
Distribution of IRF1, ISGF3, STAT1, and NF-κB binding sites in different gene groups 
 
X axis, position with respect to the transcription start site 
Y axis, occurrence frequency of putative binding sites 
 
Legend: 
Glucocorticoid-regulated genes, blue 
Genes of lipid metabolism, yellow 
IFN-inducible genes, green 
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