGICAGg hemin uptake protein, hypothetical conserved protein
SP02025 iscR -sufSBCD -140 4.04 ct TGACgAATTcccTCgGy Fe-S cluster assembly
SP03288 fopB -26 4.06 TCcGACTAAAcTgGTCgat ferric cations ABC transporter
Jannaschia sp. CC51
Jann_0118 fbpA -38 5.05 cCTGACTgt TTTAGTCgGA ferric cations ABC transporter
Jann_3275 hmuP-Jann3275 -82 4.95 t CTGAgTAAAATACTCAGG |COG4256: hemin uptake protein, hypothetical Fe-S protein
-54 4.24 gCat ACTAt TTTAGTCAGG
Jann_2122 fecB -60 4.15 TCTaACTAt TTct GTCAGe [iron(lll) dicitrate-binding protein
-35 4.86 TCTGACTAAAaTAcTCAac
Jann_2123 fecCDE -60 4.86 gt TGAgTAt TTTAGTCAGA |iron(lll) dicitrate ABC transporter, permease subunits, ATPase
-35 4.15 gCTGACagAAaTAGTt AGA
Jann_3277 Jann_3277-dps -30 4.66 cCTGAgTAATacAcTCAag hypothetical protein, DNA-binding ferritin-like protein Dps
Jann_1368 irpA -254 4.58 TCTGACaAAAcaAGICAGg iron-regulated protein A (Vibrio)
Jann_2132 hmuR-Smc01514-exbBD-tonB  -143 4.28 gt TGACgct TTTAGTCgGA hemin receptor, conserved protein, components of TonB-dependent transporters
Jann_2133 hmuSTUV -132 4.28 TCcGACTAAAagcGICAac hemin ABC transporter
[Rhodobacterales bacterium H1CC2654
RB2654 08847  X-hmuP-hmuX* 90 5 TCcGACTgAATTt GTCAGA COG4256: hemin uptake protein, hypothetical conserved protein
RB2654 04329  fhpA -53 4.96 cCTGACgAATTTAGICAGA ferric cations ABC transporter
RB2654 09494 |fecB-mxcB -66 4.74 cCcGACTgATTTAGICAat |iron(lll) dicitrate-binding protein, siderophore-interacting protein
-33 4.55 TCcGACTgAAacAcTCAac
RB2654 09499 |fecCDE -88 4.55 gt TGAgTgt TTcAGTCgGA |iron(lll) dicitrate ABC transporter, permease subunits, ATPase
-55 4.74 at TGACTAAATCAGTCgGy
RB2654 15781 |hmuR -111 4.48 gt TGACTAAATTAcTaAGc hemin receptor
RB2654 15786 |hmuSTUV-exbBD-X-tonB -119 4.48 gCTt AQTAATTTAGTCAac hemin ABC transporter
RB2654 13154  irpA 9 4.48 TCcGACcAAATcAaTCACGc iron-regulated protein A
[Roseobacter Sp. MED193
MED193 19679 hmuP-hmuX*-irpA -117 5.1 TCTGACaAAAaTAGICAGA |hemin uptake protein, hypothetical conserved protein, iron-regulated protein A
-90 4.5 ctTGAt Tgt TTTAaTCAGY
MED193_ 15812 -140 5.1 TCTGACTAt TTTt GTCAGA hypothetical protein A
MED193 19654  bfd-bfr -102 4.25 cCTGACaAAAacAaTaAGc |bacterioferritin ferredoxin, bacterioferritin
-71 4.37 cCTt At Tgt TTTt GTCAGA
MED193 04321 iscR-sufSBCD -143 3.96 ct TGACgAATTccaTCAG: Fe-S cluster assembly
MED193 17499 [hmuSTUV -120 3.95 ggTGAt aAAAacAGTCAac hemin ABC transporter
MED193 17504 [hmuR-Smc01514-exbBD-tonB 68 3.95 gt TGACTgt TTTt aTCAcc hemin receptor, conserved protein, components of TonB-dependent transporters
MED193 22076 fecBCDE-mxcB -354 3.96 ct TGACaAAAcct GTaAGg iron(lll) dicitrate ABC transporter
[Roseovarius sp. 217
ROS217_23057 fbpA -97 49 TCcGACTAAAact GTCAGA |ferric cations ABC transporter
-71 4.62 at TGACTct TTTAGTCAGA
ROS217_22882 fhuABCD -31 455 cCTGAgTt AAagAGTCgGA ferrichrome iron receptor, ABC transporter




