
Supplemental Figure 1

Supplemental Figure 1: Semi-quantitative reverse transcription 
(RT)-polymerase chain reaction (PCR) assays for sonic hedgehog 
(Shh) pathway members using total cellular RNA from murine C10 
cells transduced with a control insertless vector (lane 1), wild-type 
human cyclin E (lane 2) or degradation-resistant human cyclin E 
(lane 3) retrovirus (left panel).  Densitometric analyses for 
smoothened (Smo), Gli1, and Patched 1 (Ptch1) relative to 
glyceraldehyde dehydrogenase (GAPDH) expression appear in the 
right panel with standard deviation bars depicted from results of two 
independent experiments.


