Table S1

Chromatin immunoprecipitation of the 4th chromosome at 10 kb resolution
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Sense
5-CCTCAAACTATAATTCTGACCG-3
5-CCAACCCAAAGGAATGAAGAA-3’
5-GGCTGCCAATAGTACAAAC-3’
5-GACTCAATGTTCCCTTGTGGT-3
5-GCGACGATAATTCAAAACGG-3
5-AACAACCTTGGTATTTGCGTCCG-3’
5-AAAGATCACGAAATTAAAATGGACG-3
5-GTGTCGTAAAACCGCTTCTTAGT-3
5-CAAAGTTGAAAATGCAACAGAAC-3’
5-GAGTCGGCATTTCTAGTCTCAA-3’
5-TTCGTCCTATTAACTCGTTCC-3’

5 -TGTATGATTTATCGGTTCTTGGC-3
5-CCTTTGCCCTTGTCTTTGTC-3
5-GGACGCAATAGAACGGGTATA-3
5-GATTCAAACGGAACAGACGC-3
5-CACCAGGTCTGTTATGGGAAAT-3’
5-CTGAGTAATGGTGTAGAGCAAAATG-3’
5-GGTATTCGTTGAAAAGTAGGCTT-3
5-ATCTTGTCGGATGCTTTGTTT-3’
5-GCTGTAAGAAGTACTGCTCACAGAA-3’
5-GAAATAAGTGCGGGCTTACAGC-3
5-TTCGATTACCAGGTTCCCTT-3’
5-CAACGGTGGTTTACGTTTGG-3’
5-AAGTTCCCGACAGCCCATTAC-3
5-CACTGATGGTTTGGGGCTG-3
5-AAAACAGTCAAGGAACTTTACACA-3’
5-CCTGTGACTCGCTGGATGTA-3
5-CAACATCCCGTCTATCTGTCC-3
5-CTAGCCGAAAGCGTGGAAG-3’
5-GACATAGCCATGAGGGGATT-3
5-CCCCTGTGCCAGTGGTGTA-3
5-CTACCCTCGTCACATACATCG-3
5-GATTTCTCCCCATAACGGTC-3
5-CTCCCGTGTTATTGAGTTAGTGG-3’
5-TATCATCTACTCCCTTCGCAG-3
5-GACTCTTACTTCTGGTGGATCAGA-3
5-TGCTCAACTGATAGCCACCAC-3
5-CCTGGACTTCGGATTATCTTTG-3

5 -TCGTGTTGAGGCACAAGAGTA-3’
5-CTAGTAGAGGAGGTAAGTCAAGCG-3
5-TAACCTCGTGCCTGTCTAAGCT-3
5-CGAGTTTCATAATGGCAGTTCTA-3

5 -CTATTGTTTGTGGGGATGTGATA-3’
5-CTATGGATTCTTTCCCGAACTAC-3’
5-CATTATTGACAACACGACCCTC-3’
5-GGTCCGAAGCAGAACCCA-3
5-TATTCGTCGTCCTCACAAACC-3’
5-CCATTCGTCTATCAGTCGATCC-3’
5-TCGCCTGGATCACGACAG-3’
5-GGTAGCGTTTCTCACCCCAT-3
5-AGAAAGGGCTGAACAACGAAT-3’
5-GGTTGACATTATGAGTTTATACCGA-3
5-GTATCATGGGTGCAAGGGTGT-3

Antisense
5-AGGCCTTAGCAAGACTTCTAAC-3’
5-TACAGGCGGAGATGTAGGACG-3
5-ATTCTTCGCAGCAAATCTCAAA-3’
5-CAATCCGATCAATCCGCTGTG-3
5-CTGCGAAAGTCTGCTCCAGT-3"
5-GCAAAAATCTGTTAGACCCAAACCTTC-3
5-AAACTAGAATGGCGGAGGGAAG-3’
5-ATTTCACCTGGAAGAGTTCATAA-3’
5-AAGCAAATGACGAAAAGGATAGA-3’
5-ACGGAAGCTACGTCTACCCTAT-3
5-CCAGTATTTAATGAATCCTTTAGTT-3
5-AGCTTATTCGTGGTGATGTTGAG-3’
5 -TTGATCATGGCTTGGTCTCC-3
5-GTACAAGGGCCTCTGGGAAT-3’
5-CCAAGTCACGGTCGCCAT-3"