ROS217_10107 irpA -146 4.43 gCct ACTAAATCAGTCAac iron-regulated protein A (Vibrio)

ROS217_17432 hmuSTUV -112 4.23 TaTGAgTAAAagAGITCAag hemin ABC transporter

ROS217_17442 hmuR -199 4.23 ct TGACTct TTTACTCAt A hemin receptor

ROS217_23865 hmuP-hmuX*- bfd-bfr -151 4.13 TCTGAt cAAAagAaTCgGA |hemin uptake protein, hypothetical conserved protein, ferredoxin, bacterioferritin
-123 4.55 cCTt At TAATTaAGTCAGA

ROS217_20592 fbpC -35 4.07 cCcGAt agATTTgaTCgGA ferric cations ABC transporter, ATPase component

ROS217 22872 mxcB-Smc01514-exbBD-tonB -56 4.07 gt TGACaAATTacaTCAGg siderophore-interacting protein, components of TonB-dependent transporters

ROS217_22877 araX -166 4.07 cCTGAt gt AATTt GTCAac  siderophore uptake AraC-type regulator

[Roseovarius nubinhibens ISM

ISM_05125 fbpA -139 5.11 C TGACTAAATTAGICgGa |ferric cations ABC transporter
-105 4.95 t CcGAgTAt TTTAGTCgGa

ISM_01000 hmuP- bfd-bfr -204 4.98 t CTGACTAAAaaAGICgGa |COG4256: hemin uptake protein, bacterioferritin ferredoxin, bacterioferritin
-177 4.65 t CTGACagAATaAaTCAGa

ISM_15940 ISM_15940-15945 -82 4.76 tCcGACTct TTTt GTCAGa hypothetical protein, hypothetical protein A

ISM_04365 irpA -81 4.72 CCcGAgTAt TTCACTCAGG iron-regulated protein A (Vibrio)

ISM_00940 OMP1 -116 4.67 CCTGAgTAAAagAcTCAGG TonB-dependent siderophore receptor

ISM_04230 hmuSTUV -109 4.28 t CaGACTAAAact GTCAaG hemin ABC transporter

ISM_04235 hmuR -158 4.28 C TGACagt TTTAGTCt Ga  hemin receptor

ISM_05670 OMP2 -99 4.07 Gt TGACTtt TTgccTCAGG TonB-dependent siderophore receptor

Loktanella vestfoldensis SKAG3

SKA53 06277 6277-dps -32 4.86 gCTGACTAt ATTt GTCGGy COGO0783, DNA-binding ferritin-like protein Dps

SKA53 14131 hmuP-hmuXx* -42 4.86 cCTGACTAAAaaAcTCAGg COG4256: hemin uptake protein, hypothetical conserved protein

SKA53 06267 Jann3275 -48 4.64 gCTGACagAAaTAaTCAGA hypothetical Fe-S protein

SKA53 05313 fbpA -79 4.6 CcCCGACTAAAaTAt TCAGg ferric cations ABC transporter

SKA5B3 02241 fopB -73 4.5 TCCGAt cAAATaAGTCAGA ferric cations ABC transporter

SKA53 06417 hmuR-Smc01514-exbBD-tonB | -112 4.47 ct TGACTgt TTgt GTCGGA hemin receptor,conserved protein, components of TonB-dependent transporters

