
SID STEAROYL-COA DESATURASE  DELTA-9-DESATURASE 
THROMBOSPONDIN 1
SID ASPARTATE BETA-HYDROXYLASE
SID ZINC FINGER PROTEIN 207
SID ESTS, WEAKLY SIMILAR TO M01B12.3 [C.ELEGANS]
FIBRONECTIN 1
FIBRONECTIN 1
SID EUKARYOTIC TRANSLATION INITIATION FACTOR 3, SUBUNIT 8  110KD 
SID FIBRONECTIN 1
FIBRONECTIN 1
SID FIBRONECTIN 1
SID EST AA070699
SID ESTS
SID HUMAN CLONE Z’3-1 PLACENTA EXPRESSED MRNA FROM CHROMOSOME X
EST H01000
EST H50107
SID CADHERIN 13, H-CADHERIN  HEART 
PLASMINOGEN ACTIVATOR INHIBITOR, TYPE I	
SID EST AA172376
SID PROCOLLAGEN-PROLINE, 2-OXOGLUTARATE 4-DIOXYGENASE  PROLINE 4-HYDROXYLASE , ALPHA POLYPEPTIDE II
GLYCERALDEHYDE 3-PHOSPHATE DEHYDROGENASE
INHIBIN, BETA A  ACTIVIN A, ACTIVIN AB ALPHA POLYPEPTIDE 
INHIBIN, BETA A  ACTIVIN A, ACTIVIN AB ALPHA POLYPEPTIDE 
SID HUMAN RNA BINDING PROTEIN ETR-3 MRNA, COMPLETE CDS
SID EXCISION REPAIR CROSS-COMPLEMENTING RODENT REPAIR DEFICIENCY, COMPLEMENTATION GROUP 1  INCLUDES OVERLAPPING ANTISENSE SEQUENCE 
SID EST W99308
SID COMPLEMENT COMPONENT 3
SID FIBROBLAST GROWTH FACTOR 2  BASIC 
SID HUMAN MRNA FOR KIAA0191 GENE, PARTIAL CDS
SID ESTS
FOS RELATED ANTIGEN 1
SID HUMAN REV INTERACTING PROTEIN RIP-1 MRNA, COMPLETE CDS
ALPHA-ACTININ 1, CYTOSKELETAL ISOFORM
ALDEHYDE DEHYDROGENASE 3
EST R96923
SID ACTIVATING TRANSCRIPTION FACTOR 4  TAX-RESPONSIVE ENHANCER ELEMENT B67 
SID H.SAPIENS MRNA FOR LAMININ
SID LAMININ, BETA 3  NICEIN  125KD , KALININ  140KD , BM600  125KD  
SID H.SAPIENS MRNA FOR LAMININ
SID TAL1  SCL  INTERRUPTING LOCUS
ESTS WEAKLY SIMILAR TO KIAA0405
SID ESTS
SID INTEGRIN, ALPHA 6
SID COLLAGEN, TYPE IV, ALPHA 6
SID BASONUCLIN
SID COLLAGEN, TYPE VII, ALPHA 1  EPIDERMOLYSIS BULLOSA, DYSTROPHIC, DOMINANT AND RECESSIVE 
SID CYTOCHROME P450, SUBFAMILY IIIA  NIPHEDIPINE OXIDASE , POLYPEPTIDE 4
SID HUMAN MRNA FOR KIAA0257 GENE, PARTIAL CDS
SID POU DOMAIN, CLASS 2, TRANSCRIPTION FACTOR 2
SID COLLAGEN, TYPE IV, ALPHA 5  ALPORT SYNDROME 
SID EST AA112460
SID H.SAPIENS S100A2 GENE, EXON 1, 2 AND 3
SID PHOSPHOSERINE PHOSPHATASE
SID HUMAN MRNA FOR KIAA0204 GENE, COMPLETE CDS
SID ESTS
SID EST AA018949
SID TRANSFORMING GROWTH FACTOR, BETA 1
EST AA011639
SID L1 CELL ADHESION MOLECULE  HYDROCEPHALUS, STENOSIS OF AQUEDUCT OF SYLVIUS 1, MASA  MENTAL RETARDATION, APHASIA, SHUFFLING GAIT AND ADDUCTED THUMBS  SYNDROME, SPASTIC PARAPLEGIA 1 
SID ESTS, MODERATELY SIMILAR TO NEURAL CELL ADHESION MOLECULE L1 PRECURSOR [H.SAPIENS]
EST AA074721
SID EPOXIDE HYDROLASE 1, MICROSOMAL  XENOBIOTIC 
SID MICROFIBRILLAR-ASSOCIATED PROTEIN 4
SID AMYLOID BETA  A4  PRECURSOR PROTEIN  PROTEASE NEXIN-II, ALZHEIMER DISEASE 
SID AMYLOID BETA  A4  PRECURSOR PROTEIN  PROTEASE NEXIN-II, ALZHEIMER DISEASE 
EST AA070103
SID HOMO SAPIENS CLONE 24604 THYMOPOIETIN GAMMA MRNA, COMPLETE CDS
SID INTESTINAL CARBOXYLESTERASE; LIVER CARBOXYLESTERASE-2
SID INTESTINAL CARBOXYLESTERASE; LIVER CARBOXYLESTERASE-2
EST T97280
SID SWI/SNF RELATED, MATRIX ASSOCIATED, ACTIN DEPENDENT REGULATOR OF CHROMATIN, SUBFAMILY D, MEMBER 1
SID PROTEIN TYROSINE PHOSPHATASE, RECEPTOR-TYPE, ZETA POLYPEPTIDE 1
ESTROGEN SULFOTRANSFERASE
SID GM2 GANGLIOSIDE ACTIVATOR PROTEIN
SID EST W38208
SID ESTS, HIGHLY  SIMILAR TO PRE-MRNA SPLICING FACTOR RNA HELICASE PRP22 [SACCHAROMYCES CEREVISIAE]
SID TRANSCRIPTION ELONGATION FACTOR B  SIII , POLYPEPTIDE 1-LIKE
SID ENDOTHELIN RECEPTOR TYPE A
SID CASPASE 4, APOPTOSIS-RELATED CYSTEINE PROTEASE
KERATIN 17
SID ADRENERGIC, BETA-2-, RECEPTOR, SURFACE
SID HOMO SAPIENS MITOCHONDRIAL PROTEOLIPID 68MP HOMOLOG MRNA, NUCLEAR GENE ENCODING MITOCHONDRIAL PROTEIN, COMPLETE CDS
SID TRANSFORMING GROWTH FACTOR, ALPHA
SID TRANSFORMING GROWTH FACTOR, ALPHA
EST AA031735
SID HUMAN ZYGINI MRNA, COMPLETE CDS
SID INTEGRIN, ALPHA 2  CD49B, ALPHA 2 SUBUNIT OF VLA-2 RECEPTOR 
EST R34709
SID HUMAN MRNA FOR KIAA0204 GENE, COMPLETE CDS
SID HOMO SAPIENS MRNA FOR SEMAPHORIN E, COMPLETE CDS
SID HOMO SAPIENS MRNA FOR SEMAPHORIN E, COMPLETE CDS
EST R63824
EST R24776
SID SOLUTE CARRIER FAMILY 9  SODIUM/HYDROGEN EXCHANGER , ISOFORM 1  ANTIPORTER, NA+/H+, AMILORIDE SENSITIVE 
SID ESTS, WEAKLY SIMILAR TO YHR001WP [S.CEREVISIAE]
SID SOLUTE CARRIER FAMILY 7  CATIONIC AMINO ACID TRANSPORTER, Y+ SYSTEM , MEMBER 5
SID SOLUTE CARRIER FAMILY 7  CATIONIC AMINO ACID TRANSPORTER, Y+ SYSTEM , MEMBER 5
INTEGRAL MEMBRANE PROTEIN E16
SID EST AA054712
ANTIGEN IDENTIFIED BY MONOCLONAL ANTIBODIES 4F2
SID ANTIGEN IDENTIFIED BY MONOCLONAL ANTIBODIES 4F2, TRA1.10, TROP4, AND T43
SID SOLUTE CARRIER FAMILY 7  CATIONIC AMINO ACID TRANSPORTER, Y+ SYSTEM , MEMBER 5
SID ESTS, HIGHLY SIMILAR TO BRAIN ACYL-COA SYNTHTASE II [R.NORVEGICUS]
SID HUMAN MRNA FOR GARS PROTEIN, COMPLETE CDS
SID EST H30086
SID GLUTAMATE-CYSTEINE LIGASE  GAMMA-GLUTAMYLCYSTEINE SYNTHETASE , CATALYTIC  72.8KD 
SID GLUTAMATE-CYSTEINE LIGASE  GAMMA-GLUTAMYLCYSTEINE SYNTHETASE , CATALYTIC  72.8KD 
SID ESTS, HIGHLY  SIMILAR TO GLUTAMATE--CYSTEINE LIGASE CATALYTIC SUBUNIT [HOMO SAPIENS]
SID EST AA082160
HUMAN MICROSOMAL STRESS 70 PROTEIN ATPASE CORE  STCH  
SID ESTS, WEAKLY SIMILAR TO MDJ1 PROTEIN PRECURSOR [SACCHAROMYCES CEREVISIAE]
SID JANUS KINASE 1  A PROTEIN TYROSINE KINASE 
SID SWI/SNF RELATED, MATRIX ASSOCIATED, ACTIN DEPENDENT REGULATOR OF CHROMATIN, SUBFAMILY A, MEMBER 1
SID SHC  SRC HOMOLOGY 2 DOMAIN-CONTAINING  TRANSFORMING PROTEIN 1
SID EST AA032202
SID ESTS, WEAKLY SIMILAR TO MURINE VALOSIN-CONTAINING PROTEIN [M.MUSCULUS]
SID HUMAN BONE PHOSPHOPROTEIN SPP-24 PRECURSOR MRNA, COMPLETE CDS
SID MYOSIN VA  HEAVY POLYPEPTIDE 12, MYOXIN 
SID LEUCINE RICH REPEAT  IN FLII  INTERACTING PROTEIN 1
SID GOLGI AUTOANTIGEN, GOLGIN SUBFAMILY A, 4
SID PROBABLE PROTEIN DISULFIDE ISOMERASE ER-60 PRECURSOR
SID ESTS
SID GDP DISSOCIATION INHIBITOR 2
SID EST AA034081
