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(A) Scatter plot of transcript abundance vs. half-life. (B) Box plots of half-life
distributions for transcripts in one-, two- and three-gene runs. (C) Scatter plot of mMRNA
half-life vs. putative transcript length (counting from first start to last stop codon in each
run). Genes belonging to one-, two and three-gene runs are shown in grey, red and blue,

respectively.



