Table S1: Feature overview of published TMA management applications sorted by publication date
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Supported features

Application name
[Reference]

Bova et al. [4]

Manley et al. [5]
TAD [6]

Liuetal. [7,8]

Shaknovich et al. [9]
Vrolijk et al. [10]
CanSto [11]

TMAJ [12]

Chen et al. [13,14]

TmaDB [15]

Profiler [16]

TMABOoost [17,18]
TissueChips [19]

VTM [20]

Cruella [21]

Xperanto-TMA [22]
TAMEE [this study]
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