SID THROMBOXANE A SYNTHASE 1  PLATELET, CYTOCHROME P450, SUBFAMILY V 
SID EXOSTOSES  MULTIPLE  2
SID HOMO SAPIENS MRNA FOR KIAA0463 PROTEIN, PARTIAL CDS
TYROSINE-PROTEIN KINASE RECEPTOR ECK PRECURSOR
SID HUMAN RECOMBINANT GLIAL GROWTH FACTOR MRNA, COMPLETE CDS AND FLANKING REGION
SID INTEGRIN, BETA 1  FIBRONECTIN RECEPTOR, BETA POLYPEPTIDE, ANTIGEN CD29 INCLUDES MDF2, MSK12 
SID ESTS, MODERATELY SIMILAR TO !!!! ALU SUBFAMILY SQ WARNING ENTRY !!!! [H.SAPIENS]
SID HOMO SAPIENS CLONE 24411 MRNA SEQUENCE
SID HOMO SAPIENS INCOMPLETE CDNA FOR A MUTATED ALLELE OF A MYOSIN CLASS I, MYH-1C
SID ESTS
SID HOMO SAPIENS INCOMPLETE CDNA FOR A MUTATED ALLELE OF A MYOSIN CLASS I, MYH-1C
SID NEUROPILIN 1
SID HOMO SAPIENS CLONE 23698 MRNA SEQUENCE
SID LAMININ, BETA 1
SID 65 KD YES-ASSOCIATED PROTEIN
SID EST AA026010
SID CALPASTATIN
SID EST AA133468
SID ESTS
SID HUMAN MRNA FOR KIAA0141 GENE, COMPLETE CDS
HUMAN LEUKEMIA VIRUS RECEPTOR 1  GLVR1 
SID GLYCYL-TRNA SYNTHETASE
SID INTERLEUKIN 1 RECEPTOR ACCESSORY PROTEIN
SID MYOSIN VA  HEAVY POLYPEPTIDE 12, MYOXIN 
SID ESTS, HIGHLY  SIMILAR TO ISOLEUCYL-TRNA SYNTHETASE, CYTOPLASMIC [HOMO SAPIENS]
SID EST W37997
SID ESTS, WEAKLY SIMILAR TO YLR238WP [S.CEREVISIAE]
SID ESTS
SID RASGAP-LIKE WITH IQ MOTIFS
SID RASGAP-LIKE WITH IQ MOTIFS
SID EXOSTOSES  MULTIPLE  2
SID MET PROTO-ONCOGENE  HEPATOCYTE GROWTH FACTOR RECEPTOR 
SID HUMAN MRNA FOR TOB, COMPLETE CDS
SID HOMO SAPIENS CDNA SIMILAR TO RNA BINDING PROTEIN C. ELEGANS, COMPLETE
SID ESTS
SID GU PROTEIN
SID DIHYDROPYRIMIDINASE-LIKE 2
SID DIHYDROPYRIMIDINASE-LIKE 2
SID DIHYDROPYRIMIDINASE-LIKE 2
SID EST N46892
SID HYPOXIA-INDUCIBLE FACTOR 1, ALPHA SUBUNIT  BASIC HELIX-LOOP-HELIX TRANSCRIPTION FACTOR 
SID KARYOPHERIN  IMPORTIN  BETA 2
SID ESTS
SID IMMUNOGLOBULIN MU BINDING PROTEIN 2
SID HETEROGENEOUS NUCLEAR RIBONUCLEOPROTEIN D
SID PROTEOLIPID PROTEIN 2  COLONIC EPITHELIUM-ENRICHED 
SID CATHEPSIN D  LYSOSOMAL ASPARTYL PROTEASE 
SID HUMAN ACYL-COA THIOESTER HYDROLASE MRNA, COMPLETE CDS
SID T-PLASTIN
SID EST AA112713
SID ESTS
SID CHEDIAK-HIGASHI SYNDROME 1
SID EST H94534
SID AMYLOID BETA  A4  PRECURSOR-LIKE PROTEIN 2
SID AMYLOID BETA  A4  PRECURSOR-LIKE PROTEIN 2
SID AMYLOID BETA  A4  PRECURSOR-LIKE PROTEIN 2
CYCLIN-DEPENDENT KINASE INHIBITOR 1  P21 
SID ATPASE, CA++ TRANSPORTING, CARDIAC MUSCLE, SLOW TWITCH 2
SID PEPTIDASE D
SID UBIQUITIN-CONJUGATING ENZYME E2H  HOMOLOGOUS TO YEAST UBC8 
SID ESTS
SID RAS HOMOLOG GENE FAMILY, MEMBER E
SID H.SAPIENS MRNA FOR LAMININ
EST R99103
SID MICROTUBULE-ASSOCIATED PROTEIN 4
SID NRF2
SID CYSTEINYL-TRNA SYNTHETASE
SID EST AA081729
SID TROPONIN T1, SKELETAL, SLOW
SID EST W38008
SID EST W37929
SID EST AA192949
SID EST AA088344
SID EST W38206
SID FIBRILLIN 1  MARFAN SYNDROME 
SID EST T84514
SID HEAT SHOCK PROTEIN, DNAJ-LIKE 2
SID HOMO SAPIENS MRNA FOR PUTATIVE GTP-BINDING PROTEIN, PARTIAL
SID ESTS, HIGHLY  SIMILAR TO UBIQUITIN-CONJUGATING ENZYME E2-28.4 KD [SACCHAROMYCES CEREVISIAE]
SID EST AA081169
EST H90036
SID EST W46240
SID EST R15389
EST W88565
SID HUMAN MRNA FOR GARS PROTEIN, COMPLETE CDS
SID HUMAN ORIGIN RECOGNITION COMPLEX SECOND LARGEST SUBUNIT  HSORC2  MRNA,  COMPLETE CDS
SID NERVE GROWTH FACTOR, BETA POLYPEPTIDE
SID KETOHEXOKINASE  FRUCTOKINASE 
SID GROWTH ARREST SPECIFIC 11
SID ARGININOSUCCINATE SYNTHETASE
SID SERINE HYDROXYMETHYLTRANSFERASE 2  MITOCHONDRIAL 
SID HUMAN MRNA FOR KIAA0188 GENE, PARTIAL CDS
SID MAP/ERK KINASE KINASE 5
SID TRANSCRIPTION FACTOR 3  E2A IMMUNOGLOBULIN ENHANCER BINDING FACTORS E12/E47 
SID P21  CDKN1A -ACTIVATED KINASE 3
SID HUMAN PROTEIN IMMUNO-REACTIVE WITH ANTI-PTH POLYCLONAL ANTIBODIES MRNA, PARTIAL CDS
SID EST H08133
SID DEAD/H  ASP-GLU-ALA-ASP/HIS  BOX POLYPEPTIDE 8  RNA HELICASE 
SID LIM DOMAIN KINASE 1
SID ESTS
SID NATURAL KILLER-TUMOR RECOGNITION SEQUENCE
SID NATURAL KILLER-TUMOR RECOGNITION SEQUENCE
SID ZINC FINGER PROTEIN 139  CLONE PHZ-37 
EST AA040078
SID TBP-ASSOCIATED FACTOR 172
SID PHOSPHORYLASE KINASE, ALPHA 1  MUSCLE , MUSCLE GLYCOGENOSIS
SID POTASSIUM INWARDLY-RECTIFYING CHANNEL, SUBFAMILY J, MEMBER 4
SID EST H72046
SID EUKARYOTIC TRANSLATION INITIATION FACTOR 4 GAMMA, 3
SID EUKARYOTIC TRANSLATION INITIATION FACTOR 4 GAMMA, 3
SID EUKARYOTIC TRANSLATION INITIATION FACTOR 4 GAMMA, 3
SID ZINC FINGER PROTEIN 139  CLONE PHZ-37 
SID CHROMODOMAIN HELICASE DNA BINDING PROTEIN 2
SID ZINC FINGER PROTEIN 139  CLONE PHZ-37 
PARATHYROID HORMONE-LIKE HORMONE
PARATHYROID HORMONE-LIKE HORMONE
SID SYNUCLEIN, ALPHA  NON A4 COMPONENT OF AMYLOID PRECURSOR 
SID RETICULON 1
EST R14355
SID EST AA130843
SID EST AA084891
SID ESTS
SID 3-HYDROXY-3-METHYLGLUTARYL-COENZYME A REDUCTASE
SID NEURONAL PENTRAXIN I
SID EST R93172
SID FIBRILLIN 2
SID EST
SID SOLUTE CARRIER FAMILY 18  VESICULAR MONOAMINE , MEMBER 2
SID ESTS
SID EST AA101032
SID EST H39770
SID HUMAN LEUKEMIA VIRUS RECEPTOR 2  GLVR2  MRNA, COMPLETE CDS
SID EST AA082631
SID PLAKOPHILIN 2
SID ESTS, HIGHLY  SIMILAR TO PROTO-ONCOGENE TYROSINE-PROTEIN KINASE FYN [HOMO SAPIENS]
SID ESTS
SID INTERLEUKIN 13 RECEPTOR, ALPHA 2
SID ESTS
SID HUMAN HEPARAN SULFATE PROTEOGLYCAN  HSPG2  MRNA, COMPLETE CDS
SID EST T72387
SID PHOSPHODIESTERASE 1A, CALMODULIN-DEPENDENT
SID POTASSIUM VOLTAGE-GATED CHANNEL, SHAKER-RELATED SUBFAMILY, MEMBER 1  EPISODIC ATAXIA WITH MYOKYMIA 
SID EST H72801
EST T52773
SID AMINOACYLASE 1
SID WASP FAMILY VERPROLIN-HOMOLOGOUS PROTEIN
SID HUMAN MRNA FOR KIAA0020 GENE, COMPLETE CDS
SID DIHYDROPYRIMIDINASE-LIKE 2
SID ESTS, WEAKLY SIMILAR TO HYPOTHETICAL 128.5 KD HELICASE IN ATS1-TPD3 INTERGENIC REGION [SACCHAROMYCES CEREVISIAE]
SID ESTS
SID NEUROFIBROMIN 1  NEUROFIBROMATOSIS, VON RECKLINGHAUSEN DISEASE, WATSON DISEASE 
SID ESTS
SID ESTS
SID TG-INTERACTING FACTOR  TALE FAMILY HOMEOBOX 
SID ESTS