5 -TGGGTTAATGTTAGTGCATCAAAA-3’
5-CATGGCCGGATCAACTTAGAC-3’
5-TAACCGTTACTCGGATTATGGA-3’
5-CCTTTCACGGTGCGTAGTC-3’
5-CTTGCTAGTGCTAGAAGACGATTTT-3’
5-CAAAGACCATTAGGCGAGGAA-3
5-GCACTCTACAACGCCATCC-3’
5-ACCTGTGGTGTTCGCCTGAT-3’
5-CTGGTTGACAGGTTGCAGTCC-3’
5-ACGGCATTTATTGGGCTTTC-3’
5-TAGAGGCAAGGTAATCTTCAGC-3’
5-ATCCTATGGGCAACGAAACT-3’
5-TAGAACCTGTACGCTCAACCC-3’
5-GCCGTGTTGCCTGTACCTT-3
5-CGTCCTGCTGGTAGTGCTG-3

5 -TCTGTGGGTCGTTTGCCTTAT-3’
5-ACAAATCAAGAACGCCCAT-3’
5-CGGTGTCGGTGGATCCTAT-3’

5 -GTTTTCCTTTCTGCGATACCCT-3’
5-GCATGGCTTGGTTCATCAC-3’

5 -TGTTTTCAATAGGAGTTGGTGCT-3’
5 -TGTTTTCAAACCAACGGGAA-3’
5-TGGGAAGCAGTCGCATTCT-3’
5-CAAATCGGACATTACGAGACC-3’
5-TCCAGACGAGGTCACATCACT-3’
5-CCAAATTGTTGTGCCCTGAT-3’
5-ACCTTCTTCTACGCCTTTACTTG-3’
5-GCTCTTTCCAGCATTTCGTC-3

5 -TTTGTGAAAGCCGTTATAGTAGC-3’
5-GCTCTAACCAAAGGTCAGTGC-3
5-TCTTTGAAGCCTCCCCGTA-3’
5-ACTCCTCATGGGCATCTGAA-3’
5-TGGTCATTGGCCATTGACTATC-3’
5 -TGTGAACGGGTCACAGCAC-3
5-ATCTTGCCCTCCGTCTTTG-3’

5 -GTGTGCGGTCATGTCAAGGT-3
5-GAGTACCATCGCCAAGGAGTC-3’
5-CGTCGGGACTTAGCATCTCA-3
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5"-TCCCGCTCACCATCACATC-3’
5"-CATTTCAAACCGTGTCCTAAAC-3
5"-CGGTGAAGGACAGGTGAGAG-3’
5-ATGGTCGGTTGATGTCCTTG-3"
5-CCTTGGCTGACTGGAGACC-3’
5-GCTATAGGGACTGTTACCTTGACAA-3’
5"-TACCGCTCTCTTTCGGGACTTG-3
5-GGCCATCGAAAGGGTAAATTG-3’
5-TTTACCACGGCGAAATAGGC-3’
5-TTGTTCAACGAAATCGGCAGTA-3’
5"-GCCTACAAGATAATGAAACG-3’
5"-CCGATACGGCATCAAAGGAC-3

High resolution ChIP

CG31998

216
218
220
222
224
225
226
227

MED26

796
798
800
804
806
808
810
812

Zyx102EF

1074
1076
1078
1079
1080
1082
1084

CaMKll
CG11076
CG31992
CG1732
Pur-Alpha
CG2165
Xbpl

5"-CGATCTAGCCATTTCCGTCTG-3’
5-GAAATCGTAGAAAGCCTTGGTC-3’
5-GGCTGCCAATAGTACAAAC-3’
5-AATTGCCCTCTGTCCTTACG-3’
5"-CATTCTACTCATTCCACGCTACA-3’
5-TTTCACTTCCGGGGATCGTA-3"
5"-TATGACGACGCAAATGACGGA-3’
5-GACCACGTTGTGCCAGGTAT-3

5 -TATTTCACAACATGGCCCTGGTA-3’
5"-CAGCGAGGAATTGGCGATAT-3’
5-CAGCAGTCTTTATTCGTTTTCG-3
5"-GTCTAAACAAACCCAATGGCCC-3’
5 -CGTGAGCTTGGTGTAGATGGTA-3’
5"-TCACATTTTACCACAGCGGC-3’

5 -GATTCGCAATTCGACTTTTGTG-3
5-GGGAGAAATGGTCTTGGCATA-3’

5"-CCGCCTCGATCTCAAGAACTAT-3’
5-TACTAAGCATAAGCTCCCGTGG-3’
5-GGAATAAAAGATTCGGTGAAAAG-3
5 -TAGGTGGTGGCGGTAACTCAT-3
5"-CCCTCTAAAACGGTACAATAACGG-3’
5-GAACACCACACCCAATCGTCTA-3
5-TTTTACGTCGCTCACTGTCACG-3

5"-AAAGTCAGCGAGTTTCACTG-3"

