Supplementary Figure 3
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Supplementary Figure 3 Recruitment of elF2, elF3 and elF5 to 48S
complexes is unaffected by domain II mutations in HCV and CSFV
IRESes. (A, B) The specific mutations of HCV and CSFV IRES RNAs
(AdII, AdIIa, AIlb, AloopE) are depicted in Figure 1B, C. (A) Detection
of elF2, elF3 and elF5 in wt and mutant HCV IRES 48S complexes by
immunoblotting with antibodies to elF2a, elF3-p66 and elF5
respectively. (B) Detection of elF2, elF3 and eIF5 in wt and mutant
CSFV IRES 48S complexes by immunoblotting with antibodies to
elF2a., elF3-p66 and elF5, respectively.