SID ESTS, HIGHLY  SIMILAR TO GLUTAMINASE, KIDNEY ISOFORM PRECURSOR [RATTUS NORVEGICUS]
SID ESTS
SID PROTEIN PHOSPHATASE 3  FORMERLY 2B , CATALYTIC SUBUNIT, ALPHA ISOFORM  CALCINEURIN A ALPHA 
SID CALPAIN, LARGE POLYPEPTIDE L2
SID EST AA043776
SID HOMO SAPIENS NEURONAL TISSUE-ENRICHED ACIDIC PROTEIN  NAP-22  MRNA, COMPLETE CDS
SID MITOGEN-ACTIVATED PROTEIN KINASE-ACTIVATED PROTEIN KINASE 3
SID MACROPHAGE STIMULATING 1 RECEPTOR  C-MET-RELATED TYROSINE KINASE 
SID EST AA100359
SID PLEIOMORPHIC ADENOMA GENE-LIKE 2
SID EST R20289
SID POTASSIUM CHANNEL, SUBFAMILY K, MEMBER 1  TWIK-1 
SID PROTEASE, SERINE, 1  TRYPSIN 1 
SID ESTS, HIGHLY SIMILAR TO RHOHP1 [H.SAPIENS]
SID GLUCURONIDASE, BETA
SID H.SAPIENS MRNA FOR ORPHAN NUCLEAR HORMONE RECEPTOR
HUMAN HYBRID RECEPTOR GP250 PRECURSOR MRNA
SID AMYLOID BETA  A4  PRECURSOR-LIKE PROTEIN 2
SID PREGNANCY-ASSOCIATED PLASMA PROTEIN A
SID ESTS, WEAKLY SIMILAR TO TWIST RELATED PROTEIN [XENOPUS LAEVIS]
SID EST W38001
SID EST AA085432
EST R34673
SID COMPLEMENT COMPONENT 4A
SID EST R87434
SID HUMAN MRNA FOR KIAA0132 GENE, COMPLETE CDS
SID TRANSALDOLASE
SID ESTS
SID EST W03222
SID TEA DOMAIN FAMILY MEMBER 4
EST W86814
SID HOMO SAPIENS CLONE 24775 MRNA SEQUENCE
SID HUMAN RAS INHIBITOR MRNA, 3’ END
SID HUMAN OSTEOCLAST STIMULATING FACTOR MRNA, COMPLETE CDS
SID ESTS
SID EST AA100218
SID EST H57568
SID EST AA081731
SID EST AA083296
SID EST AA057222
SID ESTS
SID HUMAN SKELETAL MUSCLE 1.3 KB MRNA FOR TROPOMYOSIN
EST H62289
SID NEBULIN
SID EST AA085797
SID HUMAN MRNA FOR KIAA0260 GENE, PARTIAL CDS
SID EST AA070638
EST R02590
SID N-ACETYLGLUCOSAMINIDASE, ALPHA-  SANFILIPPO DISEASE IIIB 
EST H79993
SID EST AA074932
SID HOMO SAPIENS CARCINOEMBRYONIC ANTIGEN  CGM2  MRNA, COMPLETE CDS
SID HUMAN DEAD-BOX PROTEIN P72  P72  MRNA, COMPLETE CDS
SID DYSTROPHIN  MUSCULAR DYSTROPHY, DUCHENNE AND BECKER TYPES , INCLUDES DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, DXS270, DXS272
SID NAD P H MENADIONE OXIDOREDUCTASE 2, DIOXIN-INDUCIBLE
SID EST AA161311
SID CALPASTATIN
SID CALPASTATIN
SID ESTS
SID ESTS
SID PROTEIN TYROSINE PHOSPHATASE, RECEPTOR TYPE, N
EST R52673
SID LECITHIN-CHOLESTEROL ACYLTRANSFERASE
SID EXCISION REPAIR CROSS-COMPLEMENTING RODENT REPAIR DEFICIENCY, COMPLEMENTATION GROUP 5  XERODERMA PIGMENTOSUM, COMPLEMENTATION GROUP G  COCKAYNE SYNDROME  
SID EST W31225
SID ESTS
SID ESTS
SID EST R84508
SID INTERLEUKIN 4 RECEPTOR
SID ESTS, HIGHLY SIMILAR TO PUTATIVE HYDROPHOBIC DOMAIN IN AMINO ACID POSITIONS 373-390. [H.SAPIENS]
SID LATENT TRANSFORMING GROWTH FACTOR BETA BINDING PROTEIN 2
SID ESTS
EPITHELIAL MEMBRANE PROTEIN-3
SID HOMO SAPIENS MRNA FOR KIAA0687 PROTEIN, PARTIAL CDS
SID EST H29760
SID CATHEPSIN E
SID EST T86649
EST R35363
SID P59FYN T 
SID EST R84561
SID HUMAN MRNA FOR KIAA0134 GENE, COMPLETE CDS
SID ESTS
SID ESTS
SID ESTS
SID CYTOCHROME P450, SUBFAMILY XIX  AROMATIZATION OF ANDROGENS 
SID ESTS
SID BONE MORPHOGENETIC PROTEIN 2
SID ESTS
SID ESTS, MODERATELY  SIMILAR TO PUTATIVE SERINE/THREONINE-PROTEIN KINASE PKWA [THERMOMONOSPORA CURVATA]
SID THROMBOXANE A2 RECEPTOR
EST T84505
HOMO SAPIENS SEMAPHORIN-III  HSEMA-I 
SID FRIEDREICH ATAXIA REGION GENE X104  TIGHT JUNCTION PROTEIN ZO-2 
SID SOLUTE CARRIER FAMILY 24  SODIUM/POTASSIUM/CALCIUM EXCHANGER , MEMBER 1
SID HEAT SHOCK PROTEIN HSP 90-ALPHA
SID REGULATOR OF MITOTIC SPINDLE ASSEMBLY 1
SID AMYLOID BETA  A4  PRECURSOR PROTEIN-BINDING, FAMILY B, MEMBER 2  FE65-LIKE 
SID PROTEASE INHIBITOR 1  ANTI-ELASTASE , ALPHA-1-ANTITRYPSIN
SID ESTS, WEAKLY SIMILAR TO PROTEIN KINASE C-BINDING PROTEIN RACK7 [H.SAPIENS]
SID EST, HIGHLY  SIMILAR TO 180 KD SECRETORY PHOSPHOLIPASE A2 RECEPTOR PRECURSOR [BOS TAURUS]
SID ESTS
SID ESTS, HIGHLY  SIMILAR TO HELIX-LOOP-HELIX PROTEIN MATH-2 [MUS MUSCULUS]
SID HUMAN 180 KDA TRANSMEMBRANE PLA2 RECEPTOR MRNA, COMPLETE CDS
SID NUCLEAR FACTOR  ERYTHROID-DERIVED 2 -LIKE 1
SID RETINOBLASTOMA-BINDING PROTEIN 8
SID PROTEASOME  PROSOME, MACROPAIN  26S SUBUNIT, ATPASE, 1
SID HUMAN SIGMA RECEPTOR MRNA, COMPLETE CDS
SID HUMAN MRNA FOR KIAA0260 GENE, PARTIAL CDS
SID TRANSFORMING GROWTH FACTOR BETA-ACTIVATED KINASE 1
CARBOXYL ESTER LIPASE  BILE SALT-STIMULATED LIPASE 
HEAT SHOCK 70 KD PROTEIN
78 KD GLUCOSE REGULATED PROTEIN PRECURSOR
SID TUMOR REJECTION ANTIGEN  GP96  1
SID TUMOR REJECTION ANTIGEN  GP96  1
SID HUMAN 150 KDA OXYGEN-REGULATED PROTEIN ORP150 MRNA, COMPLETE CDS
SID PROBABLE PROTEIN DISULFIDE ISOMERASE ER-60 PRECURSOR
SID ERGIC-53 PROTEIN PRECURSOR
SID DECORIN
SID ERGIC-53 PROTEIN PRECURSOR
SID CALUMENIN
SID CALUMENIN
SID CALRETICULIN
SID HUMAN  CLONE PA3  PROTEIN DISULFIDE ISOMERASE RELATED PROTEIN  ERP72  MRNA, COMPLETE CDS
SID ESTS
SID EST AA018342
SID MALIC ENZYME 2, MITOCHONDRIAL
SID RASGAP-LIKE WITH IQ MOTIFS
SID HOMO SAPIENS MRNA FOR GTPASE-ACTIVATING PROTEIN, COMPLETE CDS
SID EUKARYOTIC TRANSLATION INITIATION FACTOR 3, SUBUNIT 10  THETA, 170KD 
SID EUKARYOTIC TRANSLATION INITIATION FACTOR 3, SUBUNIT 10  THETA, 170KD 
SID DISCS, LARGE  DROSOPHILA  HOMOLOG 1
SID EST W86484
SID MYOSIN PHOSPHATASE, TARGET SUBUNIT 1
SID HOMO SAPIENS H BETA 58 HOMOLOG MRNA, COMPLETE CDS
SID HOMO SAPIENS SKD1 HOMOLOG MRNA, COMPLETE CDS
SID ESTS, MODERATELY SIMILAR TO !!!! ALU SUBFAMILY SQ WARNING ENTRY !!!! [H.SAPIENS]
SID PHOSPHORIBOSYLGLYCINAMIDE FORMYLTRANSFERASE, PHOSPHORIBOSYLGLYCINAMIDE SYNTHETASE, PHOSPHORIBOSYLAMINOIMIDAZOLE SYNTHETASE
SID EST H98518
SID PHOSPHORIBOSYLGLYCINAMIDE FORMYLTRANSFERASE, PHOSPHORIBOSYLGLYCINAMIDE SYNTHETASE, PHOSPHORIBOSYLAMINOIMIDAZOLE SYNTHETASE
SID BASIC TRANSCRIPTION ELEMENT BINDING PROTEIN 2
SID EST AA083718
SID CALCIUM/CALMODULIN-DEPENDENT PROTEIN KINASE  CAM KINASE  II GAMMA
SID DISCS, LARGE  DROSOPHILA  HOMOLOG 1
SID HOMO SAPIENS SKD1 HOMOLOG MRNA, COMPLETE CDS
