Ref. Cluster Chr Positions Expression pattern of mature miRNA
mMiRNA members
124a-3 20 7010 8768 8904 Brain specific miRNA; Highly
8977 9048 9095 expressed during brain developmentl’2
9293 9498
425 191 3 754 782 8107 8607  Neurons®
8632 8936 9194
124a-1 8 6254 6601 6624 Brain specific miRNA; Highly
6911 7142 9426 expressed during brain development?
607 10 5851 5882 6150 Colorectal cancer cells (CC)*
6171 6208 6659
550-1 7 4797 4976 5014 cc*
5540 5613 5852
132 212 17 3202 3883 4127 Highly expressed in brain®
8816 9922 9999
96 182, 7 1580 2833 4611 Significantly expressed in dorsal root
183 4765 4939 6201 ganglia® (neuronal cells) and
embryonic stem cells (ES)’
9-2 5 1152 1560 2303 Highly expressed during brain
2511 2788 2794 development®
559 2 1443 1635 1825 cc’
2075 2417 2752
20a 19b-1,92- 13 6312 6328 7279 ES®, Highly expressed during
1, 7474 7942 development of skin epidermislo.
17,19a,18a
210 11 1460 2336 9447 Predominantly expressed in Thymus®,
9618 9858 Abundant in pancreatic-islets (P1)**
483 11 257 3108 3718 cc’
4188 4764
486 8 574 580 586 614 Fetal development of liver*?
620
363 18b,106a, X 6572 7288 7445 Prenatal embryonic development®
20b,19b-2, 7754
92-2
345 14 8465 8627 8789 Fetal development of liver*
8858
378 5 7349 8385 9218 PI*®
9267
129-2 11 4064 8490 8496 Expressed in cerebellum*
9884
181d 181c 19 180 902 954 1060  Down-regulated in glioblastoma**
589 7 4275 4944 4955 cc*
4989
101-1 1 600 952 1001 1834  Predominantly expressed in brain®
135b 1 1334 1598 1666 Expressed in cortical neurons®
2304
375 2 8395 8613 8904 Pl specific miRNA™
9-1 1 8845 8942 9646 Highly expressed during brain
development®®
92b 1 9528 9535 9812 Abundant in brain*
25 106b,93 7 2280 2775 2917 Widely expressed in ES®




Table S2: miRNA genes that contain atleast 3 occurrences of the motif, CGCGCG within a
contiguous stretch of 2 kb in their upstream regions (<10 kb). The locations of the motif
(Positions) are with respect to the start of the first 10 kb upstream region of the reference miRNA
(Ref. miIRNA). The miRNAs for which the upstream regions (Cluster members) overlap with that
of the reference miRNA and satisfy the criteria for the occurrences of motifs are noted for clarity.
The number of occurrences (N) of the motif upstream of the reference miRNA is also indicated.
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