TAGS' L‘C'LIP TIP GAA'P-GS-AG SIC S-H-R

e 927.5

80 1

952.3

60 1

853.2

RI

705.1

40

w
" )
g
<
20 4 s @ ":z i
- 2 o™ X S
3 i = g
y g Rk
o T = T A T -' + T
0 300 600 900 1200 1500 1800
view: A A m/z

Supplemental Figure 1. MS/MS Spectrum from novel peptide TAGSPLCLPTPGAAPGSAGSC-
SHR, found in PeptideAtlas dataset “raftaug”.
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Supplemental Figure 2: UCSC genome browser screen-shot of region containing novel peptide
TAGSPLCLPTPGAAPGSAGSCSHR, also showing region containing novel alternative splicing
peptide LQGSATAAEAQVGHQTAR upstream, found in PeptideAtlas dataset “raftaug”.
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Supplemental Figure 3. UCSC genome browser screen-shot of region containing novel peptide
TAGSPLCLPTPGAAPGSAGSCSHR, found in PeptideAtlas dataset “raftaug”.
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Supplemental Figure 4: MS/MS Spectrum from novel peptide LQTASDESYKDPTNIQLSK,
found in PeptideAtlas dataset “raftflow”.
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Supplemental Figure 7: UCSC genome browser screen-shot of region showing LSK from the 3’
end of novel peptide LQTASDESYKDPTNIQLSK, found in PeptideAtlas dataset “raftflow”.
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Supplemental Figure 8: MS/MS Spectrum from novel peptide HEQASNVLSDISEFR, found in
PeptideAtlas dataset AB.
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Supplemental Figure 11: MS/MS Spectrum from novel peptide KADDTWEPFASGK, found in
HUPO PPP dataset “291-EDTA 1".
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Supplemental Figure 12: UCSC genome browser screen-shot of region showing KADDTWEP-
FASG from the 5’ end of novel peptide KADDTWEPFASGK, found in HUPO PPP dataseib 129
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Supplemental Figure 13: UCSC genome browser screen-shot of region showing GK from the 3’
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Supplemental Figure 14: UCSC genome browser screen-shot of region containing novel mutation
in peptide KADDTWEPFASGK, found in HUPO PPP dataset 12BEDTA 1".
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Supplemental Figure 15: MS/MS Spectrum from peptide DTEEEDFHVDQATTVK containing
known coding SNP, found in HUPO PPP dataset from lab 40.
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Supplemental Figure 16: MS/MS Spectrum from

found in HUPO PPP dataset 40.

wild-type peptide DTEEEDFHVDQVTTVK
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Supplemental Figure 17: UCSC genome browser screen-shot of region containing peptide
DTEEEDFHVDQATTVK with known coding SNP, found in HUPO PPP dataset 40.





