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Supplementary figure 1 - Analysis of TagMan data using MoBPA

(A) Product yield vs.cycle number for the amplification of two serial dilutions (1x and 10x) of the
same cDNA sample with B-actin and HPRT specific primers using TagMan. (B) Relative error for the
quantification of data presented in A using MoBPA. Bars are the relative error of quantification as
percentage (mean +/- SEM for duplicates).
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Supplementary figure 2 - Identification of the different phases of the amplification curve

(A) Representative experimental real-time PCR curve, it's second derivative, the first and last points of
the exponential phase (a and b), and the last point of the linear growth phase (c). The second derivative
of the PCR curve was calculated from the fit of Eq. 7 (see methods section) to experimental data.

(B) Experimental amplification efficiency for the same real-time PCR run as in (A). Note that dispersion
due to background noise is strong at the early ground phase.



