Dataset S3: Amino acid sequence alignment of polB

Strain BZ49 contained an open reading frame similar to fungal DNA polymerase type B
(polB). The following is an amino acid sequence alignment for this gene using BZ49 and
five fungal taxa: Agrocybe aegerita, Neurospora intermedia, Neurospora crassa,
Hebeloma circinans, and Pleurotus ostreatus with accession numbers: AAC33727,
NP_049544, CAA39046, CAAT72280, and NP_053000 respectively. Box shade .
indicates that = 60% of amino acids are identical and box shade | indicates chemically

similar, but not all identical amino acids.

Taxon name Abbreviation

BZ49 pol
Agrocybe aegerita po2
Neurospora intermedia po3
Neurospora crassa po4
Hebeloma circinans poS
Pleurotus ostreatus po6
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