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ATGGGCAACKICATGCCGTGGATCTINTIGGAGGCAAAACTTTTCAGGGITACIACTCAGCCT/AAGA T YL dN
ATGGGCAAC/ECATGCCGTGGATC TITMGGAGGCAAAACTTTTCAGGGHTACHCTCAGCCT/SAAGA T/
ccTecTcCACERATR TN CET TCTTCCGGCE TR TTTCTTCTGRCE TTTCHC] G
---------- biT C ATEA ApiC /IR cak¥iclcaaac- - -BiTh cceagyTldec

ATGAATCGTHCHEGEAleTAACAGECITAT TANGTEVIT/EGG T CATANGACCCCleAAIATTCGCGATC THY
ATGAATCGTRCIVGaTaAlCAGHCETATTAGTMeT{dcGTCATANGACCCCHAAMATTCGCGATCTE
AA ChRT{EGGLYAGIEA A AT AGGACAAGGIECAGT TTGGHACR{ACT TAT TTATGCACLIG AN b CCGG]
A clT{dGGddGHAAAMTAGGACAAGGINCAGTTTGGMACHACTTATTTATGCACHGAI e T CTHiC CGG]
[liGAleTAINGCCTGTAAAT CLAATIICIEAAGAGEAAST/A THT C[EAAGGAGGATGT[EGAAGATG TH
bldcaldTallceccTeTAAATCHATHECMAAGAGIAAIYT(A THIT CINAAGGAGGATGTI\GAAGATGTMAGH
AGGGAAATTCAGATAATGCARCATTTGHCTGGT CAhYAleLelA AbvA Thy ChA Ty l€GCTTATGAGG
AGGGAAATTCAGATAATGCAMCATTTGECTGGTCAMAINIAANATHG T ThiCHA T[MAAEGGIIGCTTATGAGG]
2 INTATGTTCATATTGTCATGGA[RY G| kiCGlen AF¥AC
] [E@TATGTTCATATTGTCATGGAINSTITGTE cdeck kicAAky
AGGACAWTACAETGAGAGAAAGGCLGCHGALT TGACTAAAAT TATTGTIGGE G| GHET
AGGACAMTACAMTGAGAGAAAGGCIGCMGAINTTGACTAAAATTATTGTEGGHY T| C|
T Ch WGTTATGCATAGAGATCTCAAACCTGAGAATTTCTTGTTGGTTAAWAAGGATATGATTTCT
T CEy GTTATGCATAGAGATCTCAAACCTGAGAATTTCTTGTTGGTTAAMAAGGATEATGATTTCT
CTCTCAAGGCCATTGAWTTTGGACTCTCHGTITTCTT[MAAGCCAGGICAAATINTTCACAGATGTTGTTGG
CTCTCAAGGCCATTGAMTTTGGACTCTCIRGTINT TCTTIAAGCCAGGMCAAATHTTCACAGATGTTGTTGG)
biAGTCCATANWTANGTEGCTCCTGAGGTGCTTTTGAAGCATTATGGTC CRYGAAGCHY [ETGGACAGCA]
€AGTCCATANTANGTHGCTCCTGAGGTGCTTTTGAAGCATTATGGTCCIAGAAGCHY INTGGACAGCA
INGTCATACTCTAMATINCTGCTAAGTGGRGT[{CCACCATTIWTGGGCTGAAACACAGCAGGG
[GTCATACTCTAATCTGCTAAGTGGLGTICCACCATT{MTGGGCTGAAACACAGCAGGGEA
AldGCAGTTCTGAAAGGGCACATTGATTTTGACTCAGATCCTTGGCCLITT(eX liGAGAGTGCAAAAGA
AINGCAGTTCTGAAAGGGCACATTGATTTTGACTCAGATCCTTGGCCHTTIE GAGAGTGCAAAAGA
TCTHATCCGGAAGATGTTETGCATGCLYE [EGAGCGGTTAACTGCTCATGAAGTATTETGTCATCCT
TCTATCCGGAAGATGTTITGCATGCH 1\GAGCGGTTAACTGCTCATGAAGTATTIATGTCATCCT
[dGAAAATGGTGTEGCTCCTGATAGAGC) GATCCTGCAGTACTTTCTCGCCTLIAAACAlY
HGAAAATGGTGTHGCTCCTGATAGAGCHCTINGATCCTGCAGTACTTTCTCGCCTMAAACAL

