Figure S4
(A)

Protein Residues Sequence Organism

RsbVv 51-63 VSYMDSTGLGV B. subtilis

BldG 52-64 VDFLDSTGLGV S. coelicolor

S1r1859 52-64 LEYMSSAGLRI Synechocystis PCC 6803
S1r1856 49-61 VPYMSSAGLRL Synechocystis PCC 6803
SpoIIAA 53-65 LSFMDSSGLGV B. subtilis

RsbR 200-212 VPVVDTMVAHH B. subtilis

RsbS 54-66 VDMIDSFIAKYV B. subtilis

0516c¢ 76-88 LSHFSGAGISL M. tuberculosis

(B)

Family Member Sequence

Rv1904 MGSCAYA
Rv2638 MGCCAFA
Rv1365c MGCCAVA
Rv0941c MPVYPTE
Rv0516c FSGAGIS
Rv3687c LGSVGLK
SpoIIAA MDSSGLG
RsbV MDSTGLG



