
Table 1. The N-terminal sequences of 48 putative lipoproteins of M. pneumoniae 
 
 

 MPN No. AA Length N-terminal lipoprotein sequence Subgroup* 
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MPN011 
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MPN058 
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MPN133 
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231 
657 
123 
485 
533 
541 
301 
794 
320 
760 
798 
251 
377 
794 
787 
102 
253 
760 
252 
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302 
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CSATFEADLKNLIKETDGKDLDVSKLIITS 
CGATRIWESSIQLLVSNDEATLADKSFSEM 
CSSIQSDLRNLIKETTGKDFDVSKLIKTSE 
CSSNQFVFANFESYVSPLLLERAEAKQPMT 
CSFKDYIPTPSFRKDFSTENNFVKNKVPGK 
CGARGKFDQVDDGKIKLASSLTSRSASAAL 
CTRDYTTKNEFQLTTAQQAKLKPATIEYWR 
CGARGKFNQVDDGKIKLASSLTSRSASTAL 
CATPNTYEVQRAALIQLVEEDERQNYIQKG 
CGTGRFDQIDDGKIKLAVVTSPSAASSLQT 
CGTRGKFDQIDDGKIKLASSLTSKGAANAL 
CTGIQADLRNLIKETTGKDIDLSKAIKTKE 
CGARGKFDQFDDGKIKLASSLTSKAAANAL 
CGARGKFDQVDDGKIVLASSLTSKGAANAL 
CGARGKFDQVDDGKIKLAFSLTSKSASNAL 
CGAKGKFDQVDDGKIVLASSLTSKNAANAL 
CTGIQADLRNLIKEATGKDIDVYKAIKTTE 
CGARGKFDQVDDGVIKLATSIQNKDSIAAL 
CTGIQADLRNLIKEATGKDIDLSKSIKTTD 
CARRESNHLIFNISLDHDADASISKFFELY 
CATPSNSALQTVFKARSSQFFNGEQGSLQS 
CATPSNSALQAVFKPTSNQFFNGEHGTIQS 
CATPSNSALQTVFKARSNQFFNGEQGSLQN 
CAAQARDVYVTSSASDLLKNNSVPMSMFNV 
CAAQARDVYVTSSASDLLKNNLVPMSMFNV 
CTGIQADLRNLIKETTGKDIDLSKAIKTKE 
CSALNTSNLFPRQNRSKQLIGFTENNIIKP 
CGTKGKFDQVDDGKIKLASSLTSKSASKAL 
CSNIDKPNVFRTLSQQSVENKVDYSKLPKE 
CSAFRKPDKFEGYYINNIPGSAEIDHANYD 
CAAFDKWQEFYINNIPSSTEIHRFNYDLNF 
CATISLSDKSGEFYINNIPSSAELHRINYD 
CAATQPNFEPNNIEESGPITPTTPTTDVPK 
CAPAVPVNNKSVSAVQPEDKQALKPDPALG 
CSATLTVANTNHKNESDKFVIFEPQPPLSQ 
CANINLISAVGSSSVQPLLSKLSSHYVLNH 
CTENVKEIKSESVINELFPNLWVFLAHLLA 
CSALVASVELKSLSELQNLADRNTELTKNK 
CSSATSQVISSLSSAQKYFEANKGELNKKN 
CSNSDFQTNLTSLNQLREGVNQNTSLTQDK 
CSSTTSQVISSLSSAQKYFEANKGELNKNN 
CSNSGFEANLTSLNQLRTSASKNTNLTQNK 
CSSTATNVISSLSSAQKYFDAHKSELIKKN 
CSSAATQVISSLSSAQKYFESSQGELNKKN 
CSNYDFQANLTSLNQLRTSANKDINLTQDK 
CSSATTEVISSFSSAQKYFSANKKELNKRN 
CSSVNVGANLKSLIKETTDQDLDLSESVST 
CTWIQANLRNLLKETTGKDFDLSKAIKIPE 
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*1 – 7. Putative M. pneumoniae lipoproteins include seven groups of paralogous lipoproteins divided 
on the basis of similarity of the N-terminal 30 amino acid. 5 
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