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10 µg of fragmented cRNA was hybridized to each array

1.0

2.0

4.0

6.0

0.5

0.2
kb

R
N

A
 L

ad
de

r

C
TC

M
C

C
TE

M
E

C
TA

M
A

M
E 

(2
nd

 e
lu

tio
n)

M
A

 (2
nd

 e
lu

tio
n)

G
en

U
s 

R
at

 L
iv

er

1.0

2.0

4.0

6.0

0.5

0.2
kb

18S

28S

Concentration (OD260) [µg/µl]

1.
10

0.
99

0.
57

0.
25

0.
64

0.
23

0.
09

0.
09

Data was analyzed using GeneSpring Software (Silicon Genetics).
Genes present on at least 1 array (26,029) are displayed as normalized to
the median intensity of the array.
Red=High expression, Yellow=Medium expression, Blue=Low expression
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