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Or47b
sechellia MVDMMGISMFLQTALNLKLLCIEMRKLGDMEVSD-ERFHEEFCRVVRFHQHIIKLVGK 
simulans MVDMVGISTFLQTALNLKLLCIEMRKLGEMEVSD-KRFHEEFCRVVRFHQHIIKLVGK 
melanogaster MVDMVGISTFLQTALNLKLLCIEIRKLGDMEVSD-KRFHEEFCRVVRFHQHIIKLVGK 

Or65a
sechellia VFENMGVSLFFELTSALRVLCIELRNLQELCLGDEDILYRELCRMTKFHQQIIILTDR 
simulans VFENMGVSLFFELTSALRVLCIELRNLQELCLGDEDILYRELCRMTKFHQQIIILTDR 
melanogaster VVENMGVSLFFELTSALRVLCIELRNLQELCLGDEDMLYRELCRMTKFHQQIILLTDR 

Or65b
sechellia CIEGLSVFIYAEITFGIEVLCLELRHIHRHNHG-PKELRMETNRLVKLHQKIVEILDR 
simulans CIEGLSVCIYAEITFGIEVLCLELRHIHRHNYG-PKELRMETNRLVKLHQKIVEILDR 

melanogaster CIEGLSICIYAEITFGIEVLCLELRQIHRHNYG-LQELRMETNRLVKLHQKIVEILDR 

B

Or47b MVDMVGISTFLQTALNLKLLCIEIRKLGDMEVSD-KRFHEEFCRVVRFHQHIIKLVGK
Or65a VVENMGVSLFFELTSALRVLCIELRNLQELCLGDEDMLYRELCRMTKFHQQIILLTDR
Or65b CIEGLSICIYAEITFGIEVLCLELRQIHRHNYG-LQELRMETNRLVKLHQKIVEILDR

# genes 3333333333333333333333333333333332233333333333333333333333
# generalist subs 0100001000000000000000010100100000111000000000000000010000
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# sechellia subs 0000100110000000000000000000000100010000000000000000000000

position (of window) along Or alignment


