Structure-based sequence alignment of TM4

Helix 4 PIP

1J4N

1FX8

1RC2

1798

2B60

2F2B

OsPIP1;1
OsPIP1;2
OsPIP1;3
OsPIP1:;4
OsPIP1;5
OsPIP2;1
OsPIP2;2
OsPIP2;3
OsPIP2:;4
OsPIP2;5
OsPIP2;6
OsPIP2;7
OsPIP2;8
ZmPIP1;1
ZmPIP1;2
ZmPIP1;3
ZmPIP1;4
ZmPIP1;5
ZmPIP1;6
ZmPIP2;1
ZmPIP2;2
ZmPIP2;3
ZmPIP2;4
ZmPIP2;5
ZmPIP2;6
ZmPIP2;7
AtPIP1;1
AtPIP1;2
AtPIP1;3
AtPIP1:;4
AtPIP1;5
AtPIP2;1
AtPIP2;2
AtPIP2;3
AtPIP2:;4
AtPIP2;5
AtPIP2;6
AtPIP2;7
AtPIP2:;8

137
145
131
161
127
143

SGQGLGIEIIGTLQLVLCVLATT
FVQAFAVEMVITAILMGLILALT
MLSALVVELVLSAGFLLVIHGAT
KGTALGAEI IGTFVLVYTVFSAT
VGQATIVEIFLTLQFVLCIFATY
YWQAMLAEVVGTFLLMITIMGIA
KGDGLGAEIVGTFILVYTVFSAT
KGDGLGAEIVGTFILVYTVFSAT
KGDGLGAEIVGTFVLVYTVFSAT
KGDGLGAEIVGTFILVYTVFSAT
KGDRLGAEIVGTFILVYTVFSAT
KGTGLAAEIIGTFVLVYTVFSAT
KGTGLGAEI IGTFVLVYTVFSAT
KGTGLAAEI IGTFVLVYTVFSAT
TGTGLAAEIIGTFVLVYTVFSAT
KGTGLAAETIGTFVLVYTVFSAT
TGTALGAEIIGTFVLVYTVFSAT
AAGALGAEIVGTFILVYTVFSAT
AGAGVVAEMVGTFVLVYTVFSAT
KGDGLGAEIVGTFILVYTVFSAT
KGDGLGAEIVGTFILVYTVFSAT
KGDGLGAEIVGTFILVYTVFSAT
KGDGLGAEIVGTFILVYTVFSAT
KGDGLGAEIVGTFVLVYTVFSAT
KGDGLGAEVVGTFVLVYTVFSAT
RGTGLGAEN IGTFVLVYTVFSAT
RGAGLGAEIVGTFVLVYTVFSAT
KGTGLAAEI IGTFVLVYTVFSAT
KGTGLAAEI IGTFVLVYTVFSAT
KGTGLAAEI IGTFVLVYTVFSAT
TGTGLAAEIIGTFVLVYTVFSAT
KGTALGAEIIGTFVLVYTVFSAT
KGSGLGAEI IGTFVLVYTVFSAT
KGSGLGAE I IGTFVLVYTVFSAT
KGSGLGAE I IGTFVLVYTVFSAT
KGSGLGAE I IGTFVLVYTVFSAT
KGSGLGAEIVGTFVLVYTVFSAT
TGTGLAAEIIGTFVLVYTVFSAT
TGTGLAAEIIGTFVLVYTVFSAT
TGTGLAAEIIGTFVLVYTVFSAT
KGTGLGAEI IGTFVLVYTVFSAT
IGTGVAAEI IGTFVLVYTVFSAT
VGVGVGAEI IGTFVLVYTVFSAT
KGTALGAEI IGTFVLVYTVFSAT
TGTALGAEIIGTFVLVYTVFSAT

159
167
153
183
149
165



Helix4 TIP

1J4N

1FX8

1RC2

1798

2B60

2F2B

OsTIP1;1
OsTIP1;2
OsTIP2;1
OsTIP2;2
OsTIP2:;3
OsTIP3;1
OsTIP3;2
OsTIP4;1
OsTIP4;2
OsTIP4;3
OsTIP5;1
ZmTIP1;1
ZmTIP1;2
ZmTIP2;1
ZmTIP2;2
ZmTIP2;3
ZmTIP3;1
ZmTIP4;1
ZmTIP4;2
ZmTIP4;3
ZmTIP4 ;4
ZmTIP5;1
AtTIP1;1
AtTIP1;2
AtTIP1;3
AtTIP2;1
AtTIP2;2
AtTIP2;3
AtTIP3;1
AtTIP3;2
AtTIP4;1
AtTIP5;1

