
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
Figure 10  
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Pf1Cys_Pf     ----------------------------------------------MAYHLGATFPNFTA 
Prx_2540_Dm   ------------------------------------------------MRLGQTVPNFEA 
AtPer1_At     -------------------------------------------MPG--ITLGDTVPNLEV 
Prx1_Sc       MFSRICSAQLKRTAWTLPKQAHLQSQTIKTFATAPILCKQFKQSDQPRLRINSDAPNFDA 
Ahpe_Mt       ----------------------------------------KVPRGSHMLNVGATAPDFTL 
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Pf1Cys_Pf     TASNVDGVLTFYKYVGDNWAILFSHPHDFTPVCTTELAEFGKMHEEFLKLNCKLIGFSCN 
Prx_2540_Dm   DTT--KGPIKFHEWQGNSWVVLFSHPADFTPVCTTELGRIAVHQPEFAKRNTKCLAHSVD 
AtPer1_At     ETT--HDKFKLHDYFANSWTVLFSHPGDFTPVCTTELGAMAKYAHEFDKRGVKLLGLSCD 
Prx1_Sc       DTT--VGKINFYDYLGDSWGVLFSHPADFTPVCTTEVSAFAKLKPEFDKRNVKLIGLSVE 
Ahpe_Mt       RDQN-QQLVTLRGYRGAKNVLLVFFPLAFTGICQGELDQLRDHLPEFENDDSAALAISVG 
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Pf1Cys_Pf     SKESHDQWIEDIKFYG---NLDKWDIPMVCD--ESRELANQLKIMDEKEKDIK--GLPLT 
Prx_2540_Dm   ALNSHVDWVNDIKSYCLD-IPGDFPYPIIAD--PTRDLAVTLGMLDEEQKKDP--EVGKT 
AtPer1_At     DVQSHKDWIKDIEAFN---HGSKVNYPIIAD--PNKEIIPQLNMIDPIE-NG----P--- 
Prx1_Sc       DVESHEKWIQDIKEIA---KVKNVGFPIIGD--TFRNVAFLYDMVDAEGFKNINDGSLKT 
Ahpe_Mt       PPPTHKIW------AT----QSGFTFPLLSDFWPHGAVSQAYGVFNEQAGIAN------- 
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Prdx6_Rn      ARVVFIFGPDKKLKLSILYPATTGRNFDEILRVVDSLQLTG--TKPVATPVDWKKGESVM 
Pf1Cys_Pf     CDVFSFISPDKKFKATVLYPATTGRNSQEILRVLKSLQLTN--THPVATPVNWKEGDKCC 
Prx 2540 Dm   IRALFIISPDHKVRLSMFYPMSTGRNVDEILRTIDSLQLTDR-LKVVATPANWTPGTKVM 
AtPer1_At     SRALHIVGPDSKIKLSFLYPSTTGRNMDEVLRALDSLLMASKHNNKIATPVNWKPDQPVV 
Prx1_Sc       VRSVFVIDPKKKIRLIFTYPSTVGRNTSEVLRVIDALQLTD--KEGVVTPINWQPADDVI 
Ahpe_Mt       -RGTFVVDRSGIIRFAEMKQPGEVRDQRLWTDALAALTA--------------------- 
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Prx_6005_Dm   VLPTVKAEDVPKLFPDGIETIELPSGKSYLRITPQP 
Prdx6_Rn      VVPTLSEEEAKQCFPKGVFTKELPSGKKYLRYTPQP 
Pf1Cys_Pf     ILPSVDNADLPKLFKNEVKKLMYHPKRQSSL----- 
Prx_2540_Dm   ILPTVTDEEAHKLFPKGFDKVSMPSGVNYVRTTENY 
AtPer1_At     ISPAVSDEEAKKMFPQGFKTADLPSKKGYLRHTEVS 
Prx1_Sc       IPPSVSNDEAKAKFG------QFNEIKPYLRFTKSK 
Ahpe_Mt       ------------------------------------

                      10        20        30        40        50        60 
                       |         |         |         |         |         | 
Prx_6005_Dm   -------------------------------------------MSGKALNIGDQFPNFTA 
Prdx6_Rn      -------------------------------------------MPG-GLLLGDEAPNFEA 
Pf1Cys_Pf     ----------------------------------------------MAYHLGATFPNFTA 
Prx_2540_Dm   ------------------------------------------------MRLGQTVPNFEA 
AtPer1_At     -------------------------------------------MPG--ITLGDTVPNLEV 
Prx1_Sc       MFSRICSAQLKRTAWTLPKQAHLQSQTIKTFATAPILCKQFKQSDQPRLRINSDAPNFDA 
Ahpe_Mt       ----------------------------------------KVPRGSHMLNVGATAPDFTL 
 
