Supplemental figure 1.
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The degradation of Rpn10-fusions is ubiquitin—independent, but proteasome dependent.
The ubiquitin activating enzyme mutant, ubal-2*, and a proteasome mutant, prel-1, pre2-
2** expressed the indicated fusion proteins. The ubal-2 cells were incubated at 30° C, a
temperature that elicits their mutant phenotypes. the prel-1, pre2-2 mutant was incubated
at 37 °C for 2 hours before harvesting cells. Cell extracts were prepared and the level of



proteins was determined by Western blot analysis with anti-GFP. Rpt5 was
immunoblotted as a loading control.
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