C| PNATGAACAACTTAAAAAAGATGGCTHTGCGGGTGATTGCTGAAAGCTTGTC CSGALIGALIGAGAT,
T) AATGAACAALTTAAAAAAGATGGCTMTGCGGGTGATTGCTGAAAGCTTGTCL\GAGGAGGAGAT,

—————————————————————————————————————— GTGAT{EGCTGAAAGCTTGTC[E,GAGGAGGAGAT)

TGCE{GGTCTeA[IIGAGATGTTTAAGGCCATGGATACTGA[SA(GYAGTGGTGCAATTACATTTGATGAACTA
TGCCGGTCTTAAGGAGATGTTTAAGGCCATGGATACTGATAACAGTGGTGCAATTACATTEGATGAACT‘
TGCCGGTCTLAAGGAGATGTTTAAGGCCATGGATACTGATAACAGTGGTGCAATTACATTTGATGAACTA

IAAAGCLIGG[¢TTGAGAAAATATGGCTCTAC[U{TAAAGGATA[deGAGATACGGGAACTTATGGATGCGGCT
AAAGCTGGTTTGAGAAAATATGGCTCTACTCTEAAGGATATAGAGATACGGGAACTTATGGATGCGGCT
IAAAGCTGGTTTGAGAAAATATGGCTCTACTCTAAAGGATATAGAGATACGGGAACTTATGGATGCGGCT

I ATGTGGACAATAGTGGAACTATTGACTATGGAGAATTCATH{GC[¢GCAACT{¢TTCACTTAAYAAATTGGA

IATGTGGACAATAGTGGAACTATTGACTATGGAGAATTCATAGCAGCAACTATTCACCTTAACAAATTGGA
IATGTGGACAAMAGTGGAACTATL\GACTATGGAGAATTCATAGCAGCAACTATTCACCTTAACAAATTGGA

[CGCGAGGAACATCTCATGGC[EGCATTTCAL\TATTTTGACAAGGATGGAAGTGGTTAMATLIACIEGTTGAT,
CCGCGAGGAACATCTCATGGCAGCATTTCAGTATTTTGACAAGGATGGAAGTGGTTATATTACHGTRGAT
CCGCGALIGAACATCTCATGGCAGCATTTCAGTATTTTGACAAGGATGEAAGTGGTTATATTACL\GTTGAT
GAG[¢TCCALICAAGCEYTGTLYYAGA[C/CATAACAT[¢ACAGATG TN TLICTTTGAGGATATTATL\AGAGAAGT(Y
GAGCTCCAGCAEGCGTGTGCAGATCATAACATTACAGATGT‘TTCTTTGAGGATATTATCAGAGAAGTT
GAGCTCCAGCAAGCGTGTGCAGATCATAACATTACAGATGTETTCTTTGAGGATATTATCAGAGAAGTT

IATCAGGATAATGATGGACGLATTGATTATGGAGAATTTGTTGCTATGATGCAAAAAGGAAATCCATGTAT,
ATCAGGATAATGATGGACGCATTGANTATGGAGAATTTGTTGCTATGATGCAAAAAGGAAATCCATG[EAT)
[ ATCAL\GATAATGATGG{(,CGCATTGATTA[MGGAGAATTTGTTGCTATGATGCAAAAAGGAAATCCATGTEEY

(EAGACGAACKHIATGCGAAATAGTCTGAATTT¢AGCATGAGAGATGC) [EGGAGCTCA[y 1674
NAAGACGAACEATGCGAAATAGTCTGAATTT®AGCATGAGAGATGC Clefe:Ne[ogi JoF \T 1608
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Supplemental Figure 6. Alignment of the Nucleotide Sequences of St CDPK4, St CDPK5 and Nb
CDPKS.
Conserved nucleotides are boxed in black. Partial sequence of Nb CDPKS5 ¢cDNA used for VIGS
was shown. Multiple alignment of the nucleotide sequence was made using the CLISTAL W pro-
gram (Thompson et al., 1994).