SID SIGNAL TRANSDUCING ADAPTOR MOLECULE  SH3 DOMAIN AND ITAM MOTIF  1
SID HOMO SAPIENS TRANSCRIPTION FACTOR SL1 MRNA, PARTIAL CDS
SID HUMAN COP9 HOMOLOG  HCOP9  MRNA, COMPLETE CDS
SID PROTEIN KINASE, MITOGEN-ACTIVATED, KINASE 2, P45  MAP KINASE KINASE 2 
SID CCAAT/ENHANCER BINDING PROTEIN  C/EBP , GAMMA
SID HOMO SAPIENS TRIO ISOFORM MRNA, COMPLETE CDS
SID TIGHT JUNCTION PROTEIN 1  ZONA OCCLUDENS 1 
SID HUMAN MRNA FOR KIAA0253 GENE, PARTIAL CDS
SID HUMAN AUTOANTIGEN PERICENTRIOL MATERIAL 1  PCM-1  MRNA, COMPLETE CDS
SID EST R87900
SID MICROTUBULE-ASSOCIATED PROTEIN 4
SID EST AA075639
SID EST H24649
SID EST R09896
SID HOMO SAPIENS ALPHA 1,2-MANNOSIDASE IB MRNA, COMPLETE CDS
SID HOMO SAPIENS ALPHA 1,2-MANNOSIDASE IB MRNA, COMPLETE CDS
SID TIGHT JUNCTION PROTEIN 1  ZONA OCCLUDENS 1 
SID RESTIN  REED-STEINBERG CELL-EXPRESSED INTERMEDIATE FILAMENT-ASSOCIATED PROTEIN 
SID KINESIN HEAVY CHAIN MEMBER 2
SID ERGIC-53 PROTEIN PRECURSOR
SID HOMO SAPIENS MRNA FOR ATF6, COMPLETE CDS
SID GLUTAMYL-PROLYL-TRNA SYNTHETASE
SID CYTOCHROME P450, SUBFAMILY IIIA, POLYPEPTIDE 7
SID KINESIN FAMILY MEMBER 5B
SID HOMO SAPIENS MRNA FOR INTEGRAL MEMBRANE PROTEIN TMP21-I  P23 
SID HEXOSAMINIDASE B  BETA POLYPEPTIDE 
SID ESTS
SID EST R86056
SID PEROXISOME BIOGENESIS FACTOR 13
SID ADENOSINE KINASE
SID ESTS, MODERATELY SIMILAR TO !!!! ALU SUBFAMILY J WARNING ENTRY !!!! [H.SAPIENS]
SID HOMO SAPIENS CLONE 24709 MRNA SEQUENCE
SID SPECTRIN, BETA, NON-ERYTHROCYTIC 1
SID HUMAN AUTOANTIGEN PERICENTRIOL MATERIAL 1  PCM-1  MRNA, COMPLETE CDS
SID ESTS, HIGHLY  SIMILAR TO SIGNAL RECOGNITION PARTICLE RECEPTOR ALPHA SUBUNIT [HOMO SAPIENS]
SID PROTEIN TYROSINE PHOSPHATASE, NON-RECEPTOR TYPE 11
SID EST AA037648
SID H.SAPIENS MRNA FOR SEC23A ISOFORM, 2748BP
SID ZINC FINGER PROTEIN HRX
SID H.SAPIENS MRNA FOR TRAMP PROTEIN
SID INTEGRAL MEMBRANE PROTEIN 1
SID EST AA083719
SID MICROTUBULE-ASSOCIATED PROTEIN 1B
SID MICROTUBULE-ASSOCIATED PROTEIN 1B
SID ESTS
SID CYSTATHIONASE  CYSTATHIONINE GAMMA-LYASE 
SID BRAIN-DERIVED NEUROTROPHIC FACTOR
SID LIM DOMAIN-CONTAINING PREFERRED TRANSLOCATION PARTNER IN LIPOMA
SID ESTS
SID ATPASE, CA++ TRANSPORTING, CARDIAC MUSCLE, SLOW TWITCH 2
SID CARBAMOYL-PHOSPHATE SYNTHETASE 1, MITOCHONDRIAL
SID IDURONIDASE, ALPHA-L-
SID HUMAN MRNA FOR KIAA0127 GENE, COMPLETE CDS
SID EST W38171
SID ESTS
SID HOMO SAPIENS MRNA FOR CARTILAGE-ASSOCIATED PROTEIN  CASP 
SID EST AA112834
SID PROTOCADHERIN 2  CADHERIN-LIKE 2 
SID ESTS
SID PHOSPHATIDYLSERINE SYNTHASE I
ETS-RELATED PROTEIN ERM
SID MHC CLASS I POLYPEPTIDE-RELATED SEQUENCE A
SID ESTS
SID EST W48775
HUMAN STRATUM CORNEUM CHYMOTRYPTIC ENZYME
SID DESMOCOLLIN 2
CARBONIC ANHYDRASE II
EST R68689
EST AA055264
SID MUTATED IN COLORECTAL CANCERS
SID EST R97622
HUMAN BREAST CANCER, ESTROGEN REGULATED LIV-1 PROTEIN  LIV-1 
SID EST W38042
SID DIASTROPHIC DYSPLASIA
SID RETINOBLASTOMA-BINDING PROTEIN 7
SID EST T64250
SID PROTEASE, SERINE, 3  TRYPSIN 3 
SID ESTS
SID DEAD/H  ASP-GLU-ALA-ASP/HIS  BOX POLYPEPTIDE 5  RNA HELICASE, 68KD 
SID S-ADENOSYLMETHIONINE SYNTHETASE GAMMA FORM
SID TRANSKETOLASE  WERNICKE-KORSAKOFF SYNDROME 
SID TRANSKETOLASE  WERNICKE-KORSAKOFF SYNDROME 
MITOCHONDRIAL STRESS-70 PROTEIN PRECURSOR
SID HEAT SHOCK 60KD PROTEIN 1  CHAPERONIN 
SID HUMAN LIVER GLUTAMATE DEHYDROGENASE MRNA, COMPLETE CDS
SID ESTS
SID FARNESYL-DIPHOSPHATE FARNESYLTRANSFERASE
SID EST AA043272
ESTS WEAKLY SIMILAR TO ANGIOPOIETIN-1
EST W48842
EST R09694
HUMAN PROTEIN TYROSINE PHOSPHATASE
H.SAPIENS MITOGEN INDUCIBLE GENE MIG-2
HUMAN PROTEIN TYROSINE PHOSPHATASE
ESTS HIGHLY  SIMILAR TO GENE 33 POLYPEPTIDE
SID ESTS
MATRIX METALLOPROTEINASE 1  INTERSTITIAL COLLAGENASE 
SID EST AA156273
SID HOMO SAPIENS KIAA0429 MRNA, COMPLETE CDS
SID CHLORIDE CHANNEL 6
HUMAN MRNA FOR RTP/DRG1
SID SPERMIDINE/SPERMINE N1-ACETYLTRANSFERASE
SID EST N46223
SID STRESS-ACTIVATED PROTEIN KINASE 3
SID EST W38241
SID EST W38209
PLASMINOGEN ACTIVATOR INHIBITOR, TYPE II
SID GLUTATHIONE S-TRANSFERASE PI
SID SODIUM- AND CHLORIDE-DEPENDENT CREATINE TRANSPORTER 1
SID CATHEPSIN B
SID PLASMINOGEN ACTIVATOR, UROKINASE RECEPTOR
SID HYPOXIA-INDUCIBLE FACTOR 1, ALPHA SUBUNIT  BASIC HELIX-LOOP-HELIX TRANSCRIPTION FACTOR 
SID INTEGRIN, ALPHA V  VITRONECTIN RECEPTOR, ALPHA POLYPEPTIDE, ANTIGEN CD51 
PROLACTIN RECEPTOR-ASSOCIATED PROTEIN  PRA 
TRANSFORMING GROWTH FACTOR, BETA-INDUCED, 68KD
SID EXOSTOSES  MULTIPLE  1
SID CALUMENIN
SID ESTS
SERUM DEPRIVATION RESPONSE  SDPR 
SID MYOSIN, HEAVY POLYPEPTIDE 11, SMOOTH MUSCLE
SID LEPTIN RECEPTOR
SID CHONDROITIN SULFATE PROTEOGLYCAN 2  VERSICAN 
SID LEPTIN RECEPTOR
SID INSULIN RECEPTOR SUBSTRATE 1
SID INSULIN RECEPTOR SUBSTRATE 1
SID HUMAN ADP-RIBOSYLATION FACTOR-LIKE PROTEIN 4 MRNA, COMPLETE CDS
SID EST W15563
HEXABRACHION  TENASCIN C, CYTOTACTIN 
LATENT TRANSFORMING GROWTH FACTOR BETA BINDING PROTEIN 1
SID HOMO SAPIENS LIM PROTEIN MRNA, COMPLETE CDS
SID ESTS, HIGHLY  SIMILAR TO CALCIUM/CALMODULIN-DEPENDENT PROTEIN KINASE TYPE II DELTA CHAIN [RATTUS NORVEGICUS]
SID ESTS
SID EST W52315
ALPHA-CATENIN RELATED PROTEIN
SID ETS VARIANT GENE 4  E1A ENHANCER-BINDING PROTEIN, E1AF 
SID EST N41649
SID ESTS
FARNESYL PYROPHOSPHATE SYNTHATASE
T-COMPLEX PROTEIN 1, ALPHA SUBUNIT
EST W58013
EST H82512
SID HUMAN G2 PROTEIN MRNA, PARTIAL CDS
SID HUMAN MRNA FOR KIAA0216 GENE, COMPLETE CDS
SID U17 HOST GENE
EST R68087
SID HUMAN  AF1Q  MRNA, COMPLETE CDS
SID WINGLESS-TYPE MMTV INTEGRATION SITE FAMILY, MEMBER 5A
SID HUMAN HAS2 MRNA, COMPLETE CDS
SID ESTS
SID EST R33840
SID HUMAN CLEAVAGE AND POLYADENYLATION SPECIFICITY FACTOR MRNA, COMPLETE CDS
SID ESTS
SID SERINE HYDROXYMETHYLTRANSFERASE 2  MITOCHONDRIAL 
SID SERINE HYDROXYMETHYLTRANSFERASE 2  MITOCHONDRIAL 
SID EST W88761
ALANYL-TRNA SYNTHETASE
SID EST AA121091
SID ALANYL-TRNA SYNTHETASE