137
145
131
161
127
143

SGQGLGIENIGTLQLVLCVLATT
FVQAFAVEMVITAILMGLILALT
MLSALVVELVLSAGFLLVIHGAT
KGTALGAEI IGTFVLVYTVFSAT
VGQATIVEIFLTLQFVLCIFATY
YWQAMLAEVVGTFLLMITIMGIA
VWEALVLEIVMTFGLVYTVYATA
AWNAVVFEIVMTFGLVYTVYATA
ELEGVVMEIVITFALVYTVYATA
AFEGVVMEIIVTFGLVYTVYATA
EIEGMVMEIVITFALVYTVYATA
DWHAVLLEATMTFGLMYAYYATV
ERHALLLEVVMTFGLVYTVYATA
PMQGLVMEIILTFSLLFVVYATI
PVQGVAAEAVFTFTLLLVICATI
AARAVAMEAVLTFSLLFAVYATV
GFGAGILEGVLTFMVVYTVHVAG
VWEALVLEIVMTFGLVYTVYATA
AMNAVVLEMVMTFGLVYTVYATA
ELEGVVFEVVITFALVYTVYATA
ELEGVVFEIVITFALVYTVYATA
EIEGVVMEIVITFALVYTVYATA
DWHAVLLEAVMTFGLMYAYYATV
PMQGLVMEVILTFSLLFVTYAMI
PMQGLVMEVILTFSLLFVTYAMI
PLQGVVAEAVFTFSLLFVIYATI
ALRGVLMEAVLTFSLLFAVYATV
GFGGAVLEGVLTFLLVYTVHVVG
VLNAFVFEIVMTFGLVYTVYATA
SLNALVFEIVMTFGLVYTVYATA
PWNAVVFEIVMTFGLVYTVYATA
SIEGVVMEINITFALVYTVYATA
AIEGVVMEIVVTFALVYTVYATA
AVEGVVMEIVVTFALVYTVYATA
AVNGLVLEIILTFGLVYVVYSTL
ELHGLLMEIILTFALVYVVYSTA
YTQGIIWEIILTFSLLFTVYATI
GFGASVLEGVLAFVLVYTVFTAS

159
167
153
183
149
165



Helix 4

1J4N

1FX8

1RC2

1798

2B60

2F2B

OsNIP1;1
OsNIP1;2
OsNIP1;3
OsNIP1;4
OsNIP1;5
OsNIP2;1
OsNIP2;2
OsNIP3;1
OsNIP3;2
OsNIP3;3
OsNIP3:;4
OsNIP3;5
OsNIP4;1
ZmNIP1;1
ZmNIP2;1
ZmNIP2;2
ZmNIP3;1
AtNIP1;1
AENIP1;2
AtNIP2;1
AtNIP3;1
AtNIP4;1
AtNIP4;2
AENIP5;1
AtNIPG6;1
AtNIP7;1

Helix 4

1J4N
1FX8
1RC2
1798
2B60
2F2B
0sSIP1;1
0sSIP2;1
ZmSI1P1;1
ZmSI1P1;2
ZmSIP2;1
AtSIP1;1
AtSIP1;2
AtSIP2;1

NIP

SIP

137
145
131
161
127
143

137
145
131
161
127
143

SGQGLGIENIGTLQLVLCVLATT
FVQAFAVEMVITAILMGLILALT
MLSALVVELVLSAGFLLVIHGAT
KGTALGAEI IGTFVLVYTVFSAT
VGQATIVEIFLTLQFVLCIFATY
YWQAMLAEVVGTFLLMITIMGIA
DVQSLVLEFIITFYLMFVISGVA
MAQAAALEFVISFFLMFVVSGVA
DVQSLAMEFI ITFYLMFVVSGVA
HAQSLVIEFVITFYLMFVIMAVA
MAQAAALEFVISFFLMFVVSSVA
HWHSLVVEVIVTFNMMFVTLAVA
HWHALVIEIVVTFNMMFVTCAVA
TAQAFFTEF I ITFNLLFVVTAVA
TVEAFFLEFVTTFVLLFIITALA
TVEAFFVEFIITFFLLFIITALA
VKEL IAVAVGGTAMMNVLVAG--
AGEAFVVEVALTFVLSKELVAI -
TRLPFLMEFLASAVLMIVIATVA
EVQSLVIENITTFYLMFVISGVA
HWHSLVIE1 IVTFNMMFVTLAVA
HWHALLIEIVVTFNMMFVTCAVA
TAQAFFTEF I ISFNLLFVVTAVA
DLQAFTMEFIVTFYLMFI 1SGVA
NLQSFVIEFI ITFYLMFVISGVA
DLQAFVMEFI ITGFLMLVVCAVT
NTTSFVMEFIATFNLMFV1SAVA
PARALVAEI I ISFLLMFVISGVA
SGQALVAEI 1 1 SFLLMFVISGVA
LGQAFALEFIITFILLFVVTAVA
LSQAFALEF I ISFNLMFVVTAVA
CVSAFFVELIATSIVVFLASALH

SGQGLGIENIGTLQLVLCVLATT
FVQAFAVEMVITAILMGLILALT
MLSALVVELVLSAGFLLVIHGAT
KGTALGAEI IGTFVLVYTVFSAT
VGQATIVEIFLTLQFVLCIFATY
YWQAMLAEVVGTFLLMITIMGIA
LHTGAAAELVLTFVITLAVLWI I
VHHGALAEGLATFMVVIVSVTLK
PHTGALAEGVLTFVITLTVLWVI
PHTGAGAELVLTFVITLAVLLII
AHHGALAEGLATFMVVMVSVTLK
VHTGAITAETILSFGITFAVLLII
AHNGAISEVVLSFSVTFLVLLII
IHHGALTEGILTFFIVLLSMGLT

159
167
153
183
149
165

159
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