ALB, number of cancerous ESTs

ALB, number of normal ESTs
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ALDOA, number of cancerous ESTs

ALDOA, number of normal ESTs
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ATP5A1, number of cancerous ESTs

ATP5A1, number of normal ESTs
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CALM2, number of cancerous ESTs

CALM2, number of normal ESTs
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ENO1, number of cancerous ESTs
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FTH1, number of cancerous ESTs
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FTL, number of cancerous ESTs
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GAPDH, number of cancerous ESTs
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HSPAS8, number of cancerous ESTs

HSPAS8, number of normal ESTs
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LDHA, number of cancerous ESTs

LDHA, number of normal ESTs
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RPL7A, number of cancerous ESTs

RPL7A, number of normal ESTs
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RPS4X, number of cancerous ESTs

RPS4X, number of normal ESTs
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RPS6, number of cancerous ESTs

RPS6, number of normal ESTs

3000 3000
2500 2500
(") (%)
£ 2000 % k5 2000
w 1]
S 1500 © 1500-
= { 5 1500
£ s E Y
3 1000 3 2 1000 §
. $
500 |o 500
f ,
0 T T T T T T T 0 T T T T T T T
0 100 200 300 400 500 600 700 0 100 200 300 400 500 600 700 800
bp bp
RPS6, deviation related to RefSeq, cancerous ESTs RPS6, deviation related to RefSeq, normal ESTs
25 25
20 20
15 15
c c
2 S
S s
= 10 =10
T T
L
5 ¢ A
¢ [u]
*
RERE TR
° M o, o
0+
0 100 200 300 400 500 600 700 0 200 300 400 500 600 700 800
bp bp

Ribosomal protein S6



TMSB4X, number of cancerous ESTs

TMSB4X, number of normal ESTs
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TPI1, number of cancerous ESTs
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TPT1, number of cancerous ESTs
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Tumor protein, translationally-controlled 1



