
St_HsfA9        --------------------------------MVIDVNENEK-NVNGG----VVLEVKEE  23 
Le_HsfA9        -----------------------MEEEKT---MLIDVNEKEM-NVNGG----VVVEVKEE  29 
Cc_HsfA9        -----------------------MDQLNVGFKRSVPVEEEDAPKVEKA----EILTVKEE  33 
Ha_HsfA9        IFSFKNTHTQTNKLVFDLYFMAGVVKEFDSSHDMFKVREEPKVVFNNKDLSEEMMKIKEE  60 
At_HsfA9        -----------------MTAIPNVVDIESSSSSLCQETATETVTVERG--SSDSSSKPDD  41 
Zm_HsfA9        -----------------------MGSKKRSPQHPASPAGGEVGAQAAGKATPVTAAPETA  37 
Os_HsfA9        -----------------------MGSKKRSPQHPAAAAPPPAVGGGGGGEVSGDGGASTA  37 
Hv_HsfA9        -------------------------------------------------------SARGA   5 
                                 :  :  :                                     
      DBD 
St_HsfA9        PVIFID-EDDIIGDFTC---------SLPKPLDGLRDVG-PPPFLKKTFEMVDDPNTDSI  72 
Le_HsfA9        PVIFINDEDDIIGD------------SVPKPLDGLRDVG-PPPFLKKTFEMVDDPNTDSI  76 
Cc_HsfA9        PVVFLD-EDGPFGNVSSNFSGGGEFSDVPKPLQGLHEVG-PPPFLKKTFEMVDDPETDST  91 
Ha_HsfA9        PMLVFDEHEDFVGGE-----------EAPKPIEGLRDGG-PPPFLKKTFEMVDDPTTDSI 108 
At_HsfA9        VVLLIKEEEDDAVN-------------LSLGFWKLHEIGLITPFLRKTFEIVDDKVTDPV  88 
Zm_HsfA9        PVAVVP------------------------------KPPDVAPFLTKVYDMVSDPATDAV  67 
Os_HsfA9        NGPVVP------------------------------KPSEVAPFLTKVYDMVSDPATDNV  67 
Hv_HsfA9        PVGAVP------------------------------KPPXVAPFLTKVYDMVSDAATDRV  35 
                    .                          :  : .     *** *.:::*.*  **   
  DBD 
St_HsfA9        ISWSNNQNSFVVWDPHKFSIHLLPKHFKHNNFSSFIRQLNTYRFRKIDSDRWEFANEGFQ 132 
Le_HsfA9        ISWSNSQNSFVVWDPHKFSIHLLPKHFKHNNFSSFIRQLNTYRFRKIDSDRWEFANEGFQ 136 
Cc_HsfA9        ISWSSTNTSFVVWDPHKFSRDLLPKHFKHNNFSSFVRQLNTYRFRKTDSDRWEFANEEFQ 151 
Ha_HsfA9        ISWSSSKNSFILWDPHKFSTDLLPQRFKHNNFSSFVRQLNTYRFKKIDPDRWEFANEFFQ 168 
At_HsfA9        VSWSPTRKSFIIWDSYEFSENLLPKYFKHKNFSSFIRQLNSYGFKKVDSDRWEFANEGFQ 148 
Zm_HsfA9        ISWSAGGGSFVIWDSHVFERDLLPRHFKHNHFTSFIRQLNTYGFHKVDPDRWEWANEGFI 127 
Os_HsfA9        ISWAEGGGSFVIWDSHAFERDLH-RHFKHSNFTSFIRQLNTYGFRKVHPDRWEWANEGFI 126 
Hv_HsfA9        MSWSDAGNSFVIWDAHAFERDLLRHHFKHNNFSSFIRQLNTYGFRKVDPDRWEWANEGFL  95 
                :**:    **::**.: *. .*  : ***.:*:**:****:* *:* ..****:*** *  
  DBD    HR-A 
