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Figure S1 Identification of p-dystroglycan peptides which interact with monoclonal

43DAG/8D5. A, Scheme for the synthesis of peptides on the ‘SPOTs’ membrane. Twelve
amino acid long peptides representing part of the transmembrane region and the entire
cytoplasmic domain of human p-dystroglycan (amino acids 764-895) were synthesised on
derivatised ‘SPOTs’ membranes with an offset of four amino acids. Numbers above the -
dystroglycan sequence denote the first amino acid of the peptide found on the
corresponding spot whilst numbers below the sequence denote the last amino acid of the

peptide on the corresponding spot. Underlines identify the sequences of spots 1 and 31.



Spot 32 is a negative control with no peptide synthesised. B, The p-dystroglycan
cytoplasmic domain ‘SPOTs’ membrane was probed with monoclonal antibody
43DAG/8D5 and detected by ECL as described previously (James et al., 2000). The
antibody recognised spot 31 only, which contains the unique peptide sequence YVPP and
is the only SPOT that contains the entire sequence of the WW domain binding motif PPPY.
An identical result has been found for another p-dystroglycan monoclonal antibody
MANDAG?2 (James et al., 2000). C, Numbered circles identify the location of each peptide

spot on the membrane.
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