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SUPPORTING FIGURE 8 
Kaplan-Meier analysis at 2-years follow-up for distant disease-free 
survival for our 105 tumors classified as Signature Present (red curve) 
and Signature Absent (blue curve) tumors by hierarchical clustering in 
Fig. 1B of the main text. P-value calculated using the log-rank test. Prior 
to testing classification of independent datasets, classification of our 105 
tumors was also done using the top 98-, 500-, and 785-signature genes. 
Although these sets all gave nearly the same clusters, the most significant 
survival difference was seen using the 246-gene signature, therefore this 
set was used for classification of independent datasets. 
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P = 0.0248 