5 GCACATCGTCCTCTTTTTGTTC--3
5"-GCCAACCATCCATTGATAGG-3’
5-GCATTTCTTGTCTATCCATCG-3’
5-GGGGCCTAGATCTCAAATCG-3’
5"-TCGACCCAGCATATCCAATC-3"
5"-AACCTGGGAGGAGAAAGTG-3’

5-TTGCTCCCAAATTCGCAGA-3’
5-GTTAGCATCGCTCGCACC-3’

5 -TGTGTTTCAAGCCAAAGGACTA-3’
5-TCTCCGTTGGTTAATGGGATA-3’
5"-TCGGCAGCAGGAACCTCT-3’
5-GCCGTCGCAATCGTTCTC-3’
5-TCCATCACTCTCTATCGGGCTG-3
5- ACTGTCCGTAAGACAATTCAAC-3’
5 -GTGTCCTTGATGTCATTCCTCCTA-3’
5-TCACGGTTATGAGCAGTAGGGT-3’
5"-GGTACAACCAACTGAAGACC-3
5-GCATCTGAGGTTGGTAGGGA-3’

5-CGCTGCGTCTATGTCTTTGG-3’
5-AATAATGGAAAGCATAGGTCGG-3"
5-ATTCTTCGCAGCAAATCTCAAA-3’
5-GTCTTCTGGAAGAACACGCAC-3’
5"-ATCAAACAAAACCGTCCCTAAC-3’
5 -TTAAATGGGAGCCAGGGGTA-3
5-TGAATGGGTGGGATTATGACA-3
5-TGTCCGCTATCCAGTCCATC-3"

5-CGGTCCCATTGCTGTAGATAGAA-3’
5-CTTTGCATGTTCCGTTGTGC-3’
5"-CAGTCCCTATAGCAGTTCTAGCAG-3’
5-ACGCTGGTACAAACACGGAATG-3"
5-TCGGATTCCGATGAGAATGAC-3"
5-CATGGGGTAGCTCAGTTCTTAGAC-3’
5-GGTGGTAACTGCAGAAATCCTTC-3’
5"-CCACTGTCGGAAATCTAGGC-3’

5-CTGTCATCTCTTTTATTGCGGC-3’
5-AAACTCGCAATGAGAAGGGTG-3’
5-GGCAGATAGACTCGGCTAGTGTT-3"
5 -TTCTGCGAGTACATATTCAAACG-3’
5"-GCATCAGTAAAGAGGAGATTGGAT-3’
5-ATCGGTCATTCCCCTATCCTT-3
5"-ACCATTTCCCGTCTTTCACCT-3"

5"-CAATCACTGCCACCAAAATG-3’

5 -GAAATTCTTGGAAGCTACTGCC-3’
5-AAGGAAGATGTAGAGCGGG-3’
5-GTGAGTCCAATCCAATGAGCA-3
5"-CCCTCCATCATTAGCTCCAAAC-3
5-TTTGCCGCAATCATCGTC-3’
5-TCCTTGATCTCGTAGTCCATC-3’



CG4016

Real-time RT-PCR

CaMKlI
CG11076
CG31992
CG1732
Pur-alpha
CG2165
actin

Pof
CG33228
CG4806

5 -TTGTTCAACGAAATCGGCAGTA-3’

5-GGGAGCCATACTTACGACAATG-3"

5"-GACGCTAGAACAAAAAGAGGAC-3’

5-GGAGATCAACTCTGACAGTACG-3’
5-CATTACCTGGCGCTTTAGAAGG-3’
5 -TTTAGCGATTACTACGTCTCTC-3"

5-GCGGCAGTTGACGAACAAGAAG-3

5-CAGCCAGCAGTCGTCTAATC-3’
5"-CCACCATCTGCGACATAAACAG-3’
5-ACACAAAATGTGTGCGGC-3"
5"-AAAGACGATGCCAAGGACTCAC-3"

Characterization of CG33228

Racel
Race?2
Race3

5-TGGCATAGTGATAGGCGGCCACCGCAGC-3’
5-TCCGCCATTTGCGGAGCACGCTGCTGG-3’
5"-CCACTGCCACGACCACTGTACTTGCTGC-3

5-TCACGGTTATGAGCAGTAGGGT-3’

5-CATCGTCTTCAAGAGTAGTGC-3’
5-CTCGATGTCCTCTTCGTCTAAG-3’
5"-AATACTGCGTCCAGTTGACC-3’
5"-AAGTCCAAGCCCGTATGAG-3’
5-ACGCGCATTTTCTTTTAAGTCC-3
5-GCTTGGGACCCCTTTATTTGCG-3’
5'-ACAACCAGAGCAGCAACTTC-3'
5-CGACGAGTAATTTGGTACACTG-3’
5-GGGGGTCTTGAAGTAATCAACC-3’
5-GCTTGGCGGCCGTGCCGACA-3’
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