SID HUMAN NEURONATIN ALPHA MRNA, COMPLETE CDS
SID ATPASE, NA+/K+ TRANSPORTING, ALPHA 1 POLYPEPTIDE
SID PUTATIVE MUCIN CORE PROTEIN PRECURSOR 24
SID PUTATIVE MUCIN CORE PROTEIN PRECURSOR 24
SID HOMO SAPIENS CLONE 23704 MRNA SEQUENCE
SID PROCOLLAGEN-PROLINE, 2-OXOGLUTARATE 4-DIOXYGENASE  PROLINE 4-HYDROXYLASE , BETA POLYPEPTIDE  PROTEIN DISULFIDE ISOMERASE; THYROID HORMONE BINDING PROTEIN P55 
SID HUMAN PROTEIN IMMUNO-REACTIVE WITH ANTI-PTH POLYCLONAL ANTIBODIES MRNA, PARTIAL CDS
EST R79807
SID FIBROBLAST GROWTH FACTOR 2  BASIC 
SID FIBROBLAST GROWTH FACTOR 2  BASIC 
SID FIBROBLAST GROWTH FACTOR 2  BASIC 
SID EST AA084302
LECTIN, GALACTOSIDE-BINDING, SOLUBLE, 1  GALECTIN 1 
SID PROTOCADHERIN 2  CADHERIN-LIKE 2 
SID MICROFIBRILLAR-ASSOCIATED PROTEIN 2
SID PLASMINOGEN ACTIVATOR, TISSUE
PLASMINOGEN ACTIVATOR, TISSUE TYPE  T-PA 
SID PLASMINOGEN ACTIVATOR, TISSUE
SID DUAL SPECIFICITY PHOSPHATASE 4
SID HUMAN MRNA FOR KIAA0040 GENE, COMPLETE CDS
SID HUMAN MRNA FOR KIAA0040 GENE, COMPLETE CDS
SID ESTS
SID MUSCLE-SPECIFIC DNASE I-LIKE PRECURSOR
SID ESTS
HUMAN TRANSGLUTAMINASE
HUMAN TRANSGLUTAMINASE
SID TRANSGLUTAMINASE 2  C POLYPEPTIDE, PROTEIN-GLUTAMINE-GAMMA-GLUTAMYLTRANSFERASE 
SID H.SAPIENS MRNA FOR METALLOTHIONEIN ISOFORM 1R
HUMAN  CLONE 14VS  METALLOTHIONEIN-IG  MT1G  GENE
SID EST
SID MEIS1  MOUSE  HOMOLOG
SID DYSTROPHIN  MUSCULAR DYSTROPHY, DUCHENNE AND BECKER TYPES , INCLUDES DXS142, DXS164, DXS206, DXS230, DXS239, DXS268, DXS269, DXS270, DXS272
SID EST AA025648
SID RETINOBLASTOMA-LIKE PROTEIN 2
SID PLEXIN 5
SID EST H06940
SID LIM DOMAIN BINDING 1
SID ESTS
SID KERATIN 15
SID ESTS, HIGHLY  SIMILAR TO RETROVIRUS-RELATED POL POLYPROTEIN [HOMO SAPIENS]
SID ESTS
SID TUMOR PROTEIN P53  LI-FRAUMENI SYNDROME 
SID PROTEIN KINASE, Y-LINKED
SID ESTS, HIGHLY  SIMILAR TO MEMBRANE GLYCOPROTEIN M6-B [MUS MUSCULUS]
SID MICROFIBRIL-ASSOCIATED GLYCOPROTEIN-2
EST R68634
SID ESTS
SID ESTS
SID ESTS, WEAKLY SIMILAR TO CDNA EST EMBL:C13282 COMES FROM THIS GENE [C.ELEGANS]
SID MEMBRANE COFACTOR PROTEIN  CD46, TROPHOBLAST-LYMPHOCYTE CROSS-REACTIVE ANTIGEN 
SID SUCCINATE-COA LIGASE, GDP-FORMING, BETA SUBUNIT
EST R38522
SID CELL DIVISION CYCLE 27
SID HYALURONOGLUCOSAMINIDASE 3
SID EST T78962
SID EST AA112501
SID ERYTHROCYTE MEMBRANE PROTEIN BAND 4.1  ELLIPTOCYTOSIS 1, RH-LINKED 
SID CASPASE 1, APOPTOSIS-RELATED CYSTEINE PROTEASE  INTERLEUKIN 1, BETA, CONVERTASE 
SID VISININ-LIKE 1
SID EST H25362
SID LYSOSOMAL-ASSOCIATED MEMBRANE PROTEIN 2
SID UBIQUITIN SPECIFIC PROTEASE 9, X CHROMOSOME  DROSOPHILA FAT FACETS RELATED 
SID EST R54659
SID EST AA040196
SID HUMAN FACIOGENITAL DYSPLASIA  FGD1  MRNA, COMPLETE CDS
SID HOMO SAPIENS MRNA FOR KIAA0537 PROTEIN, COMPLETE CDS
SID EST T96839
SID HOMO SAPIENS KIAA0440 MRNA, PARTIAL CDS
SID EST AA070859
SID EST N56778
SID EST W58007
SID HUMAN MRNA FOR KIAA0222 GENE, COMPLETE CDS
SID HUMAN TAT-SF1 MRNA, COMPLETE CDS
SID ESTS
SID ESTS, HIGHLY  SIMILAR TO PROTEIN PHOSPHATASE PP2A, 55 KD REGULATORY SUBUNIT, ALPHA ISOFORM [HOMO SAPIENS; ORYCTOLAGUS CUNICULUS]
SID EST N94791
SID RIBOSOMAL PROTEIN S20
SID EST AA075368
SID ESTS
SID ALBUMIN
SID PMEL 17 PROTEIN PRECURSOR
SID EST AA001398
SID ESTS
SID AT-BINDING TRANSCRIPTION FACTOR 1
SID ESTS, HIGHLY  SIMILAR TO GAG POLYPROTEIN [AVIAN SPLEEN NECROSIS VIRUS]
SID TERATOCARCINOMA-DERIVED GROWTH FACTOR 1
SID HUMAN MRNA FOR KIAA0325 GENE, PARTIAL CDS
SID EST R08540
SID ESTS
SID ESTS, MODERATELY SIMILAR TO !!!! ALU SUBFAMILY SP WARNING ENTRY !!!! [H.SAPIENS]
SID EST R84769
SID ESTS
SID EST AA056567
SID PCTAIRE PROTEIN KINASE 3
SID EST AA012854
SID ESTS
SID EST H73032
SID EST H12346
SID CYTOCHROME P450, SUBFAMILY IID  DEBRISOQUINE, SPARTEINE, ETC., -METABOLIZING , POLYPEPTIDE 6
SID EST H81161
SID APOLIPOPROTEIN B  INCLUDING AG X  ANTIGEN 
SID EST AA001521
SID EST AA079212
SID EST AA083215
SID EST AA021436
SID ESTS
SID ESTS
SID MUNC18-1-INTERACTING PROTEIN 2
SID HOMO SAPIENS CLONE 24519 UNKNOWN MRNA, PARTIAL CDS
SID EST AA113794
SID ESTS
SID SOLUTE CARRIER FAMILY 2  FACILITATED GLUCOSE TRANSPORTER , MEMBER 5
SID HUMAN MRNA FOR KIAA0241 GENE, PARTIAL CDS
EST H63680
SID COMPLEMENT COMPONENT 2
SID EST W94656
SID AMINOMETHYLTRANSFERASE  GLYCINE CLEAVAGE SYSTEM PROTEIN T 
EST R51616
SID ESTS
SID ESTS
SID ESTS
SID RIBOSOMAL PROTEIN S28
SID BREAST CANCER 1, EARLY ONSET
SID ARYLSULFATASE C, ISOZYME S
SID EST AA044149
SID ESTS
SID FIBRINOGEN, B BETA POLYPEPTIDE
SID ESTS, MODERATELY SIMILAR TO ZINC FINGER PROTEIN PZF [M.MUSCULUS]
SID PLEOMORPHIC ADENOMA GENE-LIKE 1
SID ESTS, HIGHLY  SIMILAR TO LIVER CARBOXYLESTERASE PRECURSOR [HOMO SAPIENS]
SID EST H51173
TRANSCRIPTIONAL REGULATOR STAF-50
SID C-REACTIVE PROTEIN, PENTRAXIN-RELATED
EST AA037663
SID EST T69576
SID ESTS, HIGHLY  SIMILAR TO ATP-BINDING CASSETTE TRANSPORTER 2 [MUS MUSCULUS]
HUMAN TRANSCRIPTION FACTOR IL-4 STAT 
SID INSULIN-LIKE GROWTH FACTOR BINDING PROTEIN 2  36KD 
EST W04632
SID EST
SID VON WILLEBRAND FACTOR
SID HEMOGLOBIN, GAMMA G
SID ESTS, HIGHLY  SIMILAR TO RAS-LIKE PROTEIN TC10 [HOMO SAPIENS]
SID CHEMOKINE  C-X3-C  RECEPTOR 1
SID CYTOCHROME P450, SUBFAMILY IIA  PHENOBARBITAL-INDUCIBLE , POLYPEPTIDE 6
SID TYROSINE AMINOTRANSFERASE
SID EST R19110
SID GLUTAMATE RECEPTOR, IONOTROPIC, KAINATE 1
SID MYRISTOYLATED ALANINE-RICH PROTEIN KINASE C SUBSTRATE  MARCKS, 80K-L 
SID CANNABINOID RECEPTOR 1  BRAIN 
SID ESTS
SID HUMAN MRNA FOR KIAA0281 GENE, COMPLETE CDS
SID ESTS, MODERATELY SIMILAR TO REX-3 [M.MUSCULUS]
SID ESTS
SID PLATELET-ACTIVATING FACTOR ACETYLHYDROLASE
SID MAJOR HISTOCOMPATIBILITY COMPLEX, CLASS II, DO BETA
SID BCL2-RELATED PROTEIN A1
SID BCL2-RELATED PROTEIN A1
SID ADENOSINE DEAMINASE
SID EST R25873
SID PUTATIVE CHEMOKINE RECEPTOR; GTP-BINDING PROTEIN
SID H.SAPIENS MRNA FOR ROX PROTEIN
