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Supplementary Figure S2. Amino acid sequence alignment of human, bovine, and equine LEDGF orthologs. The PWWP domain (PWWP,
residues 10-87) (65), nuclear localization signal (NLS, residues 146-156) (66), AT-hooks (AT1 and AT2, residues 178-197) (33), and the
IBD (347-429) (31) are indicated. Residues identical in all three proteins are white on red background. Residues similar based on their
physico-chemical properties are highlighted in yellow. The human sequence is from GenBank entry NP_150091; the bovine was constructed
from available partial sequences (see Materials and Methods for the source accession codes); the equine was determined in this work
(GenBank accession code DQ873682). The figure was produced using ESPript-2.2 (ref. 64, http://espript.ibcp.fr).
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