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Supplemental Figure 4. ROS Production Mediated by St CDPK4 and St CDPKS5 Full
Length Variants in N. benthamiana Leaves.

Diagrams indicate schematic structure of St CDPK4 and St CDPKS5. Diagonal box
indicates a six-residue substitution in the J domain. ‘K’ indicates Lys residue for
ATP-binding in K domain and ‘M’ indicates amino acid substitution in Lys to Met. WT,

wild-type form; CA, constitutively active form; K/M, kinase-inactive form.



