SUPPLEMENT A. List of polygalacturonases identified from GenBank protein recor ds except
Arabidopsis proteins

These entries are sorted according to their taxa: BA, eubacteria; F, fungi; ME, metazoans; PL, plants. Number of PGases refersto the
number of glycosyl hydrolase family 28 domains predicted by Pfam and SMART. Note column: *, redundant entries (also colored
yellow); D, deprecated entries that GenBank deleted in current release; P, partial sequence that is not included in the alignments.

ﬁ‘CCO Gl Taxa Note Speciesname nGa?nng PeG:s Annotation
P27644 129937 BA Agrobacterium_tumefaciens N.A. 1 POLYGALACTURONASE
AAG60962 12620686 BA Bradyrhizobium_japonicum id636 1 1D636
AAB46984 1839180 BA Burkholderia_cepacia pehA 2 polygalacturonase
P18192 129933 BA Erwinia_carotovora Pehl 1 ESED&EOSELGALACTURONASE
P26509 129936 BA Erwinia_carotovora PehA 1 EQED&PROSLO\;GALACTURONASE
3891426 3891426 BA Erwinia_carotovora_subsp._carotovora N.A. 1 NA.

EXO-POLY-ALPHA-D-
P15922 129749 BA Erwinia_chrysanthemi N.A. 1  GALACTURONOSIDASE

PRECURSOR
AAF70169 7804881 BA Leptosphaeria_maculans pol 1  endopolygalacturonasePG1
BAA74431 4185608 BA Pectobacterium_carotovorum peh 1 Peh
AAA03624 148472 BA * Pectobacterium_carotovorum pehl 1  polygalacturonase
AAA57139 476012 BA * Pectobacterium_carotovorum peh-1 1  endopolygalacturonase
JC1219 95574 BA Pectobacterium_carotovorum N.A. 1  polygalacturonase precursor
CAB99318 9437305 BA Pectobacterium_chrysanthemi pehv 1  polygalacturonase
CAB99319 9437306 BA Pectobacterium_chrysanthemi pehw 1  polygalacturonase
CAB99320 9437307 BA Pectobacterium_chrysanthemi pehX 1  exo-poy -aD-gaacturonosidase
P20041 129942 BA Ralstonia_solanacearum NA. 1 EgEéSQ'S-SF?TURONASE
AAB51699 1621469 BA Rhizobium vitis pehA 1  endo-polygaacturonase
S72635 7435342 BA Thermoanaerobacterium_thermosulfurigenes N.A. 1 'e);(g(ﬂds)é;dpha-gal acturonosidase
H72376 7462768 BA Thermotoga_maritima N.A. 1  hypothetical protein TM0437
AAC15064 3089553 BA Yersinia_enterocolitica N.A. 1  exopolygalacturonase
BAB32924 13160919 F Alternaria_alternata aapg-1 1  endopolygalacturonase
BAB32923 13160913 F Alternaria_citri acpg-1 1  endopolygalacturonase
AAC23565 3220207 F Aspergillus_aculeatus pgal 1  polygalacturonase
A55415 1078617 F Aspergillus_aculeatus rhgA 1  rhamnogalacturonase A precursor
Q00001 2499718 F +  Agpergillus aculeatus thgA 1 E:éc"f)’\égggLACTURONASE QA
2981975 2981975 F * Aspergillus_aculeatus N.A. 1 NA.
P41749 1172461 F Aspergillus flavus NA. 1 EgEéSQSLSR?TU RONASE A
PA1750 1172462 F Aspergillus flavus NA. 1 EQEZSRAIS_SF?TU RONASE B
P26213 129932 F Aspergillus_niger PG1 1 EgEgSQ'S-SRCTU RONASEI
P26214 129934 F Aspergillus_niger PG2 1 @Egﬁ%—égw RONASEI
QL2554 3024382 F Aspergillus_niger PG3 1 E;’EESQ'S-S‘STURONASE n
CAB72125 6911543 F Aspergillus_niger pgaA 1  endo-polygalacturonase A
CAB72126 6911545 F Aspergillus_niger pgaB 1  endo-polygalacturonase B
CAB72931 6967121 F Aspergillus_niger pgaD 1  endo-polygalacturonase D
CAAT4744 2909341 F Aspergillus_niger pgaE 1  endopolygalacturonase
CAAG63911 2117031 F Aspergillus_niger rhgA 2 rhamnogalacturonase
CAA63912 2117033 F Aspergillus_niger rhgB 1  rhamnogaacturonase
BAA95407 7707787 F Aspergillus_niger_awamorii pgx2 1  polygaacturonase -X2
BAA95408 7707789 F Aspergillus_niger_awamorii ppas 1  protopectinase-AS
BAA34782 3970835 F Aspergillus_oryzae pgaB 1  polygalacturonase B
P35335 548489 F Aspergillus_oryzae NA. 1 Egéggés%\gu RONASE
PA957T5 1346703 F Aspergillus parasiticus NA. 1 QEESQ%&TURONASE
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AADO02559 4105806 PL P Petunia_x_hybrida PGPS/NH19 1 PGPSNH19

CAB42886 4826572 PL Phleum _pratense pg 1  polygalacturonase

AAK50769 13958032 PL Pisum_sativum Ppgl 2 polygalacturonase

P4gO79 1346705  PL Prunus persica NA. 1 EgEgSQ'S-QF‘Q:TURONASE
S71524 2147957 PL D  Prunus persica N.A. 1  polygalacturonese

AAC64184 3747093 PL Prunus_persica N.A. 1  endopolygalacturonase

S71523 2147956 PL Prunus_persica N.A. 1  polygalacturonase [similarity]
CAA11846 3164119 PL Rubus_idaeus RAS3 1  polygaacturonase

BAAB9476 6714524 PL Salix_gilgiana SgPG1 1  polygalacturonase

BAAB9477 6714526 PL Salix_gilgiana SgPG2 1  polygaacturonase

BAAB9478 6714528 PL Salix_gilgiana SgPG3 1  polygaacturonase

BAAB9479 6714530 PL Salix_gilgiana SgPG4 1  polygaacturonase

CAA40910 22422 PL * Zea_mays PG1 1  polygaacturonase

CAA40803 22424 PL * Zea_mays PG1 1  polygaacturonase

P26216 129940 PL Zea_mays NA. 1 EQSESESSLACTURONASE
P35338 548492 PL *  Zea mays NA. 1 Eégggg;&’:'—’*cm RONASE
P35330 548493 PL Zea_mays NA. 1 Eégggﬁggg'—’*cm RONASE
S16998 100912 PL kJ Zea_mays N.A. 1  polygaacturonase

CAA40851 1360705 PL kJ Zea_mays N.A. 1  polygaacturonase

S25824 283049 PL *  Zea mays NA. 1 W'ﬁ’iﬂfﬁu“’”& [FEEVEST (1S
S25825 283050 PL *  Zea mays NA. 1 \F;VO'Z)’Z%aS')aC‘“ronase precursor (clone
S30064 629852 PL * Zea_mays N.A. 1  polygalacturonase

BAB20805 12082296 PL Zinnia_elegans ZePG1 1  polygaacturonase




