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HAVAVDCARGGAPADSPVPL FQGAASFSRSL YKTPPPRVL EGHRXAPRLPTGLAVPRPLV

_____________________ DTVTKPTEAVRNAVANAEVDDDVL GYDPTAQRLEAEMAR
..................... DTVTRPTEAVRNAVANAEVDDDVL GYDPTAQRLEAEMAR
..................... DTVTKPTEAMRAANVASAEVDDDVL GYDPTALLLETEMAK
..................... DTVTKPTEAVRAAMASAEVDDDVL GYDPTAFRLETEMAK
_____________________ DTVTRPTDAVREAMCNAEVDDDVL GYDPTARRL EEEMAK
..................... DTVTKPTESMRSAMANAEVDDDVL GNDPTAL RLEKEVAE
PCSWRL GGAPQNGDQRGGPTVDTVTKPSDANVRAANVAAADYDDDVL GADPTAHRFEMVENMAR
KREL QL QPHRQDGDQGGGPPL RHGHQAI GGHAAAVAAAEVDDDVL GADPTAQRFEAEMAR
PAE@@Q%EHDGDQ?GGPPVG#G%QAVRRHAAANAAADVIJJJVLGADDTAAPLRGDG?

* % Kookkkokokokk kokokok

| TGKEAGLFVPSGTMGNLI SVLTHCQ RGSEI | LGDYSHI H YENGAE STLGGVHPRTVK
| TGKEAGLFVPSGTMGNLI SVLTHCQ RGSEI | LGDYSHI HI YENGG STLGGVHPRTVK
MVIGKEAAL FVPSGTMGNLI CVLVHCDI RGSEVI LGDNCHI NI YENGG STI GGVHPRQVK
TMEKEAAL FVPSGTMGNLVSVLVHCDVRGSEVI LGDNCHI NI FENGG ATl GGVHPRQVK
MVIGKEAAL FVPSGTMGNLI SVMWHCDVRGSEVI LGDNCHI HVYENGA STI GGVHPKTVK
| AGKEAAMFVPSGTMGNLI SVLVHCDERGSEVI LGDDSHI HI YENGGVSSLGGVHPRTVK
| TGKEAALFVPSGTVANLI SVLVHCDTRGSEVI LGDNSHI HI YENGG STI GGVHPKTVR
| MGKEAAL FVPSGTMGNLVSVLAHCDTRGSEVI LGDNSHI HI YENGAE ATLGGVHPRTVP
APGﬁGGAVRALGHHGQ’RLRPRHCDVRGSEVI LGDASHI HVYENGA STLGGVHPRTVP
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NNEDGTMDLDLI EAAI RDPSFEI CYPTTRLI CLENSQAHSGGRCL SAEYTDKVGEL AKKY
NNEDGTMDLDLI EAAI RDPSFEI CYPTTRLI CLENSQAHSGGRCL SAEYTDKVGELAKKY
NNDDGT| DI DLI EAAI RDPRGELMFPSTRLI CLENSHANSGGRCL SVEYTDRVGEVAKKH
NNDDGT! DI DLI EAAI RDPMCELFYPTTKLI CLENTHANSGGRCL SVEYTDRVGELAKKH
NEEDGTMDLEAI EAAI RDPKGSTFYPSTRLI CLENTHANSGGRCLSVEYTEKVGEI AKRH
NEEDGTMEI GAI EAAVRSPKGDLHHPVTKLI CLENTQANCGGRCLPI EYI DKVGELAKKH
NNPDGTMDI DKI VVAI RHPDGAL YYPTTRLI CLENTHANCGGKCL SAEYTDEVGEVAKSH
NNPDGTMDVDKI VAAI RHRDGAMYYPTTRLI CLENTHGNT GGKCL SVEYTDKVGEVAQSH
NNPDGTMDLARI VGAI RNPDGAL LYPTTRLI CLENTHANSGGKCL SVEYTDKVGEI AVNH
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GLKLHI DGARI FNASVAL GVPVHRLVQAADSVSVCL SKGL GAPVGSVVVGSKSFI ARAKI
GLKLHI DGARI FNASVAL GVPVHRLVQAADSVSVCL SKGLGAPVGSVI VGSKSFI ARAKI
GLKLHI DGARI FNASAAL GVPVDRLVEAADSVSVCLSKG GAPVGSVI VGSKNFI TKAKR
GLKLHI DGARI FNASVAL GVPVDRLVQAADSVSVCLSKG GAPVGSVI VGSKNFI AKARR
GVKLHI DGARLFNAS| AL GVPVHKLVKAADSVQVCL SKGLGAPVGSVI VGSQSFI EKAKT
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LRKTLGGGVRQ GVLCAAAFTAL QENL VKL EGDHRKAKSL AAEL NKI KGLKVDVATVETN
LRKTLGGGVRQ GVLCAAAFTAL QENLVKLEGDHRKXXX- = = = === === -----ooo---

