
1 GGACCTGCAAGCGCCCCACC 20
21 CACGCCGGGGCCGCAGTAACCCCGCGCCGCTCTGCGCACGCGCGGCTTCAGGCTGTCCGC 80
81 GGAGCTCCTTGAGCCCGCGTGGGAAACCTGGGCGCTTCGCGCGGAGACGCCTTTGTGGCT 140
141 GCTTCCTGGAGCATTTTTTTCCCCTTAGAGCTGTTCGCTGTTTTCCTGTCACGCCGCTTT 200
201 TCTGAAAGACGGGTTGTGCGCTTTGGGCTTATTCCTGGACGGTCCCCAAAGGTCCCCGAA 260
261 AGGACCAGGCCCGGACACGTGGGGCCTTGGTTTCCGGCCGGAAGTCCCGGGAGGTGTAGG 320
321 GCTAGAGTTCTGGCCGTGGCGGGCCGGTTTCTGCGTGCTGCGTGCGCGGCCGCGTGGGCT 380
381 ATGGGGCGGCGGTCGCGGGGTCGGCGGCTCCAGCAACAGCAGCGGCCGGAGGACGCGGAG 440
1 M G R R S R G R R L Q Q Q Q R P E D A E 20

441 GATGGCGCCGAGGGTGGTGGAAAGCGCGGCGAGGCGGGCTGGGAAGGAGGCTACCCCGAG 500
21 D G A E G G G K R G E A G W E G G Y P E 40

501 ATCGTCAAGGAGAACAAGCTGTTCGAGCACTACTACCAGGAGCTCAAGATCGTGCCCGAG 560
41 I V K E N K L F E H Y Y Q E L K I V P E 60

lep56

561 GGCGAGTGGGGCCAGTTCATGGACGCTCTCAGGGAGCCGCTCCCGGCCACTTTAAGAATT 620
61 G E W G Q F M D A L R E P L P A T L R I 80

621 ACTGGTTACAAAAGCCACGCAAAAGAGATTCTCCATTGCTTAAAGAACAAATATTTTAAG 680
81 T G Y K S H A K E I L H C L K N K Y F K 100

681 GAATTGGAGGACCTGGAGGTGGACGGTCAGAAAGTTGAAGTTCCACAGCCACTGAGTTGG 740
101 E L E D L E V D G Q K V E V P Q P L S W 120

lep77-1

741 TATCCTGAAGAACTTGCCTGGCACACAAATTTAAGTCGAAAAATCTTGAGAAAATCGCCA 800
121 Y P E E L A W H T N L S R K I L R K S P 140

801 CACTTGGAAAAGTTTCATCAGTTTCTAGTTAGTGAAACAGAATCTGGAAATATTAGTCGT 860
141 H L E K F H Q F L V S E T E S G N I S R 160

861 CAAGAAGCTGTTAGCATGATCCCACCACTGCTCCTCAACGTGCGGCCTCATCATAAGATC 920
161 Q E A V S M I P P L L L N V R P H H K I 180

921 TTAGATATGTGTGCAGCACCTGGCTCAAAGACCACACAGTTAATTGAAATGCTACATGCC 980
181 L D M C A A P G S K T T Q L I E M L H A 200

lep77-2

981 GACATGAATGTCCCCTTTCCAGAGGGATTTGTTATTGCGAATGATGTGGACAACAAGCGC 1040
201 D M N V P F P E G F V I A N D V D N K R 220

1041 TGCTACCTGCTCGTCCATCAAGCCAAGAGGCTGAGCAGCCCCTGCATCATGGTGGTCAAC 1100
221 C Y L L V H Q A K R L S S P C I M V V N 240

1101 CATGATGCCTCCAGCATACCCAGGCTCCAGATAGATGTGGACGGCAGGAAAGAGATCCTC 1160
241 H D A S S I P R L Q I D V D G R K E I L 260

1161 TTCTATGATCGAATTTTATGTGATGTCCCTTGCAGTGGAGACGGCACTATGAGAAAAAAC 1220
261 F Y D R I L C D V P C S G D G T M R K N 280

1221 ATTGATGTTTGGAAAAAGTGGACCACCTTAAATAGCTTGCAGCTACATGGCTTACAGCTG 1280
281 I D V W K K W T T L N S L Q L H G L Q L 300

1281 CGGATTGCAACACGCGGGGCTGAACAGCTGGCTGAAGGTGGAAGGATGGTGTATTCCACG 1340
301 R I A T R G A E Q L A E G G R M V Y S T 320

1341 TGTTCACTAAACCCTATTGAGGATGAAGCAGTCATAGCATCTTTACTGGAAAAAAGTGAA 1400
321 C S L N P I E D E A V I A S L L E K S E 340

1401 GGTGCTTTGGAGCTTGCTGATGTGTCTAATGAACTGCCAGGGCTGAAGTGGATGCCTGGA 1460
341 G A L E L A D V S N E L P G L K W M P G 360

1461 ATCACACAGTGGAAGGTAATGACGAAAGATGGGCAGTGGTTTACAGACTGGGACGCTGTT 1520
361 I T Q W K V M T K D G Q W F T D W D A V 380

1521 CCTCACAGCAGACACACCCAGATCCGACCTACCATGTTCCCTCCGAAGGACCCAGAAAAG 1580
381 P H S R H T Q I R P T M F P P K D P E K 400

1581 CTGCAGGCCATGCACCTGGAGCGATGCCTTAGGATATTACCCCATCATCAGAATACTGGA 1640
401 L Q A M H L E R C L R I L P H H Q N T G 420

1641 GGGTTTTTTGTGGCAGTATTGGTGAAAAAATCTTCAATGCCGTGGAATAAACGTCAGCCA 1700
421 G F F V A V L V K K S S M P W N K R Q P 440

