Additional data file 1: GC content and divergence for short (<80 bp) and long

(>80 bp) intron classes in the different recombination regions.
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0.243 (0.220/0.264)
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Values reported are means per site, corrected for multiple hits [50], with 95%

confidence intervals obtained by bootstrapping by intron. The no crossing

over region is divided as follows: N, = non-fourth chromosome genes, N, =

fourth chromosome genes, N, = all no crossing over region genes.



