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Supplemental Figure 1. Diagrams of the constructs with deletion mutants of
HYL1 gene under the control of the native promoter of HYL1. The locations of
the four conserved domains (dsRBD1, dsRBD2, NLS and PPI) are indicated
in squares (at the top). The positions of the first and the last nucleotides in
deletion mutants are numbered from the initial ATG (above HYL1 protein
diagram). The constructs of Propyi1:HYL1D1, Progy:HYL1D12,
PropyL1:HYL1D12N and Propy1:HYL1 are diagrammed.



