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SKB1  MPLGERGGWERTERRYCGVETDFSNDVTHLINFNIS TSR vLAELVIESYRPS LVEGN 60
PRMT5 .. MAAMAVGGAGGHERVS SGRDLNCY PEIADT LGAVAKCEZNF LCMEVE HERF KREFIQE P 58

SKB1 GVDTQVLEVC 58 515 TL ATWATHIR 120
PRMT5 ARKNRPGPQTR. TLI S KT FGAY|R 117

SKB1  cflcBAiBESr preK scaNYARCVILOBL TT Lo R

SR sBleDsMiEDT £ EGLNDET[E 180

PRMTS i e BELNOEDNTNLARVL TRHIHTEH HS s MF M NEang~: D LRDNT TENAPTTHT [ 177
SKB1  LWNS. HDSKL SISIDVLST TSL 230
PRMT5 EY SGEEKTWIMWWHK Y SKRT EIG 237

SKB1  [NAREy BT e KB ACE F DHAARNVIICIBK PVl LOKPLDS S SEGT EKNPLRT paRngv 290
PRMT5 IYKKEF Bl BeRBF RLLKLEVEE IHTET NHESEKEFCS. . o oo e v et w s FrLevid 284

SKB1 MESLSEQ ) 350
PRMTS RPPPNAY ) 344
SKB1  [vViNaEDEKASEL TTRY e 410
PRMT5 RUERBEERE KDTN VO e 404
SKB1 VK S8DMR SELLGSFEDNELSPECLDGAQEFLK 470
PRMT5 QFE . SEOMR SELLGS EHDHEL"E'E‘-LD'-#'J FLK 463

skt s o AR B ona . . AR B B ses
PRMT5 .GEMLAESS PN RECREKDR DPE ACEEM Ygiar it E Holls A pfEpc g 523

THW Loop
skt Elesmcn Tl Boros oscs o [EEED (@B B0 D ER oo

PRMT5 ESRDEMICTNREC TREFEVEVNTVL . . . HlOTNGeIr TRy Tils iR EeiH sEcIEs 580
SKB1 PT |37 Dl EDTPLE TRC(SE S ST Y B VS 642
PRMT5 |28 KOS T TR EGOT TOWRIIINS SN A4 637

Fig. S1. Alignment of SKB1 amino acid sequence (NP_194841) with human homologue
PRMT5 (NP_006100.2). Identical residues are shaded in dark. The sequences used for these
analyses are from the SwissProt and GenBank data bases.