EST H82514
SID TUMOR NECROSIS FACTOR-INDUCIBLE PROTEIN TSG-6 PRECURSOR
SID EST H06026
SID COLLAGEN, TYPE XI, ALPHA 2
SID HOMO SAPIENS TRANSCRIPTIONAL REGULATORY PROTEIN P54 MRNA, COMPLETE CDS
SID ESTS
SID EST T91662
SID ESTS
SID EST AA083991
SID TROPHININ
SID ESTS
SID EST N58880
SID EST N45699
SID ESTS
SID EST AA082591
SID CD39 ANTIGEN
SID ESTS
SID ESTS, MODERATELY SIMILAR TO !!!! ALU SUBFAMILY SC WARNING ENTRY !!!! [H.SAPIENS]
SID HUMAN OXIDOREDUCTASE  HHCMA56  MRNA, COMPLETE CDS
SID PROTEIN TYROSINE PHOSPHATASE, RECEPTOR TYPE, C POLYPEPTIDE
SID ESTS
SID SULFONYLUREA RECEPTOR  HYPERINSULINEMIA 
SID POTASSIUM VOLTAGE-GATED CHANNEL, KQT-LIKE SUBFAMILY, MEMBER 1
SID TRANSCOBALAMIN I  VITAMIN B12 BINDING PROTEIN, R BINDER FAMILY 
SID CREATINE KINASE, MITOCHONDRIAL 1  UBIQUITOUS 
SID EST H43515
SID HUMAN MRNA FOR KIAA0216 GENE, COMPLETE CDS
SID ESTS
SID H.SAPIENS MRNA FOR ASM-LIKE PHOSPHODIESTERASE 3B
SID NEOGENIN  CHICKEN  HOMOLOG 1
SID ESTS
SID COXSACKIE VIRUS AND ADENOVIRUS RECEPTOR
SID ESTS
SID EST T99635
SID HUMAN MRNA FOR KIAA0247 GENE, COMPLETE CDS
EST R43983
EST AA037468
HOMO SAPIENS PROSTASIN
SID H.SAPIENS MRNA FOR AMINOPEPTIDASE
SID EGF-LIKE-DOMAIN, MULTIPLE 2
SID EST H19936
SID CYSTATIN C  AMYLOID ANGIOPATHY AND CEREBRAL HEMORRHAGE 
SID NUCLEOSIDE PHOSPHORYLASE
EST T61049
SID ESTS, WEAKLY SIMILAR TO UDP-GAL:BETAGLCNAC BETA 1,3-GALACTOSYLTRANFERASE-I [M.MUSCULUS]
SID BENE PROTEIN
EST R25541
POLY  A  POLYMERASE
ESTS MODERATELY SIMILAR TO M-PHASE PHOSPHOPROTEIN 4
E1B 19K/BCL-2-BINDING PROTEIN NIP3
PLATELET-DERIVED ENDOTHELIAL CELL GROWTH FACTOR
SID CD97 ANTIGEN
SID EST AA083320
SID ESTS, WEAKLY SIMILAR TO !!!! ALU SUBFAMILY SX WARNING ENTRY !!!! [H.SAPIENS]
EST T61518
SID CALPONIN 2
SID CALPONIN 2
H.SAPIENS MRNA FOR B4B
SID EPITHELIAL MEMBRANE PROTEIN 1
SID MUCIN 5, SUBTYPE B, TRACHEOBRONCHIAL
SID MYOTUBULARIN RELATED PROTEIN 2
SID GUANINE NUCLEOTIDE BINDING PROTEIN 11
DIHYDROPYRIMIDINASE RELATED PROTEIN-2
SID CHONDROITIN SULFATE PROTEOGLYCAN 2  VERSICAN 
EST T64514
NEUROMEDIN B
SID NEUROMEDIN B
SID HUMAN ABL INTERACTOR 2  ABI-2  MRNA, COMPLETE CDS
SID DIHYDRODIOL DEHYDROGENASE 1  TRANS-1,2-DIHYDROBENZENE-1,2-DIOL DEHYDROGENASE, HIGH AFFINITY BILE ACID BINDING ; TYPE II 3-ALPHA-HSD
DIHYDRODIOL DEHYDROGENASE
SID DIHYDRODIOL DEHYDROGENASE 1  TRANS-1,2-DIHYDROBENZENE-1,2-DIOL DEHYDROGENASE, HIGH AFFINITY BILE ACID BINDING ; TYPE II 3-ALPHA-HSD
SID ESTS, HIGHLY SIMILAR TO HEZF [H.SAPIENS]
SID EST H14116
SID PHOSPHATIDYLINOSITOL 3-KINASE REGULATORY ALPHA SUBUNIT
SID HUMAN HEPARAN SULFATE PROTEOGLYCAN  HSPG2  MRNA, COMPLETE CDS
ENDOTHELIN 1 {ALTERNATIVE PRODUCTS}
EST H62542
EST AA100010
TRYPTOPHANYL-TRNA SYNTHETASE
EST H13689
ESTS SIMILAR TO NMDA RECEPTOR GLUTAMATE-BINDING CHAIN
SID COLLAGEN-BINDING PROTEIN 2  COLLIGEN 2 
SID GLUCURONIDASE, BETA
SID H1 HISTONE FAMILY, MEMBER 0
SID PROTEASE, SERINE, 9  NEUROSIN 
SID HUMAN MRNA FOR PRE-PRO-MEGAKARYOCYTE POTENTIATING FACTOR, COMPLETE CDS
SID ESTS
SID NEUTROPHIL GELATINASE-ASSOCIATED LIPOCALIN PRECURSOR
SID ESTS
SID ESTS
SID CULLIN 4B
CTP SYNTHATASE
SID LAMIN B1
HYALURONAN-MEDIATED MOTILITY RECEPTOR  RHAMM 
ANTIGEN IDENTIFIED BY MONOCLONAL ANTIBODY KI-67
SID HYALURONAN-MEDIATED MOTILITY RECEPTOR  RHAMM 
HUMAN CDC6-RELATED PROTEIN  HSCDC6 
SID CHOLINERGIC RECEPTOR, NICOTINIC, ALPHA POLYPEPTIDE 5
CYCLIN B1
TOPOISOMERASE II
HOMO SAPIENS HPV16 E1 PROTEIN BINDING PROTEIN
SID EST W55897
SID ESTS
EST N52980
KIAA0056
HUMAN CHROMATIN ASSEMBLY FACTOR-I P150 SUBUNIT
SID HUMAN OSTEOCLAST STIMULATING FACTOR MRNA, COMPLETE CDS
SID ENOLASE 1,  ALPHA 
SID ENOLASE 1,  ALPHA 
SID ENOLASE 1,  ALPHA 
SID TRANSFERRIN RECEPTOR  P90, CD71 
TRANSFERRIN RECEPTOR  P90, CD71 
SID EST H27404
SID ESTS
SID HUMAN ADENYLYL CYCLASE-ASSOCIATED PROTEIN HOMOLOG CAP2  CAP2  MRNA, COMPLETE CDS
NUCLEAR AUTOANTIGENIC SPERM PROTEIN  HISTONE-BINDING 
DNA METHYLTRANSFERASE
DEK ONCOGENE
EST AA070062
ACTIN-RELATED PROTEIN ARP2  ARP2 
IMPORTIN ALPHA-2 SUBUNIT
HUMAN MITOTIC CENTROMERE-ASSOCIATED KINESIN
EST H94617
REPLICATION FACTOR C, 37-KD SUBUNIT
EST R21530
HUMAN MRNA FOR KIAA0159 GENE
EST N26840
DNA REPLICATION LICENSING FACTOR MCM6  P105MCM 
MINICHROMOSOME MAINTENANCE DEFICIENT  S. CEREVISIAE  3
E2F-1
HISTONE H2A.X
STATHMIN
DNA REPLICATION LICENSING FACTOR CDC47 HOMOLOG
DNA REPLICATION LICENSING FACTOR CDC47 HOMOLOG
HUMAN CDC46 HOMOLOG
V-MYB AVIAN MYELOBLASTOSIS VIRAL ONCOGENE HOMOLOG-LIKE 2
MINICHROMOSOME MAINTENANCE DEFICIENT  S. CEREVISIAE  4
HEAT SHOCK COGNATE 71 KD PROTEIN
SID GLUCOSE PHOSPHATE ISOMERASE
SID ESTS, MODERATELY SIMILAR TO HN1 [M.MUSCULUS]
EST AA013254
PHOSPHOLIPASE A2
HUMAN SIAH BINDING PROTEIN 1  SIAHBP1 
SID PROHIBITIN
SID ADENYLATE CYCLASE ACTIVATING POLYPEPTIDE 1  PITUITARY 
ALPHA-TUBULIN
ALPHA-TUBULIN
SID HUMAN SELENOPHOSPHATE SYNTHETASE 2  SPS2  MRNA, COMPLETE CDS
SID HOMO SAPIENS ALPHA-TUBULIN ISOFORM 1 MRNA, COMPLETE CDS
SID EXTRACELLULAR MATRIX PROTEIN 1
SID ADDUCIN 3  GAMMA 
SID EST H71665
SID LECTIN, GALACTOSIDE-BINDING, SOLUBLE, 3  GALECTIN 3 
SID MATRIX METALLOPROTEINASE 13  COLLAGENASE 3 
CARBOXYPEPTIDASE E
SID GRANZYME A  GRANZYME 1, CYTOTOXIC T-LYMPHOCYTE-ASSOCIATED SERINE ESTERASE 3 
SID PIGMENT EPITHELIUM-DERIVED FACTOR
SID BASIC TRANSCRIPTION FACTOR 3
SID EPOXIDE HYDROLASE 2, CYTOPLASMIC
SID HOMO SAPIENS SHORT FORM TRANSCRIPTION FACTOR C-MAF  C-MAF  MRNA, COMPLETE CDS
SID ESTS, HIGHLY  SIMILAR TO NUCLEAR FACTOR 1 A1 [GALLUS GALLUS]
SID ESTS
ESTS WEAKLY SIMILAR TO W01A11.2 GENE PRODUCT
SID EARLY GROWTH RESPONSE 3
SID HOMO SAPIENS INDUCIBLE 6-PHOSPHOFRUCTO-2-KINASE/FRUCTOSE 2,6-BISPHOSPHATASE  IPFK-2  MRNA, COMPLETE CDS
SID ALCOHOL DEHYDROGENASE 1  CLASS I , ALPHA POLYPEPTIDE
SID REGULATORY FACTOR X, 5  INFLUENCES HLA CLASS II EXPRESSION 
SID ESTS