LRKTLGGGVRQ G LCAAAL VAL KENVGKL ESDHKKTRLLADGLNEI KGLRVNPCSI ETN
LRKTLGGGVRQ GLLCAAAL VAL QENVGKL ESDHKKARL LADGLKEVKGLRVDAGSVETN
VRKTLGGGVRQ GVLCAAAL VAL QENL PKL QHDHKKAKL LAEGLNQVKG RVNVAAVETN
LRKTLGGGVRQ GVLCAAAL VAL HENVAKL EDDHKKARVLAEGLNRI ERLRVNVAAVETN
LRKTLGGGVRQVG LCAAAYVAVRDTVGKL ADDHRRAKVLADGLKKI KHFRVDTTSVETN
LRKTLGGGVRQVG LCAAAYVAVRDTVGKLADDHTKAKVLADGLKKI KQ TVDLASVETN

| VYCDI LKGSRI SETELVKTLEQYGLLI LPEGPLRVRFVLHHQ SESDVHYAVSCLQRAL
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G max MVFI DI EEGTKTRAEKI CKYMEERG LVMQESSSRVRVVLHHQ SASDVQYALSCFQQAL 363
A. thal i ana( THA1) M FMDMEDGSRLTAEKLRKNLEENG LLI RGNSSRI Rl VI HHQ TTSDVHYTLSCFQQAM 349
A.thal i ana( THA2) | | YVDI PEDPKFGAEEACKSLEDVGVLVI PQATFRI Rl VLHHQ SDVDVEYVLSCFEKI F 353

O sativa MVFFDI VD- SRI SPDKL CQVL EQRNVL AMPAGSKSMRLVI HYQ SDSDVQYALTCVEKAA 392
T. aestivum MFFDI AD- PRI TPDKL CQVL EQRNVL AMPASSKSVRLVTHYQ SDSDVQYTLTCI EKAV 403
A 112\ T

S. t uberosum AGVAEENGDK- - - - -----cccmmmmmee e e e 359

S.escul entum - ------o oo

M truncatul a QENGN - - - - - - - m e 370

G max AVKGVQNEMG: - - - - - - - o m o e o e o e 373

A thaliana( THAL) LTMQEPSRT- - - - - - - - - - cmmmim oo e oo - 358
Athaliana(THA2) HS- - - - - - - - - - - m oo o e e e e e 355

O sativa EEl LTGSKKFEXSDKRYYQEFI RAL- El TPFVPTDASVQRPACLSSHD- - 439

T. aestivum EEI L SGNAKFEXPDKRHYHEFI WAL GHFL SRHLWSAAVQYPACLWPWPLQ 453
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Medicago truncatula (TC95044), Glycine max (TC205585), Solanum tuberosum
(TC76119), Oryza sativa (TC275073), Triticum aestivum (TC265508), Zea mays
(TC309851),Solanum esculentum (TC166175)

Supplemental Figure 12. TC (Tentative Consensus) sequences of the species
were derived from EST consensus sequences found in the TIGR database
(http://www.tigr.org/tdb) using a BLAST search. The sequences were aligned
using Clustal W (version 1.81). Stars represent identity at that position in all
sequences. Colons represent similarity at that position. The conserved Gly
residue that is changed to Arg in the thal-1 mutant is indicated by an arrow.