St_HsfA9        KGKKHLLVNIKRRKQYPQQGG---GGGGGGGAPKSWVGGCCKDGTEAAEIEKLKKDHNTL 189 
Le_HsfA9        KGKKHLLINIKRRKQYPQLXG---GGGGG---AKSWVGGCCKDGTEAAEIEKLKKDHNTL 190 
Cc_HsfA9        KGKKHLLKNIKRRKQHSQMLQ---HQGAG----QPWLD--SANYISETELQKLRNDQNTL 202 
Ha_HsfA9        KGKKHLLRDIKRRTNQPQNTQ---KQEEIRKQEQQQCCGHQTNSTMETELKNLRKERITL 225 
At_HsfA9        GGKKHLLKNIKRRSKNTKCCN---KEAST--------------TTTETEVESLKEEQSPM 191 
Zm_HsfA9        KGQKHLLKTIKRKKKSSQDVPSDLQSVPVKTAPGTENIEIGKYGGLEKEVETLKRDKALL 187 
Os_HsfA9        MGQKHLLKTIKRRKKSSQESPSEIQKAPVKTAPGTENIEIGKYGGLEKEVETLKRDKALL 186 
Hv_HsfA9        RGQKHLLKIIKRKKRP-QEASRELEKAPVKASPGTENIEIGRYGGLVKEVETLKRDKALL 154 
                 *:****  ***:..  :                              *::.*:.::  : 
  HR-A    HR-B (NLS?) 
St_HsfA9        KMEILKLKQQQESTDTYLATMKERLQNSETK----------------------------- 220 
Le_HsfA9        KMEILKLKQQQESTXXXXXXXXXXXQNSEIKQKYMVIFLAKTFHNLMFVQHLIEKVKQG- 249 
Cc_HsfA9        KLELLRLKQQQVNTENYLAAVKERLRTAESKQKYMAIFIVKAFKNPLFVQLFIEKMKQK- 261 
Ha_HsfA9        KQEILKMKQQQENTEKHLEMVEERMLRMEFKQQQLLVFMSKAFRNPIFVK-LLQHLVQK- 283 
At_HsfA9        RLEMLKLKQQQEESQHQMVTVQEKIHGVDTEQQHMLSFFAKLAKDQRFVERLVKKRKMK- 250 
Zm_HsfA9        MQQLVDLRQYQQTSSPEVQNLIQRLRVMEQNQQQMMALLAIVVQNPDFLNQLVQQQ---- 243 
Os_HsfA9        MQQLVDLRHYQQTSNLEVQNLIERLQVMEQNQQQMMALLAIVVQNPSFLNQLVQQQQQQ- 245 
Hv_HsfA9        MQQLVDLRHYQQSSNLEVQSLIQRLQLMEQNQKQMMALLAIVVQNPSLLNQLVQQQQQQQ 214 
                  ::: ::: *  :              : :   :  ::        ::  ::        
   NLS? 
St_HsfA9        ------------------------------------------------------------ 
Le_HsfA9        --KTTTVENGTKKRRLCSDEN-----------------------------QEEYTTIKSE 278 
Cc_HsfA9        --RALGSGEVSKKRRLAGPQGNENLTEAMNAANNSLDATRKAVDGKNLQPQDEVTTVDPE 319 
Ha_HsfA9        --QKTGSVEMCKKRKLEQMLNTDDLDR----------------------FQEMWNMIEPD 319 
At_HsfA9        IQRELEAAEFVKKLKLLQDQ------------------------------ETQKNLLDVE 280 
Zm_HsfA9        RRSNWWNDDGNRKRRFQALEHGPVDDQETSGGG------AQIIQYRPPVPETSNQPIPAN 297 
Os_HsfA9        RRSNWWSPDGSKKRRFHALEQGPVTDQETSGRG------AHIVEYLPPVPETSGQVNPVE 299 
Hv_HsfA9        RRNSWRYEDGNKKRRFPALEQGPVTDQETSGAG------AEIIQYRPPVPETSSQVI-AD 267 
                               :                                             
      AHA? 