SID EST AA040112
SID ALCOHOL DEHYDROGENASE 2  CLASS I , BETA POLYPEPTIDE
SID EST AA128925
FATTY ACID BINDING PROTEIN 4, ADIPOCYTE
SID EST W37926
EST H19488
XE169 PROTEIN
SID EST AA102806
SID EST H40850
SID EST AA100718
EST W40382
EST H64700
SID EST W86816
SID INTEGRAL MEMBRANE PROTEIN 1
SID EST N91952
SID EVI2A PROTEIN PRECURSOR TROPIC VIRAL INTEGRATION SITE 2A PROTEIN 
SID BIGLYCAN
SID PLEIOTROPHIN  HEPARIN BINDING GROWTH FACTOR 8, NEURITE GROWTH-PROMOTING FACTOR 1 
SID NEPHROBLASTOMA OVEREXPRESSED GENE
SID ESTS
SID MYRISTOYLATED ALANINE-RICH PROTEIN KINASE C SUBSTRATE  MARCKS, 80K-L 
SID TELOMERIC REPEAT BINDING FACTOR  NIMA-INTERACTING  1
SID KERATIN 4
SID HUMAN NICOTINAMIDE N-METHYLTRANSFERASE  NNMT  MRNA, COMPLETE CDS
SID EST AA075472
SID FETAL ALZHEIMER ANTIGEN
SID EST AA084093
SID MATRIX METALLOPROTEINASE 2  GELATINASE A, 72KD GELATINASE, 72KD TYPE IV COLLAGENASE 
SID EST AA070047
SID ESTS, MODERATELY SIMILAR TO GANGLIOSIDE-INDUCED DIFFERENTIATION ASSOCIATED PROTEIN 3 [M.MUSCULUS]
SID SECRETED PROTEIN, ACIDIC, CYSTEINE-RICH  OSTEONECTIN 
SID ESTS
SID LYSYL OXIDASE
EST H66977
SID HUMAN MRNA FOR KIAA0094 GENE, PARTIAL CDS
SID EST
SID HUMAN HOMEOBOX PROTEIN  PHOX1  MRNA, 3’ END
SID PERIPHERAL MYELIN PROTEIN 22
SID STROMAL CELL-DERIVED FACTOR 1
SID EST H22183
SID CHOLINERGIC RECEPTOR, NICOTINIC, ALPHA POLYPEPTIDE 1  MUSCLE 
COLLAGEN, TYPE V, ALPHA 1
SID ESTS
SID ADIPOSE DIFFERENTIATION-RELATED PROTEIN; ADIPOPHILIN
SID EST AA044567
SID ESTS
SID ESTS
LEUKOCYTE ELASTASE INHIBITOR
LEUKOCYTE ELASTASE INHIBITOR
HOMO SAPIENS PHOSPHOLIPID SCRAMBLASE
INTERFERON-INDUCED GUANYLATE-BINDING PROTEIN 1
ESTS HIGHLY  SIMILAR TO INTERFERON-INDUCED GUANYLATE-BINDING PROTEIN 1
EST AA045025
HOMO SAPIENS MRNA EXPRESSED IN OSTEOBLAST
HOMO SAPIENS MRNA EXPRESSED IN OSTEOBLAST
LYSYL OXIDASE
INTERFERON-INDUCED 17 KD PROTEIN
EST AA075317
EST T71983
HEPATITIS C-ASSOCIATED MICROTUBULAR AGGREGATE PROTEIN P44
 2’-5’  OLIGOADENYLATE SYNTHETASE E
 2’-5’  OLIGOADENYLATE SYNTHETASE E
INTERFERON, ALPHA-INDUCIBLE PROTEIN  CLONE IFI-6-16 
HOMO SAPIENS NUCLEAR RESPIRATORY FACTOR-1  NRF-1 
INTERFERON-INDUCIBLE 56-KDA PROTEIN
PROTEIN KINASE C ZETA
SIGNAL TRANSDUCER AND ACTIVATOR OF TRANSCRIPTION 1-ALPHA/BETA
SIGNAL TRANSDUCER AND ACTIVATOR OF TRANSCRIPTION 1-ALPHA/BETA
TROPHOBLAST-LYMPHOCYTE CROSS-REACTIVE ANTIGEN  CD46 
N-MYC  AND STAT  INTERACTOR-NMI
SID GELSOLIN  AMYLOIDOSIS, FINNISH TYPE 
SID COMPLEMENT COMPONENT 3
COMPLEMENT C3 PRECURSOR
SID TUMOR NECROSIS FACTOR RECEPTOR SUPERFAMILY, MEMBER 14  HERPESVIRUS ENTRY MEDIATOR 
SID HUMAN DD96 MRNA, COMPLETE CDS
SID NUCLEAR FACTOR OF KAPPA LIGHT POLYPEPTIDE GENE ENHANCER IN B-CELLS INHIBITOR, ALPHA
SID EPHRIN-A1
SID CLUSTERIN  COMPLEMENT LYSIS INHIBITOR, SP-40,40, SULFATED GLYCOPROTEIN 2, TESTOSTERONE-REPRESSED PROSTATE MESSAGE 2, APOLIPOPROTEIN J 
EST AA007537
SID ESTS
SID HEMOPEXIN
INTERFERON-INDUCIBLE GUANYLATE BINDING PROTEIN 2
SID EST W38283
SID ARGININOSUCCINATE SYNTHETASE
N-MYC  AND STAT  INTERACTOR-NMI
SID RIBOSOMAL PROTEIN L19
SID EST AA102521
EST N68439
LEUCINE AMINOPEPTIDASE
URIDINE MONOPHOSPHATE SYNTHETASE
SID TAP BINDING PROTEIN  TAPASIN 
INTERFERON  GAMMA -INDUCED PROTEIN 10
SID ESTS
BETA 2-MICROGLOBULIN
LEPTIN  MURINE OBESITY HOMOLOG 
HLA CLASS I ANTIGEN  HLA-B 
N-METHYL-D-ASPARTATE RECEPTOR  NR1-3 
HUMAN INTERFERON-INDUCED LEUCINE ZIPPER PROTEIN  IFP35 
EST AA767654
SID PLECKSTRIN AND SEC7 DOMAIN PROTEIN
COMPLEMENT FACTOR B PRECURSOR
SID BILIARY GLYCOPROTEIN
SID DESMOGLEIN 2
SID CARBOXYPEPTIDASE B1  TISSUE 
SID EST AA039356
SID TRKB [HUMAN, BRAIN, MRNA, 3194 NT]
SID TRKB [HUMAN, BRAIN, MRNA, 3194 NT]
SID ESTS
SID MICROTUBULE-ASSOCIATED PROTEIN TAU
SID ESTS
SID EST W93284
SID ESTS
SID ESTS
SID EST H01538
SID ESTS
SID ESTS
SID ESTS
SID HOMO SAPIENS CHROMOSOME 16 BAC CLONE CIT987SK-A-69G12
SID BASEMENT MEMBRANE-INDUCED GENE
SID PLASMINOGEN-LIKE
SID EVI2B PROTEIN PRECURSOR TROPIC VIRAL INTEGRATION SITE 2B PROTEIN 
SID COMPLEMENT COMPONENT 3A RECEPTOR 1
EST T84941
EST H47499
SID ARACHIDONATE 5-LIPOXYGENASE
SID UBIQUITIN-CONJUGATING ENZYME E2H  HOMOLOGOUS TO YEAST UBC8 
SID MAJOR HISTOCOMPATIBILITY COMPLEX, CLASS II, DM BETA
SID ESTS
SID ESTS
EST R82191
SID CYTIDINE MONOPHOSPHATE-N-ACETYLNEURAMINIC ACID HYDROXYLASE  CMP-N-ACETYLNEURAMINATE MONOOXYGENASE 
SID NADH DEHYDROGENASE  UBIQUINONE  1 ALPHA SUBCOMPLEX, 2  8KD, B8 
SID PROLYLCARBOXYPEPTIDASE  ANGIOTENSINASE C 
SID RIBOSOMAL PROTEIN L13
SID PUTATIVE INSULIN-LIKE GROWTH FACTOR II ASSOCIATED PROTEIN
SID HOMO SAPIENS E25 PROTEIN MRNA, COMPLETE CDS
SID EST R71409
SID TRANSFERRIN
SID PHOSPHOLIPASE C, GAMMA 2  PHOSPHATIDYLINOSITOL-SPECIFIC 
SID PROTEIN TYROSINE PHOSPHATASE, NON-RECEPTOR TYPE 6
SID HUMAN CLEAVAGE AND POLYADENYLATION SPECIFICITY FACTOR MRNA, COMPLETE CDS
SID ESTS
SID HUMAN  H326  MRNA, COMPLETE CDS
SID EST R07608
SID ESTS
SID HUMAN SEMAPHORIN  CD100  MRNA, COMPLETE CDS
SID PLECKSTRIN HOMOLOGY, SEC7 AND COILED/COIL DOMAINS 1 CYTOHESIN 1 
SID EST R52225
SID EST AA069156
SID EST AA083924
ENDOMETRIAL BLEEDING ASSOCIATED FACTOR
SID FOUR AND A HALF LIM DOMAINS 1
SID HUMAN MRNA FOR KIAA0246 GENE, PARTIAL CDS
SID HOMO SAPIENS NEGATIVE GROWTH-REGULATORY PROTEIN MYD118  MYD118  MRNA, COMPLETE CDS
EST H56153
SID V-FOS FBJ MURINE OSTEOSARCOMA VIRAL ONCOGENE HOMOLOG
P55-C-FOS PROTO-ONCOGENE PROTEIN
EST N26917
SID HUMAN MRNA FOR KIAA0193 GENE, COMPLETE CDS
SID ESTS, HIGHLY  SIMILAR TO LONG-CHAIN-FATTY-ACID--COA LIGASE [ESCHERICHIA COLI]
SID FATTY ACID AMIDE HYDROLASE
SID ESTS, WEAKLY SIMILAR TO F56A11.5 [C.ELEGANS]
SID ESTS
SID HEME OXYGENASE  DECYCLING  2
SID ESTS
SID ESTS
SID KERATIN 19
SID ESTS, HIGHLY  SIMILAR TO WNT-5B PROTEIN PRECURSOR [MUS MUSCULUS]
SID ATP-BINDING CASSETTE 3
