T T %
L L 2
5 3 3 2
T [} (] ©
k] o T
- c [= 7]
< (8] w < S < 2
2 O w < w <
£ 6 = 6 = 6 = = = &
6.0 >
4.0>
28S
2.0> B
~ 18S
1.0>
0.5 v
0.2 > |~
kb
o [=2] N~ wn < [ [=2] [=2]
\F R 0 N © N S S
- o o o o o o o
Concentration (OD260) [ug/pl]
B ]
T
T
[}
-
< (8] w <
z Q w <
¢ &6 = 6 = 6 =
6.0>
4.0>
2.0>
1.0>
0.5>
0.2 3
kb

P < -0.c:

10 pg of fragmented cRNA was hybridized to each array

Condition tree

c T

Group CTC
Group CTA
Group CTE
Group MC
Group ME
Group MA

Data was analyzed using GeneSpring Software (Silicon Genetics).

Genes present on at least 1 array (26,029) are displayed as normalized to
the median intensity of the array.

Red=High expression, Yellow=Medium expression, Blue=Low expression





