Table 2. Summary of candidate genes flanking proviral insertion sites

Mouse : Human
Mouse : : Mouse chromosome Corresponding chromosome
Number Candidate Gene Ensembl Gene 10 Gene function P position .hunmn position
S chromosome :
{megabases) {megabases)
|2 BCSC-1/LOHTTCRZAT ENSMUSG00000035112 Breast cancer suppressor candidate 1 = 359.81 11 123.5
.2 FPhldb2* ENSMUSG00000053149 pleckstrin homology-like domain, family B, member 2 16 4.5 3 112.9
|2 i ENSMUSGE00000001911 coaat-box binding transcription factor &) 84.31 19 13.0
.4 AtpHa ENSMUSGO0000027 546 ATFase, class |, type 9A 2 163,43 20 49 6
|.4 A030452F20R K ENSMUSGE00000051735 Splice Isofarm 4 of Ras and Rab interactor 3 homalaog 7 2574 19 44 1
.4 Kif1 3aMup1a3 ENSMUSGO0000021375 Kinesin-like protein Kifl3a 13 46 36 b 17.9
|.b Movel/DHE0005010RIK® ENSMUSG00000029576 BRAS INTERACTING 1 RAIM ] 141.41 7 4.8
|.b Rps2d ENSMUSG00000034552 ribosomal protein 12 b3.77 14 435.0
|7 LIshia™ ENSMUSGE00000026609 extracellular matrix protein 1 189.50 1 213.4
|.3 Stk24 ENSMUSG00000025556 serinefthreanine kinase 14 112,63 e 865
|.3.1 Fun:x3 ENSMUSG00000025514 transcription factor 4 132 BB 1 246
|.3.1 |rf2 ENSMUSG00000031627 transcrption factor &) 4603 4 186.0
|32 Funx3 ENSMUSG00000026814 transcription factor 4 132.Bb 1 24 b
|.3.2 Hist1h2bf ENSMUSG00000049652 histone protein 13 21.24 B 264
|.3.2 |rf2 ENSMUSG00000031627 transcription factor &) 46.03 4 186.0
1.3.3 Rps24 ENSMUSGE000000507 158 ribosomal protein 12 B3.77 14 43.0
|.G.1 Stk24 ENSMUSG00000025556 serinefthreanine kinase 14 112,63 13 86,5
l.6.4.1 Rad51L1 ENSMUSTOODO0D 9553 recombination repair protein 12 74.51 14 23.0
l.6.4.2 Fad51L1 ENSMUSTOODO0D 3533 recombination repair protein 12 74,51 14 23.0

*no LTR sequence detectable (see Matenals and Methods)