SKA5L3 06422 hmuSTUV -121 4.47 TCCGACacAAacAGTCAag hemin ABC transporter

SKA53 05183 ISCR -sutSBCD -130 4.16 ct TGACgAAAact aTCAGy Fe-S cluster assembly

Sulfitobacter sp. EE-36

EE36_08018 araX -114 4.96 TCCGAgTAAATTt GTCAGA siderophore uptake AraC-type regulator

EE36_05618 fopB -27 4.94 TCCGACTgAATTAGICGaA ferric cations ABC transporter, permease component

EE36_10464 hmuP-hmuXx* -273 4.81 TCCGACTAAAact GTCGGA |COG4256: hemin uptake protein, hypothetical conserved protein
-246 4.02 cCCt At aAt TTcAaTCAGY

EE36_01780 fhuA2 -X- mxcB -29 4.69 TCCGACTAAAacAGTaAGy TonB-dependent siderophore receptor,siderophore-interacting protein

EE36_02713 irpA -139 4.62 TCTt ACTAAAaTt GTCGGg iron-regulated protein A

EE36_08023 fhuABCD -45 4.42 aCTGAgTt AAaTACTCGGA  ferrichrome iron receptor, ABC transporter

EE36_12993 Smc01514-exbBD-tonB -168 4.33 gt TGAt Tgt TaaAGTCAGg conserved protein, components of TonB-dependent transporters

EE36_05613 fbpA -167 4.27 Tt TGACacAAagAcTCAGg |ferric cations ABC transporter, periplasmic component

-92 4.26 TCCt At TAATTCACTCAag

EE36_01530 hmuR -113 4.23 aCCGACTAAAagt GTCAac hemin receptor

EE36_01535 hmuSTUV -257 4.23 gt TGACact TTTAGTCG&  hemin ABC transporter

EE36_10454 OMP1 -81 4.23 ct TGAt Tgt TTTt aTCAGc  TonB-dependent siderophore receptor




EE36_16412 fopC -31 3.98 cCCGAgcgAATTgaTCGGA ferric cations ABC transporter, ATPase component
Oceanicola batsensis HTCC2597
0OB2597 05425 hmuP-Smc01514-exbBD-tonB -193 4.53 ct TGACTAATTTgaTCGGA COG4256: hemin uptake protein,components of TonB-dependent transporters
OB2597_08064 OMP2 -167 4.54 TCCGACTgATaTAGICAcc TonB-dependent siderophore receptor
0OB2597 04193 fbpA -61 4.66 cCTGACcAAAATACTCGGA ferric cations ABC transporter, periplasmic component
OB2597_00230 nuoABCDEFGHIJLMN -204 4.41 cCCt ACTgAAagAGTCAGyg NADH ubiquinone oxidoreductase
OB2597 09404 fecBCDE-mxcB -153 4.14 at CGACTgt TTTt GTCG& |iron(lll) dicitrate ABC transporter, siderophore-interacting protein
-50 4.24 TCCGACTgAAacAaTCAt g
OB2597_09409 fhuA -391 4.24 caTGAt Tgt TTCAGTCGGA |ferrichrome iron receptor
-288 4.14 aCCGACaAAAacAGTCGat
OB2597 06825 hmuX* -96 4.21 ggTGAgcAAAaTAGICAGg hypothetical conserved protein
OB2597_05460 OMP1 -100 4.1 TCTGACggt TTTt aTCAac TonB-dependent siderophore receptor
OB2597_03589  iscR-sufSBCD -133 3.92 O TGACgacTTt gGTCAaG Fe-S cluster assembly
0OB2597_00425 fbpC -27 4.02 cCTt AgTAAATccaTCgGA ferric cations ABC transporter, ATPase component

Color code for functional roles of genes:

Genes involved in iron uptake
Genes involved in iron storage
Genes involved in iron utilization pathways (synthesis of Fe-S, heme; iron-containing enzymes)
Transcription factors (rirA, araX, feclR, irr)

Genes with other or uncertain functional roles




