Table 1. The N-terminal sequences of 48 putative lipoproteins of M. pneumoniae

MPN No. AA Length N-terminal lipoprotein sequence Subgroup*

1 MPNO11 231 CSATFEADLKNLIKETDGKDLDVSKLIITS 1
2 MPNO052 657 CGATRIWESSIQLLVSNDEATLADKSFSEM

3  MPNO054 123 CSSIQSDLRNLIKETTGKDFDVSKLIKTSE 1
4  MPNO58 485 CSSNQFVFANFESYVSPLLLERAEAKQPMT

5 MPNO083 533 CSFKDY IPTPSFRKDFSTENNFVKNKVPGK

6 MPNO097 541 CGARGKFDQVDDGK IKLASSLTSRSASAAL 2
7 MPN133 301 CTRDYTTKNEFQLTTAQQAKLKPATIEYWR

8 MPN152 794 CGARGKFNQVDDGK IKLASSLTSRSASTAL 2
9 MPN162 320 CATPNTYEVQRAAL IQLVEEDERQNY I1QKG

10 MPN199 760 CGTGRFDQIDDGKIKLAVVTSPSAASSLQT 2
11 MPN200 798 CGTRGKFDQ IDDGK IKLASSLTSKGAANAL 2
12 MPN271 251 CTGIQADLRNLIKETTGKD IDLSKAIKTKE 1
13 MPN281 377 CGARGKFDQFDDGK IKLASSLTSKAAANAL 2
14 MPN284 794 CGARGKFDQVDDGK I'VLASSLTSKGAANAL 2
15 MPN288 787 CGARGKFDQVDDGK IKLAFSLTSKSASNAL 2
16 MPN363 102 CGAKGKFDQVDDGK I'VLASSLTSKNAANAL 2
17 MPN369 253 CTGIQADLRNLIKEATGKDIDVYKAIKTTE 1
18 MPN408 760 CGARGKFDQVDDGVIKLATSIQNKDSITAAL 2
19 MPN411 252 CTGIQADLRNLIKEATGKDIDLSKSIKTTD 1
20 MPN415 380 CARRESNHLIFNISLDHDADASISKFFELY

21  MPN436 1244 CATPSNSALQTVFKARSSQFFNGEQGSLQS 3
22 MPNA439 237 CATPSNSALQAVFKPTSNQFFNGEHGTIQS 3
23  MPN442 150 CATPSNSALQTVFKARSNQFFNGEQGSLQN 3
24 MPNA456 1005 CAAQARDVYVTSSASDLLKNNSVPMSMFENV 4
25 MPN459 591 CAAQARDVYVTSSASDLLKNNLVPMSMENV 4
26  MPN467 101 CTGIQADLRNLIKETTGKD IDLSKAIKTKE 1
27 MPNA489 1300 CSALNTSNLFPRQONRSKQL IGFTENNIIKP

28 MPN506 793 CGTKGKFDQVDDGK IKLASSLTSKSASKAL 2
29 MPN523 305 CSNIDKPNVFRTLSQQSVENKVDYSKLPKE

30 MPN582 439 CSAFRKPDKFEGYY INNIPGSAEIDHANYD 5
31 MPN585 302 CAAFDKWQEFY INNIPSSTEIHRFNYDLNF 5
32 MPN587 150 CATISLSDKSGEFY INNIPSSAELHRINYD 5
33 MPN588 531 CAATQPNFEPNNIEESGPITPTTPTTDVPK

34 MPN590 217 CAPAVPVNNKSVSAVQPEDKQALKPDPALG

35 MPN592 521 CSATLTVANTNHKNESDKFV I FEPQPPLSQ

36 MPNG611 385 CANINLISAVGSSSVQPLLSKLSSHYVLNH

37 MPN602 207 CTENVKEIKSESVINELFPNLWVFLAHLLA

38 MPNG639 287 CSALVASVELKSLSELQNLADRNTELTKNK 6
39 MPNG640 300 CSSATSQVISSLSSAQKYFEANKGELNKKN 6
40 MPN641 276 CSNSDFQTNLTSLNQLREGVNQNTSLTQDK 7
41 MPN642 279 CSSTTSQVISSLSSAQKYFEANKGELNKNN 6
42  MPN643 302 CSNSGFEANLTSLNQLRTSASKNTNLTQNK 7
43 MPN644 283 CSSTATNVISSLSSAQKYFDAHKSEL IKKN 6
44  MPNG645 283 CSSAATQVISSLSSAQKYFESSQGELNKKN 6
45 MPN646 277 CSNYDFQANLTSLNQLRTSANKD INLTQDK 7
46 MPNG647 290 CSSATTEVISSFSSAQKYFSANKKELNKRN 6
47 MPNG650 101 CSSVNVGANLKSLIKETTDQDLDLSESVST 1
48 MPN654 129 CTWIQANLRNLLKETTGKDFDLSKAIKIPE 1

*1 — 7. Putative M. pneumoniae lipoproteins include seven groups of paralogous lipoproteins divided
5 on the basis of similarity of the N-terminal 30 amino acid.



