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Fig. S1: Construction of mutant PrV-DUL31/34 and cell line RK13-UL31/34. (A) 
Pseudorabies virus genome consisting of long (UL) and short (US) unique regions and 
inverted repeat sequences (IR, TR) flanking the latter. The positions of BamHI 
restriction sites are indicated and the fragments are numbered according to size. (B) 
Enlargement of the UL31 to UL35 gene region. Open reading frames are drawn as 
rectangles. Gene regions deleted for generation of PrV-DUL31/34 are delineated by 
dashed lines, and insertion of marker gene is indicated. (C) Schematic view of 
plasmid p3ie-UL31/34 including relevant restriction sites. 




