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FIG. S7 Ramachandran-map representation of the alanine dipeptide network clusterization with MCL and 

p=1.1, 1.2, 1.3, 1.4, 1.5. Oval boxes and arrows show the smallest activation energy ΔF ‡ to cross for an 

inter-basin transition. As the parameter p increases smaller activation barriers are detected by the algorithm. 