                      70        80        90       100       110       120 
                       |         |         |         |         |         | 
Prx_6005_Dm   ETS--EGRIDFYDWMQDSWAILFSHPADFTPVCTTELSRVAALIPEFQKRGVKPIALSCD 
Prdx6_Rn      NTT--IGRIRFHDFLGDSWGILFSHPRDFTPVCTTELGRAAKLAPEFAKRNVKLIALSID 
Pf1Cys_Pf     TASNVDGVLTFYKYVGDNWAILFSHPHDFTPVCTTELAEFGKMHEEFLKLNCKLIGFSCN 
Prx_2540_Dm   DTT--KGPIKFHEWQGNSWVVLFSHPADFTPVCTTELGRIAVHQPEFAKRNTKCLAHSVD 
AtPer1_At     ETT--HDKFKLHDYFANSWTVLFSHPGDFTPVCTTELGAMAKYAHEFDKRGVKLLGLSCD 
Prx1_Sc       DTT--VGKINFYDYLGDSWGVLFSHPADFTPVCTTEVSAFAKLKPEFDKRNVKLIGLSVE 
Ahpe_Mt       RDQN-QQLVTLRGYRGAKNVLLVFFPLAFTGICQGELDQLRDHLPEFENDDSAALAISVG 
 
 
                     130       140       150       160       170       180 
                       |         |         |         |         |         | 
Prx_6005_Dm   TVESHKGWIEDIKSFG---KLSSFDYPIIAD--DKRELALKFNMLDKDEINAE--GIPLT 
Prdx6_Rn      SVEDHLAWSKDINAYNGETPTEKLPFPIIDD--KGRDLAILLGMLDPVEKDAN--NMPVT 
Pf1Cys_Pf     SKESHDQWIEDIKFYG---NLDKWDIPMVCD--ESRELANQLKIMDEKEKDIK--GLPLT 
Prx_2540_Dm   ALNSHVDWVNDIKSYCLD-IPGDFPYPIIAD--PTRDLAVTLGMLDEEQKKDP--EVGKT 
AtPer1_At     DVQSHKDWIKDIEAFN---HGSKVNYPIIAD--PNKEIIPQLNMIDPIE-NG----P--- 
Prx1_Sc       DVESHEKWIQDIKEIA---KVKNVGFPIIGD--TFRNVAFLYDMVDAEGFKNINDGSLKT 
Ahpe_Mt       PPPTHKIW------AT----QSGFTFPLLSDFWPHGAVSQAYGVFNEQAGIAN------- 
 
                     190       200       210       220       230       240 
                       |         |         |         |         |         | 
Prx_6005_Dm   CRAVFVVDDKKKLRLSILYPATTGRNFDEILRVIDSLQLTQ--TKSVATPADWKQGGKCM 
Prdx6_Rn      ARVVFIFGPDKKLKLSILYPATTGRNFDEILRVVDSLQLTG--TKPVATPVDWKKGESVM 
Pf1Cys_Pf     CDVFSFISPDKKFKATVLYPATTGRNSQEILRVLKSLQLTN--THPVATPVNWKEGDKCC 
Prx 2540 Dm   IRALFIISPDHKVRLSMFYPMSTGRNVDEILRTIDSLQLTDR-LKVVATPANWTPGTKVM 
AtPer1_At     SRALHIVGPDSKIKLSFLYPSTTGRNMDEVLRALDSLLMASKHNNKIATPVNWKPDQPVV 
Prx1_Sc       VRSVFVIDPKKKIRLIFTYPSTVGRNTSEVLRVIDALQLTD--KEGVVTPINWQPADDVI 
Ahpe_Mt       -RGTFVVDRSGIIRFAEMKQPGEVRDQRLWTDALAALTA--------------------- 
 
 
                     250       260       270 
                       |         |         | 
Prx_6005_Dm   VLPTVKAEDVPKLFPDGIETIELPSGKSYLRITPQP 
Prdx6_Rn      VVPTLSEEEAKQCFPKGVFTKELPSGKKYLRYTPQP 
Pf1Cys_Pf     ILPSVDNADLPKLFKNEVKKLMYHPKRQSSL----- 
Prx_2540_Dm   ILPTVTDEEAHKLFPKGFDKVSMPSGVNYVRTTENY 
AtPer1_At     ISPAVSDEEAKKMFPQGFKTADLPSKKGYLRHTEVS 
Prx1_Sc       IPPSVSNDEAKAKFG------QFNEIKPYLRFTKSK 
Ahpe_Mt       ------------------------------------