St_HsfA9        ------------------------------------------------------------ 
Le_HsfA9        IQTLFSCDESSNSPVEEQKG-KGNNSSPEMVSENYILWEKLMEDDMICENGAETDKYQSE 337 
Cc_HsfA9        IQILFSPDHESSGPLQEQLV-GASSN----TSENFILWEKLMEDDMIYENEPETGKSQSE 374 
Ha_HsfA9        AYTVLSSDGSVSPPEDQNTSDKSGSNGSDYNSESFILWEKLMEDELIFGGE-QSGKDQTE 378 
At_HsfA9        REFMAMAATEHNPEPDILVNNQSGN-----------TRCQLNSEDLLVDGGSMDVNGRIE 329 
Zm_HsfA9        EAFYSTPAQPASSPALEMPMDVEMAS--NNVNTFDSTGNDFTDTSALCEWDDMD----IF 351 
Os_HsfA9        GAICSANSQPVPSPAVATPMDMQTS---NVADTLGSSEEPFADNSTLHEWDDND-MQLLF 355 
Hv_HsfA9        EAYLSATAEPISSPPLNMPMDIDTETTSDNLNTQGSSGDIFADMPALPDFDD---MQLWF 324 
                                                              :              
  (AHA2?) 
St_HsfA9        ------------------------------------------------------------ 
Le_HsfA9        IVL-ELEDLISNPSECKCMP---------------------------------------- 356 
Cc_HsfA9        IVL-ELESLIAKPPSWGMNTKDLAGHASYPAGLMA------------------------- 408 
Ha_HsfA9        TYLQEWEELIPKA----------------------------------------------- 391 
At_HsfA9        IE---------------------------------------------------------- 331 
Zm_HsfA9        --GDELEHILQQPEQDFQVDPPLTVEDYGYDHPRLEQDCQMEAQQNCKNPQYVPRCREAK 409 
Os_HsfA9        --DDNLDPILPPFENDGQMGPPLSVQDY--DFPQLEQDCLMEAQYNSNNPQYADVITEA- 410 
Hv_HsfA9        --GEDGE-------------LTLTIQDYD-ESPQSEQDCQMEAQHNHNNPQYASR----- 363 
                                                                             
 
St_HsfA9        ----------- 
Le_HsfA9        -----------   = functional module 
Cc_HsfA9        ----------- 
Ha_HsfA9        -----------  = conserved in all plants 
At_HsfA9        ----------- 
Zm_HsfA9        AKPSTTEVQKY 420  = conserved in St/Le/Cc/Ha 
Os_HsfA9        ----------- 
Hv_HsfA9        -----------  = conserved in Zm/Os/Hv 
                         
    

Figure S6. Comparison of the amino acid sequences of putative HsfA9 proteins from different plants.

In addition to HsfA9 from sunflower (Almoguera et al. 2002) potential HsfA9 homologue encoding transcripts were identified from 
tomato, potato, maize, barley, rice and coffee from available EST data bases (http://www.ncbi.nlm.nih.gov/BLAST/). Shown is the 
multiple sequence alignment of the translated longest open reading frames performed with Clusthal W (version 1.83). For further 
details see Methods. At, Arabidopsis thaliana, Cc, Coffea canephora, Ha, Helianthus annuus, Hv, Hordeum vulgare, Le, Lycopersicon
esculentum, Os, Oryza sativa, St, Solanum tuberosum, Zm, Zea mays. PLEASE add accession numbers for these sequences. 
Functional modules are indicated by an open box: DBD, DNA-binding domain, HR-A/B, hydrophobic repeat A/B, NLS, nuclear 
localization signal, AHA, aromatic and hydrophobic amino acid residues embedded in an acidic surrounding. For further description of 
the modules, see Nover et al. 2001. Colored boxes mark sequence stretches with homologies, for explanation see the legend below.
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