
Supplementary File 2: Principal Component Analysis of TMA data.
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Supplementary figure. GATA3 and MUC1 immunohistochemical staining in normal breast samples.  
a) Linear regression analysis between both markers with 95% mean prediction interval (r=0.78, p=0.001);  
b) GATA3 nuclear positive immunostaining; c) MUC1 apical cytoplasmatic immunostaining.  

 
 

 