SID ESTS, MODERATELY SIMILAR TO !!!! ALU SUBFAMILY J WARNING ENTRY !!!! [H.SAPIENS]
SID ESTS, HIGHLY  SIMILAR TO CAMP-DEPENDENT PROTEIN KINASE INHIBITOR, TESTIS ISOFORMS 1 AND 2 [MUS MUSCULUS]
SID EST H93534
SID KERATIN 18
SID KERATIN 18
SID KERATIN 18
SID HUMAN HSIAH2 MRNA, COMPLETE CDS
SID SYNTAXIN 3A
SID UBIQUITIN-CONJUGATING ENZYME E2D 3  HOMOLOGOUS TO YEAST UBC4/5 
SID ESTS, WEAKLY SIMILAR TO B CELL GROWTH FACTOR [H.SAPIENS]
SID ESTS, HIGHLY SIMILAR TO PUTATIVE HYDROPHOBIC DOMAIN IN AMINO ACID POSITIONS 373-390. [H.SAPIENS]
EST H87259
SID HEPATOCYTE NUCLEAR FACTOR 3, ALPHA
SID GALACTOKINASE 1
SID ESTS
SID EST H51024
SID HUMAN YL-1 MRNA FOR YL-1 PROTEIN  NUCLEAR PROTEIN WITH DNA-BINDING ABILITY , COMPLETE CDS
SID FK506-BINDING PROTEIN 4  59KD 
SID HUMAN YL-1 MRNA FOR YL-1 PROTEIN  NUCLEAR PROTEIN WITH DNA-BINDING ABILITY , COMPLETE CDS
SID COFILIN 2  MUSCLE 
SID EST W92413
SID HUMAN MRNA FOR HUNC18B2, COMPLETE CDS
SID ESTS
SID EST AA081538
HUMAN RIBOSOMAL PROTEIN L35 MRNA
EST AA015595
40S RIBOSOMAL PROTEIN S27
RIBOSOMAL PROTEIN L31
SID ESTS
SID RIBOSOMAL PROTEIN S15A
RIBOSOMAL PROTEIN L7
SID UBIQUINOL-CYTOCHROME C REDUCTASE COMPLEX SUBUNIT VI REQUIRING PROTEIN
60S RIBOSOMAL PROTEIN L13A
SID LECITHIN-CHOLESTEROL ACYLTRANSFERASE
UBIQUITIN A-52 RESIDUE RIBOSOMAL PROTEIN FUSION PRODUCT 1
40S RIBOSOMAL PROTEIN S7
RIBOSOMAL PROTEIN L8
RIBOSOMAL PROTEIN L8
SID EST AA129539
SID UBIQUINOL-CYTOCHROME C REDUCTASE COMPLEX 14 KD PROTEIN
SID PROTEASOME  PROSOME, MACROPAIN  SUBUNIT, BETA TYPE, 4
SID CYTOCHROME C OXIDASE SUBUNIT VIIB
SID PROTEIN KINASE, CAMP-DEPENDENT, REGULATORY, TYPE I, ALPHA  TISSUE SPECIFIC EXTINGUISHER 1 
SID EST AA084955
SID EST R61514
SID EST AA079669
SID PROTHYMOSIN, ALPHA  GENE SEQUENCE 28 
SID ESTS
SID HUMAN CLEAVAGE AND POLYADENYLATION SPECIFICITY FACTOR MRNA, COMPLETE CDS
SID ESTS
SID H.SAPIENS MRNA FOR DGCR6 PROTEIN
SID H.SAPIENS MRNA FOR G9A
SID EST AA070508
SID HEAT SHOCK 70 KD PROTEIN 1
SID EST R24850
SID GCN5  GENERAL CONTROL OF AMINO-ACID SYNTHESIS, YEAST, HOMOLOG -LIKE 1
SID EST R83024
SID CASPASE 10, APOPTOSIS-RELATED CYSTEINE PROTEASE
SID EST W38179
SID PININ, DESMOSOME ASSOCIATED PROTEIN
SID H1 HISTONE FAMILY, MEMBER 0
SID HEVIN
SID ALCOHOL DEHYDROGENASE
SID HUMAN MRNA FOR KIAA0220 GENE, PARTIAL CDS
SID RIBOSOMAL PROTEIN S11
SID EST W20496
SID EST H38188
SID EST AA032087
SID EST H15863
SID EST AA084222
SID HOMO SAPIENS CLONE 24574 MRNA SEQUENCE
SID GLUTAREDOXIN  THIOLTRANSFERASE 
SID ESTS
SID GUANINE NUCLEOTIDE BINDING PROTEIN 4
SID EST AA085549
SID ESTS, HIGHLY SIMILAR TO ACF7 PROTEIN [H.SAPIENS]
SID ADIPOSE DIFFERENTIATION-RELATED PROTEIN; ADIPOPHILIN
SID PODOCALYXIN-LIKE
SID LYMPHOCYTE CYTOSOLIC PROTEIN 1  L-PLASTIN 
SID MYOSIN, LIGHT POLYPEPTIDE 5, REGULATORY
SID HUMAN GUANINE NUCLEOTIDE EXCHANGE FACTOR MRNA, COMPLETE CDS
SID HUMAN MRNA FOR KIAA0202 GENE, PARTIAL CDS
SID EST H14265
SID ESTS
SID FIBRINOGEN-LIKE PROTEIN
SID H.SAPIENS MRNA FOR RAT HREV107-LIKE PROTEIN
SID FC FRAGMENT OF IGG, LOW AFFINITY IIA, RECEPTOR FOR  CD32 
SID TRANSDUCIN-LIKE ENHANCER OF SPLIT 2, HOMOLOG OF DROSOPHILA E SP1 
EST H71688
SID ESTS
SID TRANSGELIN
SID ALDEHYDE DEHYDROGENASE 8
SID EST R64392
SID EUKARYOTIC TRANSLATION INITIATION FACTOR 3, SUBUNIT 10  THETA, 170KD 
SID EST R69402
SID ESTS
SID UBIQUITIN SPECIFIC PROTEASE 5  ISOPEPTIDASE T 
SID ESTS
SID EST W61366
AUTOANTIGEN SMALL NUCLEAR RIBONUCLEOPROTEIN SM-D
SID CELL DIVISION CYCLE 42  GTP-BINDING PROTEIN, 25KD 
SID PLATELET/ENDOTHELIAL CELL ADHESION MOLECULE  CD31 ANTIGEN 
SID TYROSINE-PROTEIN KINASE RECEPTOR TIE-1 PRECURSOR
SID EST R89219
SID TUMOR NECROSIS FACTOR RECEPTOR-1-ASSOCIATED PROTEIN
SID FIBULIN 2
SID EST H64400
PLECKSTRIN
LEUKOCYTE COMMON ANTIGEN  CD45 
EST N30205
SID EST R31217
SID IMMUNOGLOBULIN GAMMA 3  GM MARKER 
SID HUMAN MRNA FOR KIAA0200 GENE, COMPLETE CDS
SID NADH DEHYDROGENASE  UBIQUINONE  1, SUBCOMPLEX UNKNOWN, 1  6KD, KFYI 
SID HOMO SAPIENS IMMUNOGLOBULIN HEAVY CHAIN VARIABLE REGION  VH4  MRNA, VH4-59 ALLELE, PARTIAL CDS
IMMUNOGLOBULIN LAMBDA LIGHT CHAIN
SID EST T89309
IMMUNOGLOBULIN CONSTANT HEAVY CHAIN REGION
IMMUNOGLOBULIN MU
SID ESTS
SID EST H27351
SID IG KAPPA CHAIN PRECURSOR V-III REGION
SID EST H95868
SID H.SAPIENS RBQ-1 MRNA
SID ESTS
SID ESTS
SID H.SAPIENS HZF1 MRNA FOR ZINC FINGER PROTEIN
SID HEVIN
SID ESTS, HIGHLY  SIMILAR TO HYPOTHETICAL 13.6 KD PROTEIN IN NUP170-ILS1 INTERGENIC REGION [SACCHAROMYCES CEREVISIAE]
SID NADH DEHYDROGENASE  UBIQUINONE  1 BETA SUBCOMPLEX, 6  17KD, B17 
SID EST AA034369
SID HLA CLASS II HISTOCOMPATIBILITY ANTIGEN, DR ALPHA CHAIN PRECURSOR
HLA CLASS II HISTOCOMPATIBILITY ANTIGEN, GAMMA CHAIN
SID HUMAN UNKNOWN PROTEIN B MRNA, COMPLETE CDS
SID ESTS
HUMAN THYMOSIN BETA-4
B-FACTOR, PROPERDIN
EST N63669
SID GUANINE NUCLEOTIDE BINDING PROTEIN 11
SID HOMO SAPIENS, ALPHA-1  VI  COLLAGEN
SID EST W25267
SID PERIPHERAL MYELIN PROTEIN 22
SID PROCOLLAGEN C-ENDOPEPTIDASE ENHANCER
SID EST R54370
BIGLYCAN
BIGLYCAN
BIGLYCAN
SID HOMO SAPIENS ADAPTOR PROTEIN LNK MRNA, COMPLETE CDS
SID D10S102
EST AA025212
SID ESTS
SID H.SAPIENS MRNA FOR MELANOMA GROWTH REGULATORY PROTEIN MIA
SID COLLAGEN, TYPE VI, ALPHA 1
SID DECORIN
COLLAGEN, TYPE I, ALPHA 1
SID EST T68306
SID PROTEASOME  PROSOME, MACROPAIN  26S SUBUNIT, ATPASE, 1
SID HUMAN 20-KDA MYOSIN LIGHT CHAIN  MLC-2  MRNA, COMPLETE CDS
SID ESTS, WEAKLY SIMILAR TO UNIDENTIFIED READING FRAME [M.MUSCULUS]
SID FERRITIN, LIGHT POLYPEPTIDE
SID DISHEVELLED 1  HOMOLOGOUS TO DROSOPHILA DSH 
SID MITOGEN-ACTIVATED PROTEIN KINASE-ACTIVATED PROTEIN KINASE 2
SID PROTEIN C  INACTIVATOR OF COAGULATION FACTORS VA AND VIIIA 
SID FERRITIN, LIGHT POLYPEPTIDE
SID EST AA075164
TUMOR-ASSOCIATED ANTIGEN L6
MATRIX METALLOPROTEINASE 7  MATRILYSIN, UTERINE 
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