Structure-based sequence alignment of TM5
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OsPIP2;5
OsPIP2;6
OsPIP2;7
OsPIP2;8
ZmPIP1;1
ZmPIP1;2
ZmPIP1;3
ZmPIP1;4
ZmPIP1;5
ZmPIP1;6
ZmPIP2;1
ZmPIP2;2
ZmPIP2;3
ZmPIP2:;4
ZmPIP2;5
ZmPIP2;6
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AtPIP1;1
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AtPIP1;4
AtPIP1;5
AtPIP2;1
AtPIP2;2
AtPIP2;3
AtPIP2:;4
AtPIP2;5
AtPIP2;6
AtPIP2;7
AtPIP2;8
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SGPLAIGFSVALGHLLAID
LAPLLIGLLIAVIGASMGP
FAPIAIGLALTLIHLISIP
LAPLPIGFAVFMVHLATIP
SVALAVGFSLTLGHLFGMY
FAGIIIGLTVAGIITTLGN
LAPLPIGFAVFLVHLATIP
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LAPLPIGFAVFIVHLATIP
LAPLPIGFSVFMVHLATIP
LAPLPIGFAVFMVHLATIP
LAPLPIGFAVFMVHLATIP
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Helix 5 TIP
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OsTIP2;2
OsTIP2:;3
OsTIP3;1
OsTIP3;2
OsTIP4;1
OsTIP4;2
OsTIP4;3
OsTIP5;1
ZmTIP1;1
ZmTIP1;2
ZmTIP2;1
ZmTIP2;2
ZmTIP2;3
ZmTIP3;1
ZmTIP4;1
ZmTIP4;2
ZmTIP4;3
ZmTIP4 ;4
ZmTIP5;1
AtTIP1;1
AtTIP1;2
AtTIP1;3
AtTIP2;1
AtTIP2;2
AtTIP2;3
AtTIP3;1
AtTIP3;2
AtTIP4;1
AtTIP5;1
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SGPLAIGFSVALGHLLAID
LAPLLIGLLIAVIGASMGP
FAPIAIGLALTLIHLISIP
LAPLPIGFAVFMVHLATIP
SVALAVGFSLTLGHLFGMY
FAGITIGLTVAGIITTLGN
IAPTAIGFIVGANILVGGA
IAPTAIGFIVGANILAGGA
IAPTAIGFIVGANILAAGP
IAPIAIGFIVGANILVAGP
VAPMAIGFIVGANILAAGP
I APLAVGFLLGANMLAGGP
IAPLAIGLVAGAN ILAGGP
FGPLLTGL IVGANTIAGGN
TGPLLTGLLVGANTVAGGA
LGPLLVGLVVGANILAGGP
LGALVVGAVTGACVLAAGS
IAPTAIGFIVGANILVGGA
IAPTAIGFIVGANILAGGA
IAPITAIGFIVGANILAAGP
IAPTAIGFIVGANILAAGP
IAPMATGFIVGANILAAGP
IAPLAVGFLLGANVLAGGP
IGPLLTGL IVGANSLAGGN
IGPLLTGL IVGANSLAGGN
AGPLLTGLLVGANSVAGAA
MGPLLVGLVVGANVLAGGP
LGALAVGLTQGAFVLAAGA
IAPTAIGFIVGANILAGGA
IAPIAIGFIVGANILAGGA
IAPLAIGLIVGANILVGGA
IAPLAIGLIVGANILAAGP
IAPTAIGFIVGANILAAGP
IAPTAIGFIVGANILAAGP
IAPLAIGLIVGANILVGGP
IAPLAIGLIVGANILVGGP
FGPLLTGFVVGANILAGGA
VGPIFIGFVAGANVLAAGP
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Helix 5
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OsNIP1;1
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OsNIP1;4
OsNIP1;5
OsNIP2;1
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OsNIP3;1
OsNIP3;2
OsNIP3;3
OsNIP3:;4
OsNIP3;5
OsNIP4;1
ZmNIP1;1
ZmNIP2;1
ZmNIP2;2
ZmNIP3;1
AtNIP1;1
AENIP1;2
AtNIP2;1
AtNIP3;1
AtNIP4;1
AtNIP4;2
AENIP5;1
AtNIPG6;1
AtNIP7;1
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0sSIP1;1
0sSIP2;1
ZmSI1P1;1
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AtSIP1;1
AtSIP1;2
AtSIP2;1
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SGPLAIGFSVALGHLLAID
LAPLLIGLLIAVIGASMGP
FAPIAIGLALTLIHLISIP
LAPLPIGFAVFMVHLATIP
SVALAVGFSLTLGHLFGMY
FAGITIGLTVAGIITTLGN
LAGLAVGATILLNVLIAGP
LAGLAVGATVAVNVLFAGP
LAGLAVGATVLVNVLFAGP
MAGVAVGGT IMLNVLFAGP
LAGLAVGATVAVNVLFAGP
LAGLAVGSAVCITSIFAGA
LAGLAVGSAVCITSIFAGP
LAGIAVGAAVTLNILIAGP
LTAVAVGAT IMMNALVAGP
LTAVAVGATVMMNILVAGP
--YACEILLCIYNVLVAGP
--—-ATAAAIMMNALVGGP
VGGIAIGAAVGGLGLVIGP
LAGLAVGATILLNVLIAGP
LAGLAVGSAVCITSIFAGA
LAGLAVGSAVCITSIFAGP
LAGIAVGAAVTLNILVAGP
LAGLAIGSTVLLNVLIAAP
LAGLAVGSTVLLNVITAGP
LEGLI1GATVTLNVIFAGE
FAGIAIGATIVLDILFSGP
LAGIAVGMT IMVNVFVAGP
LAGIAVGMT I ILNVFVAGP
LAGIAVGATVMLNILVAGP
LAGIAVGATVMLNILIAGP
LTGFVIGTVISLGVLITGP

SGPLAIGFSVALGHLLAID
LAPLLIGLLIAVIGASMGP
FAPIAIGLALTLIHLISIP
LAPLPIGFAVFMVHLATIP
SVALAVGFSLTLGHLFGMY
FAGITIGLTVAGIITTLGN
VKTWMLSISTVCLVLTGAA
MKTWISS IWKMTFHLLSSD
LKTLLLSTSIVSVILAGAE
IKTWMISICTLCLVLSGAA
MKTWITSIWKNT IHLLSSD
AKTFLLALAT ISFVVAGSK
AKTFLLALATVSVFVVGSK
MKTWIGSLAKLTLHILGSD
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