1701 AAGCTTCAGGGTAAATCTGCAGAGACCAGAGAAAGCACACAGCTGAGCCCTGCAGATCTC 1760
441 K L Q G K S A E T R E S T Q L S P A D L 460

1761 ACAGAAGGGAAACCCACAGATCCCTCTAAGCTGGAAAGTCCGTCATTCACAGGAACTGGT 1820
461 T E G K P T D P S K L E S P S F T G T G 480

lep60

1821 GACACAGAAATAGCTCATGCAACTGAGGATTTAGAGAATAATGGCAGTAAGAAAGATGGC 1880
481 D T E I A H A T E D L E N N G S K K D G 500

1881 GTGTGTGGTCCTCCTCCATCAAAGAAAATGAAGTTATTTGGATTTAAAGAAGATCCATTT 1940
501 V C G P P P S K K M K L F G F K E D P F 520

1941 GTATTTATTCCTGAAGATGACCCATTATTTCCACCTATTGAGAAATTTTATGCTTTGGAT 2000
521 V F I P E D D P L F P P I E K F Y A L D 540

2001 CCTTCATTCCCAAGGATGAATTTGTTAACTCGGACTACAGAAGGGAAGAAAAGGCAGCTC 2060
541 P S F P R M N L L T R T T E G K K R Q L 560

2061 TACATGGTTTCTAAGGAGTTGCGGAATGTGCTGCTGAATAACAGTGAGAAGATGAAGGTT 2120
561 Y M V S K E L R N V L L N N S E K M K V 580

2121 ATTAACACGGGGATCAAAGTCTGGTGTAGAAATAACAGCGGTGAAGAGTTTGACTGTGCT 2180
581 I N T G I K V W C R N N S G E E F D C A 600

2181 TTCCGGCTGGCACGGGAGGGAATATATACATTGTATCCATTTATTAACTCAAGAATTATT 2240
601 F R L A R E G I Y T L Y P F I N S R I I 620

2241 ACTGTATCAATGGAAGATGTTAAGATACTGTTGACCCAGGAAAATCCCTTTTTTAGAAAA 2300
621 T V S M E D V K I L L T Q E N P F F R K 640

2301 CTCAGCAGTGAGACCTACAGTCAAGCAAAGGACCTGGCAAAGGGAAGCATCGTGCTGAAG 2360
641 L S S E T Y S Q A K D L A K G S I V L K 660

2361 TATGAACCAGATTCTGCGAATCCAGACGCTCTGCAGTGTCCCATCGTCTTATGCGGATGG 2420
661 Y E P D S A N P D A L Q C P I V L C G W 680

2421 CGGGGAAAGGCCTCCATTCGAACTTTTGTGCCCAAGAATGAACGGCTTCATTATCTCAGG 2480
681 R G K A S I R T F V P K N E R L H Y L R 700

2481 ATGATGGGGCTGGAGGTATTGGGAGAAAAGAAGAAGGAAGGGGTTATCCTCACAAATGAG 2540
701 M M G L E V L G E K K K E G V I L T N E 720

2541 AGTGCAGCCAGCACCGGACAGCCAGACAATGACGTGACTGAGGGACAGAGAGCAGGAGAG 2600
721 S A A S T G Q P D N D V T E G Q R A G E 740

2601 CCCAACAGCCCAGATGCAGAAGAGGCCAACAGTCCAGACGTGACAGCAGGCTGTGACCCG 2660
741 P N S P D A E E A N S P D V T A G C D P 760

2661 GCGGGGGTCCATCCACCCCGGTGAGCAGGCCCAAGGCAGCGGGGGCCCACACCCCTCACA 2720
761 A G V H P P R * 767

2721 CGCAAAACTGGCTTCTTCTGGTCACTGGTGTCTGAAACCAAATCCAGAGCAGCCTGTGGC 2780
2781 CTGTAAAGCATATATTTCTAATGACTGCAGACTGGTGGGATCATAGGAGCCTTCTGAATG 2840
2841 ACCAGGACTGCTTTCTTTGGAGCTGATGAAAATGTACTCTTTTAGCGTGTTAGAAATCAC 2900
2901 TTGTTTTATTTTGTTTCTTTGGCCAAGCTGGGTCTAGTGTTTCTTTTGCTGGGAATAGAC 2960
2961 TTTCAAAAGTTGTACTTCTATCAAGAAACAAAACTGCCCTTGCAGAAATTTCAGGTCTTT 3020
3021 TGTTAAGCCTGTATTGGTCTTAAGGTGCAGTATTTTTTAAATTATTATTTATAGAAAGAA 3080
3081 TCTATAAATTCTTGGGGAAGTGTGTTATAAGCTTTAATAATTACATTGAGCTGCACCTCA 3140
3141 GTGGTGTGTCATTAACATGCAGTGGGGTTAATATCTGAGGCCTCAGATGACTTTGTGCCT 3200
3201 TTTGGAATAAAGGGTAAAATAAACTCTCCCAGAGTAAGAGCTGTATCGTGAATTGTCATA 3260
3261 CTAATTATTGAGGGGGACTTATGTGCTTTTATTGAATGGAGTGCTTTACAATTTTTATTT 3320
3321 TTAAATGGGGTTGGGATCCTTGGAATATTTCAATAAAATTGATAAAATATAAAAAAAAAA 3380

Supplementary Figure S1, by Sakita-Suto et al   

Supplementary Figure S1 Full-length cDNA sequences of NSUN2 and their predicted amino acid sequences. Peptide sequences indicated in red (lep56, lep77-1, lep77-2, and lep60) were determined by 
Edman analysis. The DNA sequences in blue indicate PCR primer sequences for 5’-RACE. 


